





    
      Skip to main content
    

        
      
    
  
    
  
        
            
        [image: bioRxiv]      

                

          



  
    
  
                
    
      	Home
	About
	Submit
	ALERTS / RSS

    

  



  
                
    
      
  
    
  
      
  
  
    
  Search for this keyword 
 







  


  
  



  
      
  
  
    Advanced Search  


  
  



  



    

  


  


  

  
  
  	      

    
      
    
      
        
    
  
    
                        
  
                
    
      
	  
  
		
		
			
			  
  
      
  
  
    

      
        New Results    
  
        A highly conserved cryptic epitope in the receptor-binding domains of SARS-CoV-2 and SARS-CoV
  
       View ORCID ProfileMeng Yuan,  View ORCID ProfileNicholas C. Wu,  View ORCID ProfileXueyong Zhu,  View ORCID ProfileChang-Chun D. Lee, Ray T. Y. So, Huibin Lv,  View ORCID ProfileChris K. P. Mok, Ian A. Wilson

  
      doi: https://doi.org/10.1101/2020.03.13.991570 

  
  
  

Meng Yuan 
1Department of Integrative Structural and Computational Biology, The Scripps Research Institute, La Jolla, CA 92037, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	ORCID record for Meng Yuan


Nicholas C. Wu 
1Department of Integrative Structural and Computational Biology, The Scripps Research Institute, La Jolla, CA 92037, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	ORCID record for Nicholas C. Wu


Xueyong Zhu 
1Department of Integrative Structural and Computational Biology, The Scripps Research Institute, La Jolla, CA 92037, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	ORCID record for Xueyong Zhu


Chang-Chun D. Lee 
1Department of Integrative Structural and Computational Biology, The Scripps Research Institute, La Jolla, CA 92037, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	ORCID record for Chang-Chun D. Lee


Ray T. Y. So 
2HKU-Pasteur Research Pole, School of Public Health, Li Ka Shing Faculty of Medicine, The University of Hong Kong, Hong Kong SAR, China

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Huibin Lv 
2HKU-Pasteur Research Pole, School of Public Health, Li Ka Shing Faculty of Medicine, The University of Hong Kong, Hong Kong SAR, China

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Chris K. P. Mok 
2HKU-Pasteur Research Pole, School of Public Health, Li Ka Shing Faculty of Medicine, The University of Hong Kong, Hong Kong SAR, China

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	ORCID record for Chris K. P. Mok


Ian A. Wilson 
1Department of Integrative Structural and Computational Biology, The Scripps Research Institute, La Jolla, CA 92037, USA
3The Skaggs Institute for Chemical Biology, The Scripps Research Institute, La Jolla, CA, 92037, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	For correspondence: 
wilson@scripps.edu




  


  
  



  
      
  
  
    	Abstract
	Full Text
	Info/History
	Metrics
	Supplementary material
	 Preview PDF


  


  
  



  
      
  
  
    [image: Loading]

  
    
  
      
  
  
    ABSTRACT
The outbreak of COVID-19, which is caused by SARS-CoV-2 virus, continues to spread globally, but there is currently very little understanding of the epitopes on the virus. In this study, we have determined the crystal structure of the receptor-binding domain (RBD) of the SARS-CoV-2 spike (S) protein in complex with CR3022, a neutralizing antibody previously isolated from a convalescent SARS patient. CR3022 targets a highly conserved epitope that enables cross-reactive binding between SARS-CoV-2 and SARS-CoV. Structural modeling further demonstrates that the binding site can only be accessed when at least two RBDs on the trimeric S protein are in the “up” conformation. Overall, this study provides structural and molecular insight into the antigenicity of SARS-CoV-2.
ONE SENTENCE SUMMARY Structural study of a cross-reactive SARS antibody reveals a conserved epitope on the SARS-CoV-2 receptor-binding domain.
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