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    Abstract
Bacteroidetes are thought to be specialized for the degradation of algae-derived ocean polysaccharides and are a major contributor to the marine carbon and nutrient cycling. Here, we first show Bacteroidetes are the second most abundant phylum bacteria in deep-sea cold seep and possess more genes associated with polysaccharides degradation than other bacteria through metagenomics methods. We further isolate a novel Bacteroidetes species, Maribellus comscasis WC007T, which can efficiently degrade numerous different polysaccharides including: cellulose, pectin, fucoidan, mannan, xylan and starch. These results are verified by transcriptomic analyses and growth assays. Notably, we find cellulose promotes abundant bacterial growth, and using transcriptomics and metabolomics we finally report on the underlying mechanisms of cellulose degradation and utilization, as well as potential contributions to the carbon cycling. Overall, our results suggest Bacteroidetes play key roles in the deep-sea carbon and nutrient cycling, likely due to their high abundance and prominent polysaccharide degradation capabilities.
One Sentence Summary Bacteroidetes contribute to ocean carbon and nutrient cycle.


Competing Interest Statement
The authors have declared no competing interest.



  


  
  



  
      
  
  
    Copyright 
The copyright holder for this preprint is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. All rights reserved. No reuse allowed without permission.


  


  
  



  





  


  
  



  
      
  
  
    View the discussion thread.


  


  
  



  
      
  
  
     Back to top  


  
  



			

		

		
		
			
			  
  
      
  
  
     PreviousNext 
  


  
  



  
      
  
  
    Posted November 08, 2020.  


  
  



  
      
  
  
    
	  
  
		
          
            
  
      
  
  
     Download PDF  


  
  



  
      
  
  
    Supplementary Material 
  


  
  



          

        

        
        
          
            
  
      
  
  
     Email

  
    
  
      
  
  
    
 Thank you for your interest in spreading the word about bioRxiv.
NOTE: Your email address is requested solely to identify you as the sender of this article.




  Your Email *
 



  Your Name *
 



  Send To *
 

Enter multiple addresses on separate lines or separate them with commas.




  You are going to email the following 
 Bacteroidetes contribute to the carbon and nutrient cycling of deep sea through breaking down diverse glycans



  Message Subject 
 (Your Name) has forwarded a page to you from bioRxiv



  Message Body 
 (Your Name) thought you would like to see this page from the bioRxiv website.



  Your Personal Message 
 








CAPTCHAThis question is for testing whether or not you are a human visitor and to prevent automated spam submissions.










  


  
  



  





  


  
  



  
      
  
  
     Share  


  
  



  
      
  
  
    


		  
		  
  
      
  
  
    

      
      Bacteroidetes contribute to the carbon and nutrient cycling of deep sea through breaking down diverse glycans
    

  
      Rikuan Zheng, Ruining Cai, Rui Liu, Ge Liu, Chaomin Sun

  
      bioRxiv 2020.11.07.372516; doi: https://doi.org/10.1101/2020.11.07.372516 

  
  
  


  


  
  



	  

	
  
  	
  
      
  
  
    
  
    Share This Article:
  
  
    
  
  
    Copy
  


  


  
  



  

	
		  
	    
  
      
  
  
    [image: Reddit logo] [image: Twitter logo] [image: Facebook logo] [image: LinkedIn logo] [image: Mendeley logo]
  


  
  



	  

	


  


  
  



  
      
  
  
     Citation Tools

  
    
  
      
  
  
      
  
      

      
      Bacteroidetes contribute to the carbon and nutrient cycling of deep sea through breaking down diverse glycans
    

  
      Rikuan Zheng, Ruining Cai, Rui Liu, Ge Liu, Chaomin Sun

  
      bioRxiv 2020.11.07.372516; doi: https://doi.org/10.1101/2020.11.07.372516 

  
  
  


  

  
  	      Citation Manager Formats

        
      	BibTeX
	Bookends
	EasyBib
	EndNote (tagged)
	EndNote 8 (xml)
	Medlars
	Mendeley
	Papers
	RefWorks Tagged
	Ref Manager
	RIS
	Zotero

    

  



  


  
  



  





  


  
  



          

        

	
 	
	
	


  


  
  



  
      
  
  
    	Tweet Widget
	Facebook Like
	Google Plus One



  


  
  



  
        Subject Area

    
  
  
    	Microbiology




  


  
  



  
      
  
  
    


  

  
      
  
  
    
  
      
  
    Subject Areas  




  


  
  



  
      
  
  
    
  
      
  
    All Articles  




  


  
  



  
      
  
  
    	Animal Behavior and Cognition (5176)

	Biochemistry (11640)

	Bioengineering (8679)

	Bioinformatics (29014)

	Biophysics (14861)

	Cancer Biology (11999)

	Cell Biology (17268)

	Clinical Trials (138)

	Developmental Biology (9365)

	Ecology (14080)

	Epidemiology (2067)

	Evolutionary Biology (18200)

	Genetics (12184)

	Genomics (16703)

	Immunology (11790)

	Microbiology (27858)

	Molecular Biology (11477)

	Neuroscience (60477)

	Paleontology (449)

	Pathology (1860)

	Pharmacology and Toxicology (3213)

	Physiology (4916)

	Plant Biology (10342)

	Scientific Communication and Education (1678)

	Synthetic Biology (2867)

	Systems Biology (7315)

	Zoology (1634)


  


  
  

  







  


  
  



			

		

	
	
 	
	
	


    

  


      


  

    
  
  
    
  
      







  