





    
      Skip to main content
    

        
      
    
  
    
  
        
            
        [image: bioRxiv]      

                

          



  
    
  
                
    
      	Home
	About
	Submit
	ALERTS / RSS

    

  



  
                
    
      
  
    
  
      
  
  
    
  Search for this keyword 
 







  


  
  



  
      
  
  
    Advanced Search  


  
  



  



    

  


  


  

  
  
  	      

    
      
    
      
        
    
  
    
                        
  
                
    
      
	  
  
		
		
			
			  
  
      
  
  
    

      
        New Results    
  
        Hoxa1 and TALE proteins display cross-regulatory interactions and form a combinatorial binding code on Hoxa1 targets
  
      Bony De Kumar, Hugo J. Parker, Ariel Paulson, Mark E. Parrish, Irina Pushel, Brian D. Slaughter, Jay R. Unruh, Julia Zeitlinger, Robb Krumlauf

  
      doi: https://doi.org/10.1101/092296 

  
  
  

Bony De Kumar 
1Stowers Institute for Medical Research, Kansas City, Missouri, 64110, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Hugo J. Parker 
1Stowers Institute for Medical Research, Kansas City, Missouri, 64110, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Ariel Paulson 
1Stowers Institute for Medical Research, Kansas City, Missouri, 64110, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Mark E. Parrish 
1Stowers Institute for Medical Research, Kansas City, Missouri, 64110, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Irina Pushel 
1Stowers Institute for Medical Research, Kansas City, Missouri, 64110, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Brian D. Slaughter 
1Stowers Institute for Medical Research, Kansas City, Missouri, 64110, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Jay R. Unruh 
1Stowers Institute for Medical Research, Kansas City, Missouri, 64110, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Julia Zeitlinger 
1Stowers Institute for Medical Research, Kansas City, Missouri, 64110, USA
2Dept. of Pathology, Kansas University Medical Center, Kansas City, Kansas 66160

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Robb Krumlauf 
1Stowers Institute for Medical Research, Kansas City, Missouri, 64110, USA
3Dept. of Anatomy and Cell Biology, Kansas University Medical Center, Kansas City, Kansas 66160, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	For correspondence: 
rek@Stowers.org




  


  
  



  
      
  
  
    	Abstract
	Full Text
	Info/History
	Metrics
	 Preview PDF


  


  
  



  
      
  
  
    [image: Loading]

  
    
  
      
  
  
    Abstract
Hoxa1 has diverse functional roles in differentiation and development. We have identified and characterized properties of regions bound by Hoxa1 on a genome-wide basis in differentiating mouse ES cells. Hoxa1 bound regions are enriched for clusters of consensus binding motifs for Hox, Pbx and Meis and many display co-occupancy of Pbx and Meis. Pbx and Meis are members of the TALE family and genome-wide analysis of multiple TALE members (Pbx, Meis, TGIF, Prep1 and Prep2) show that nearly all Hoxa1 targets display occupancy of one or more TALE members. The combinatorial binding patterns of TALE proteins defines distinct classes of Hoxa1 targets and indicates a role as cofactors in modulating the specificity of Hox proteins. We also discovered extensive auto- and cross-regulatory interactions among the Hoxa1 and TALE genes. This study provides new insight into a regulatory network involving combinatorial interactions between Hoxa1 and TALE proteins.
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