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    Abstract
Phylogeny-based and functional trait-based analyses are used widely to study community composition. In principle, knowing all information about species traits should completely explain phylogenetic patterns in community composition. In reality, phylogenies may contain more information than the collection of measured traits. The extent to which functional trait information makes phylogenetic information redundant, however, is unknown. We used phylogenetic linear mixed models to analyze community composition of 55 understory plant species distributed across 30 forest sites in central Wisconsin. These communities showed strong phylogenetic attraction. Most of the 15 measured functional traits showed strong phylogenetic signal, but they only reduced the strength of phylogenetic community patterns in the abundances and presence/absences of co-occurring species by 57% and 89%, respectively, falling short of fully explaining phylogenetic community structure. Our study demonstrates the value of phylogenies in studying of community composition, especially with abundance data, even when rich functional trait data are available.
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