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    Abstract
Background Human infection by avian influenza viruses is characterized by rapid development of acute respiratory distress and severe pneumonia. However, the underlying host response leading to this severe outcome is not well studied.

Methods We conducted mass spectrometry-based serum proteome profiling on 10 healthy controls and 15 H7N9 infected cases with two time points and carried out statistical and biology functional enrichment analysis.

Results In total, we identified 647 proteins, 273 proteins were only found in H7N9 infected cases which might generate from cell leakage/death (apoptosis and/or necrosis) and identified 50 proteins with statistically significant difference between healthy control and H7N9 infected cases from 168 qualified proteins. We also found that M1 and PB2 tightly associated with the host’s HSPA8 (P11142, p=0.0042) which plays an important role in the protein quality control system.

Conclusions H7N9 infection may increase cell programmed/unprogrammed cell death, and we suggested that upregulated extracellular HSPA8 may suppress the H7N9 virion replication via activation amyloid-beta binding network.


Footnotes
	Zifeng Yang: E-mail: jeffyah{at}163.com, Wenda Guan: E-mail: guanwenda2004{at}163.com, Shiyi Zhou: E-mail: zhoushiyi25{at}hotmail.com, Liping Chen: E-mail: chenlipingchan{at}163.com, Chris K.P. Mok: E-mail: ch02mkp{at}hku.hk, Jicheng Huang: E-mail: jichenghuang{at}126.com, Shiguan Wu: E-mail: 13760764646{at}163.com, Hongxia Zhou: E-mail: zhouhongxia00307{at}163.com, Yong Liu: E-mail: lably{at}kingmed.com.cn, Malik Peiris: E-mail: malik{at}hku.hk, Nanshan Zhong: E-mail: nanshan{at}vip.163.com






  


  
  



  
      
  
  
    Copyright 
The copyright holder for this preprint is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made available under a CC-BY-NC 4.0 International license.


  


  
  



  





  


  
  



  
      
  
  
    View the discussion thread.


  


  
  



  
      
  
  
     Back to top  


  
  



			

		

		
		
			
			  
  
      
  
  
     PreviousNext 
  


  
  



  
      
  
  
    Posted January 07, 2020.  


  
  



  
      
  
  
    
	  
  
		
          
            
  
      
  
  
     Download PDF  


  
  



          

        

        
        
          
            
  
      
  
  
     Email

  
    
  
      
  
  
    
 Thank you for your interest in spreading the word about bioRxiv.
NOTE: Your email address is requested solely to identify you as the sender of this article.




  Your Email *
 



  Your Name *
 



  Send To *
 

Enter multiple addresses on separate lines or separate them with commas.




  You are going to email the following 
 In-depth 15 H7N9 Human Serum Proteomics Profiling Study



  Message Subject 
 (Your Name) has forwarded a page to you from bioRxiv



  Message Body 
 (Your Name) thought you would like to see this page from the bioRxiv website.



  Your Personal Message 
 








CAPTCHAThis question is for testing whether or not you are a human visitor and to prevent automated spam submissions.










  


  
  



  





  


  
  



  
      
  
  
     Share  


  
  



  
      
  
  
    


		  
		  
  
      
  
  
    

      
      In-depth 15 H7N9 Human Serum Proteomics Profiling Study
    

  
      ZiFeng Yang, Wenda Guan, Shiyi Zhou, Liping Chen, Chris K.P. Mok, Jicheng Huang, Shiguan Wu, Hongxia Zhou, Yong Liu, Malik Peiris, Xiaoqing Liu, Yimin Li, Nanshan Zhong

  
      bioRxiv 2020.01.06.896829; doi: https://doi.org/10.1101/2020.01.06.896829 

  
  
  


  


  
  



	  

	
  
  	
  
      
  
  
    
  
    Share This Article:
  
  
    
  
  
    Copy
  


  


  
  



  

	
		  
	    
  
      
  
  
    [image: Reddit logo] [image: Twitter logo] [image: Facebook logo] [image: LinkedIn logo] [image: Mendeley logo]
  


  
  



	  

	


  


  
  



  
      
  
  
     Citation Tools

  
    
  
      
  
  
      
  
      

      
      In-depth 15 H7N9 Human Serum Proteomics Profiling Study
    

  
      ZiFeng Yang, Wenda Guan, Shiyi Zhou, Liping Chen, Chris K.P. Mok, Jicheng Huang, Shiguan Wu, Hongxia Zhou, Yong Liu, Malik Peiris, Xiaoqing Liu, Yimin Li, Nanshan Zhong

  
      bioRxiv 2020.01.06.896829; doi: https://doi.org/10.1101/2020.01.06.896829 

  
  
  


  

  
  	      Citation Manager Formats

        
      	BibTeX
	Bookends
	EasyBib
	EndNote (tagged)
	EndNote 8 (xml)
	Medlars
	Mendeley
	Papers
	RefWorks Tagged
	Ref Manager
	RIS
	Zotero

    

  



  


  
  



  





  


  
  



          

        

	
 	
	
	


  


  
  



  
      
  
  
    	Tweet Widget
	Facebook Like
	Google Plus One



  


  
  



  
        Subject Area

    
  
  
    	Molecular Biology




  


  
  



  
      
  
  
    


  

  
      
  
  
    
  
      
  
    Subject Areas  




  


  
  



  
      
  
  
    
  
      
  
    All Articles  




  


  
  



  
      
  
  
    	Animal Behavior and Cognition (5175)

	Biochemistry (11637)

	Bioengineering (8678)

	Bioinformatics (29011)

	Biophysics (14859)

	Cancer Biology (11996)

	Cell Biology (17261)

	Clinical Trials (138)

	Developmental Biology (9359)

	Ecology (14079)

	Epidemiology (2067)

	Evolutionary Biology (18197)

	Genetics (12183)

	Genomics (16700)

	Immunology (11788)

	Microbiology (27848)

	Molecular Biology (11469)

	Neuroscience (60459)

	Paleontology (449)

	Pathology (1860)

	Pharmacology and Toxicology (3212)

	Physiology (4913)

	Plant Biology (10342)

	Scientific Communication and Education (1678)

	Synthetic Biology (2865)

	Systems Biology (7315)

	Zoology (1634)


  


  
  

  







  


  
  



			

		

	
	
 	
	
	


    

  


      


  

    
  
  
    
  
      







  