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    Abstract
Background Shigella is a Gram-negative, facultatively intracellular bacterium that causes bacillary dysentery in humans. Shigella invades cells of the colonic mucosa owing to its virulence plasmid-encoded Type 3 Secretion System (T3SS) and multiplies in the target cell cytosol. Although the laboratory reference strain S. flexneri serovar 5a M90T has been extensively used to understand the molecular mechanisms of pathogenesis, its complete genome sequence is not available, greatly limiting studies employing high-throughput sequencing and systems biology approaches.

Results We have sequenced, assembled and annotated the full genome of S. flexneri 5a M90T. This yielded two complete contigs, the chromosome and the virulence plasmid. Further, we have performed genome-wide analysis of transcriptional start sites in bacteria grown in tryptic soy broth at 37 °C to mid-exponential phase, corresponding to the typical culture conditions for the inoculum in in vitro infection experiments. We have used the results from the transcriptional start site determination to manually curate the gene structure annotation. This analysis identified ~2,000 transcriptional units.

Conclusions We provide the first complete genome for a S. flexneri serovar 5a strain, specifically the laboratory reference strain M90T. This opens the possibility of employing S. flexneri M90T in high-quality systems biology studies, for example transcriptomic analyses and differential expression analysis. Moreover, in molecular pathogenesis studies our data can be used as a resource to know which genes are transcribed before infection of host cells, thereby allowing to consider or exclude the possible involvement of a gene of interest.
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