





    
      Skip to main content
    

        
      
    
  
    
  
        
            
        [image: bioRxiv]      

                

          



  
    
  
                
    
      	Home
	About
	Submit
	ALERTS / RSS

    

  



  
                
    
      
  
    
  
      
  
  
    
  Search for this keyword 
 







  


  
  



  
      
  
  
    Advanced Search  


  
  



  



    

  


  


  

  
  
  	      

    
      
    
      
        
    
  
    
                        
  
                
    
      
	  
  
		
		
			
			  
  
      
  
  
    

      
        New Results    
  
        Arabidopsis U1 snRNP subunit LUC7 functions in alternative splicing and preferential removal of terminal introns
  
      Marcella de Francisco Amorim, Eva-Maria Willing, Emese Xochitl Szabo, Irina Droste-Borel, Boris Maček,  View ORCID ProfileKorbinian Schneeberger,  View ORCID ProfileSascha Laubinger

  
      doi: https://doi.org/10.1101/150805 

  
  
  

Marcella de Francisco Amorim 
1 Centre for Plant Molecular Biology (ZMBP), University of Tuebingen, Tuebingen, Germany
2 Chemical Genomics Centre (CGC) of the Max Planck Society, Dortmund, Germany
3 Max Planck Institute for Developmental Biology, Tuebingen, Germany

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Eva-Maria Willing 
4 Max Planck Institute for Plant Breeding Research (MPIPZ), Cologne, Germany

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Emese Xochitl Szabo 
1 Centre for Plant Molecular Biology (ZMBP), University of Tuebingen, Tuebingen, Germany
2 Chemical Genomics Centre (CGC) of the Max Planck Society, Dortmund, Germany
3 Max Planck Institute for Developmental Biology, Tuebingen, Germany

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	For correspondence: 
sascha.laubinger@uol.de


Irina Droste-Borel 
5 Proteome Centre, University of Tuebingen, Tuebingen, Germany

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Boris Maček 
5 Proteome Centre, University of Tuebingen, Tuebingen, Germany

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Korbinian Schneeberger 
4 Max Planck Institute for Plant Breeding Research (MPIPZ), Cologne, Germany

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	ORCID record for Korbinian Schneeberger


Sascha Laubinger 
1 Centre for Plant Molecular Biology (ZMBP), University of Tuebingen, Tuebingen, Germany
2 Chemical Genomics Centre (CGC) of the Max Planck Society, Dortmund, Germany
3 Max Planck Institute for Developmental Biology, Tuebingen, Germany

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	ORCID record for Sascha Laubinger




  


  
  



  
      
  
  
    	Abstract
	Full Text
	Info/History
	Metrics
	Supplementary material
	 Preview PDF


  


  
  



  
      
  
  
    [image: Loading]

  
    
  
      
  
  
    Abstract
Introns are removed by the spliceosome, a large complex composed of five ribonucleoprotein subcomplexes (U snRNP). The U1 snRNP, which binds to 5’ splice sites, plays an essential role in early steps of the splicing reaction. Here, we show that Arabidopsis LUC7 is a U1 snRNP subunit that affects constitutive and alternative splicing. Interestingly, LUC7 specifically promotes splicing of a subset of terminal introns. Splicing of LUC7-dependent terminal introns is a prerequisite for nuclear export and can be modulated by stress. Globally, intron retention under stress conditions occurs preferentially among first and terminal introns, uncovering an unknown bias for splicing regulation in Arabidopsis. Taken together, our study reveals that the Arabidopsis U1 snRNP component LUC7 is important for alternative splicing and removal of terminal introns and it suggests that Arabidopsis terminal introns fine-tune gene expression under stress conditions.
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