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    Abstract
The Assay for Transposase-Accessible Chromatin using sequencing (ATAC-seq) is a fundamental epigenomics approach and has been widely used in profiling the chromatin accessibility dynamics in multiple species. A comprehensive reference of ATAC-seq datasets for mammalian tissues is important for the understanding of regulatory specificity and developmental abnormality caused by genetic or environmental alterations. Here, we report an adult mouse ATAC-seq atlas by producing a total of 66 ATAC-seq profiles from 20 primary tissues of both male and female mice. The ATAC-seq read enrichment, fragment size distribution, and reproducibility between replicates demonstrated the high quality of the full dataset. We identified a total of 296,574 accessible elements, of which 26,916 showed tissue-specific accessibility. Further, we identified key transcription factors specific to distinct tissues and found that the enrichment of each motif reflects the developmental similarities across tissues. In summary, our study provides an important resource on the mouse epigenome and will be of great importance to various scientific disciplines such as development, cell reprogramming, and genetic disease.




  


  
  



  
      
  
  
    Copyright 
The copyright holder for this preprint is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made available under a CC-BY-NC 4.0 International license.


  


  
  



  





  


  
  



  
      
  
  
    View the discussion thread.


  


  
  



  
      
  
  
     Back to top  


  
  



			

		

		
		
			
			  
  
      
  
  
     PreviousNext 
  


  
  



  
      
  
  
    Posted March 19, 2019.  


  
  



  
      
  
  
    
	  
  
		
          
            
  
      
  
  
     Download PDF  


  
  



          

        

        
        
          
            
  
      
  
  
     Email

  
    
  
      
  
  
    
 Thank you for your interest in spreading the word about bioRxiv.
NOTE: Your email address is requested solely to identify you as the sender of this article.




  Your Email *
 



  Your Name *
 



  Send To *
 

Enter multiple addresses on separate lines or separate them with commas.




  You are going to email the following 
 An ATAC-seq atlas of chromatin accessibility in mouse tissues



  Message Subject 
 (Your Name) has forwarded a page to you from bioRxiv



  Message Body 
 (Your Name) thought you would like to see this page from the bioRxiv website.



  Your Personal Message 
 








CAPTCHAThis question is for testing whether or not you are a human visitor and to prevent automated spam submissions.










  


  
  



  





  


  
  



  
      
  
  
     Share  


  
  



  
      
  
  
    


		  
		  
  
      
  
  
    

      
      An ATAC-seq atlas of chromatin accessibility in mouse tissues
    

  
      Chuanyu Liu, Mingyue Wang, Xiaoyu Wei, Liang Wu, Jiangshan Xu, Xi Dai, Jun Xia, Mengnan Cheng, Yue Yuan, Pengfan Zhang, Jiguang Li, Taiqing Feng, Ao Chen, Wenwei Zhang, Fang Chen, Zhouchun Shang, Xiuqing Zhang, Brock A. Peters, Longqi Liu

  
      bioRxiv 582171; doi: https://doi.org/10.1101/582171 

  
  
  


  


  
  



	  

	
  
  	
  
      
  
  
    
  
    Share This Article:
  
  
    
  
  
    Copy
  


  


  
  



  

	
		  
	    
  
      
  
  
    [image: Reddit logo] [image: Twitter logo] [image: Facebook logo] [image: LinkedIn logo] [image: Mendeley logo]
  


  
  



	  

	


  


  
  



  
      
  
  
     Citation Tools

  
    
  
      
  
  
      
  
      

      
      An ATAC-seq atlas of chromatin accessibility in mouse tissues
    

  
      Chuanyu Liu, Mingyue Wang, Xiaoyu Wei, Liang Wu, Jiangshan Xu, Xi Dai, Jun Xia, Mengnan Cheng, Yue Yuan, Pengfan Zhang, Jiguang Li, Taiqing Feng, Ao Chen, Wenwei Zhang, Fang Chen, Zhouchun Shang, Xiuqing Zhang, Brock A. Peters, Longqi Liu

  
      bioRxiv 582171; doi: https://doi.org/10.1101/582171 

  
  
  


  

  
  	      Citation Manager Formats

        
      	BibTeX
	Bookends
	EasyBib
	EndNote (tagged)
	EndNote 8 (xml)
	Medlars
	Mendeley
	Papers
	RefWorks Tagged
	Ref Manager
	RIS
	Zotero

    

  



  


  
  



  





  


  
  



          

        

	
 	
	
	


  


  
  



  
      
  
  
    	Tweet Widget
	Facebook Like
	Google Plus One



  


  
  



  
        Subject Area

    
  
  
    	Genomics




  


  
  



  
      
  
  
    


  

  
      
  
  
    
  
      
  
    Subject Areas  




  


  
  



  
      
  
  
    
  
      
  
    All Articles  




  


  
  



  
      
  
  
    	Animal Behavior and Cognition (5181)

	Biochemistry (11652)

	Bioengineering (8685)

	Bioinformatics (29033)

	Biophysics (14877)

	Cancer Biology (12005)

	Cell Biology (17276)

	Clinical Trials (138)

	Developmental Biology (9370)

	Ecology (14094)

	Epidemiology (2067)

	Evolutionary Biology (18218)

	Genetics (12190)

	Genomics (16714)

	Immunology (11801)

	Microbiology (27882)

	Molecular Biology (11489)

	Neuroscience (60533)

	Paleontology (449)

	Pathology (1860)

	Pharmacology and Toxicology (3217)

	Physiology (4921)

	Plant Biology (10347)

	Scientific Communication and Education (1678)

	Synthetic Biology (2869)

	Systems Biology (7319)

	Zoology (1635)


  


  
  

  







  


  
  



			

		

	
	
 	
	
	


    

  


      


  

    
  
  
    
  
      







  