





    
      Skip to main content
    

        
      
    
  
    
  
        
            
        [image: bioRxiv]      

                

          



  
    
  
                
    
      	Home
	About
	Submit
	ALERTS / RSS

    

  



  
                
    
      
  
    
  
      
  
  
    
  Search for this keyword 
 







  


  
  



  
      
  
  
    Advanced Search  


  
  



  



    

  


  


  

  
  
  	      

    
      
    
      
        
    
  
    
                        
  
                
    
      
	  
  
		
		
			
			  
  
      
  
  
    

      
        New Results    
  
        Reference-free cell-type deconvolution of pixel-resolution spatially resolved transcriptomics data
  
       View ORCID ProfileBrendan F. Miller,  View ORCID ProfileLyla Atta,  View ORCID ProfileArpan Sahoo,  View ORCID ProfileFeiyang Huang,  View ORCID ProfileJean Fan

  
      doi: https://doi.org/10.1101/2021.06.15.448381 

  
  
  

Brendan F. Miller 
1Center for Computational Biology, Whiting School of Engineering, Johns Hopkins University, Baltimore, MD 21211, USA
2Department of Biomedical Engineering, Johns Hopkins University, Baltimore, MD 21218, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	ORCID record for Brendan F. Miller


Lyla Atta 
1Center for Computational Biology, Whiting School of Engineering, Johns Hopkins University, Baltimore, MD 21211, USA
2Department of Biomedical Engineering, Johns Hopkins University, Baltimore, MD 21218, USA
3Medical Scientist Training Program, Johns Hopkins University School of Medicine, Baltimore, MD 21205, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	ORCID record for Lyla Atta


Arpan Sahoo 
1Center for Computational Biology, Whiting School of Engineering, Johns Hopkins University, Baltimore, MD 21211, USA
4Department of Computer Science, Johns Hopkins University, Baltimore MD 21218, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	ORCID record for Arpan Sahoo


Feiyang Huang 
1Center for Computational Biology, Whiting School of Engineering, Johns Hopkins University, Baltimore, MD 21211, USA
2Department of Biomedical Engineering, Johns Hopkins University, Baltimore, MD 21218, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	ORCID record for Feiyang Huang


Jean Fan 
1Center for Computational Biology, Whiting School of Engineering, Johns Hopkins University, Baltimore, MD 21211, USA
2Department of Biomedical Engineering, Johns Hopkins University, Baltimore, MD 21218, USA
4Department of Computer Science, Johns Hopkins University, Baltimore MD 21218, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	ORCID record for Jean Fan
	For correspondence: 
jeanfan@jhu.edu




  


  
  



  
      
  
  
    	Abstract
	Full Text
	Info/History
	Metrics
	Supplementary material
	Data/Code
	 Preview PDF


  


  
  



  
      
  
  
    [image: Loading]

  
    
  
      
  
  
    Abstract
Recent technological advancements have enabled spatially resolved transcriptomic profiling but at multi-cellular pixel resolution, thereby hindering the identification of cell-type spatial co-localization patterns. We developed STdeconvolve as an unsupervised approach to deconvolve underlying cell-types comprising such multi-cellular pixel resolution spatially resolved transcriptomics datasets. We show that STdeconvolve effectively recovers the putative transcriptomic profiles of cell-types and their proportional representation within spatially resolved pixels without reliance on external single-cell transcriptomics references.
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