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    ABSTRACT
Summary: Visualizing genomic data in chromosomal context can help detecting errors in data generation or analysis and can suggest new hypotheses to be tested. Here we report a new tool for displaying large and diverse genomic data in idiograms of one or multiple chromosomes. The package is implemented in R so that visualization can be easily integrated with its numerous packages for processing genomic data. It supports simultaneous visualization of multiples tracks of data, each of potentially different nature. Large genomic regions such as QTLs or synteny tracts may be shown along histograms of number of genes, genetic variants, or any other type of genomic element. Tracks can also contain values for continuous or categorical variables and the user can choose among points, points connected by lines, line segments, barplots or histograms for representing data. chromPlot reads data from tables in BED format which are imported in R using its builtin functions. The information necessary to draw chromosomes for mouse and human is included with the package. Chromosomes for other organisms are downloaded automatically from the Ensembl website or can be provided by the user. We present common use cases here, and a full tutorial is included as the packages's vignette.
Availability: chromPlot is distributed under a GLP2 licence at Genomed Lab: http://genomed.med.uchile.cl.
Contact: raverdugo{at}u.uchile.cl
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The copyright holder for this preprint is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made available under a CC-BY-NC-ND 4.0 International license.
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