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Abstract

The advent of automated cell lineaging and the ability to track gene expression at single-cell res-
olution in vivo in C. elegans has yielded a dramatically more complete view into developmental
processes. We present a novel meta-analysis of the EPIC single-cell-resolution gene expression
dataset of Bao, Murray, Waterston et al., and show that a linear combination of the expression
levels of the developmental genes in that dataset is strongly correlated with the wall-clock devel-
opmental age of the organism during early development, irrespective of the cell division rate of
different cell lineages. We uncover a pattern of collective sinusoidal oscillation in gene expression,
with multiple dominant sinusoidal frequencies, pointing to the existence of a global coordinated
mechanism governing the timing of gene expression during development. We furthermore present
a new method derived from Fisher’s Discriminant Analysis that can be used to produce sinusoidal
oscillations of any frequency and phase using just a linear weighting of the expression patterns
of the genes in this dataset, strengthening the view that oscillatory timing mechanisms play an
important role in development. The Fisher’s Discriminant Analysis method also constitutes a
generally useful tool for identifying the differential gene expression patterns that most strongly
separate two distinct phenotypic or developmental traits.

Keywords: C. elegans , body plan, development, developmental clock, developmental age,
transcription factor, transcriptional regulation

Introduction

Despite evidence that a global biological clock
may govern the fate of cells and the timing of
development, mechanisms regulating the timing
of development that have been discovered so far
appear to be localized, and a comprehensive con-
trol mechanism for global developmental timing
has yet to be determined [1–10]. Recent work on
single-cell gene expression has illuminated inter-
esting regulatory processes at work during devel-
opment [11–16], but thus far, there is compara-
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tively little research into patterns of expression
across multiple genes, in all cells of an organism,
across the entire developmental timeline.

Single-cell-resolution 4D microscopy is en-
abling unprecedented study of how the devel-
opmental program unfolds [17–24]. A recent
4D confocal microscopy technique by Bao, Mur-
ray, Waterston et al.[21, 23–25] employs histone-
mCherry reporters under the control of up-
stream promoters to detect expression levels of
genes of interest, while employing fluorescent cell
labeling to enable automated cell lineaging. This
process yields a complete three-dimensional map
of gene expression at single-cell resolution across
the entire developmental timeline while simulta-
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Figure 1: Projection of binarized gene expression profiles onto the first three principal component axes. Each node
represents a cell, and the edges between the nodes connect a cell with each of its two daughter cells. The color of
each node indicates the division depth in the cell pedigree. (a) A perspective view of the projection of the data onto
the first three principal components PC1-PC3, showing that the cell pedigree is embedded in a curved manifold
that sweeps through space in a direction primarily aligned with PC1 as development proceeds. (b) A top-down
view of PC3 vs. PC1, showing the curved path of the manifold relative to the first principal component axis.

neously tracing the cell division pedigree, result-
ing in a 4D dataset, “the EPIC dataset”, pub-
lished at http://epic.gs.washington.edu/ .

We present a meta-analysis of a dense subset
of the EPIC dataset. This subset consists of the
expression levels of 102 developmentally-relevant
genes across the first 686 cell identities in the
C. elegans cell pedigree (i.e. all ancestral cell
identities up to approximately the 350-cell stage)
– in particular, we did not include genes with low
coverage over these core cell identities, or cells
beyond this point for which there was little gene
expression data. Significant work was required
to prepare the EPIC data for meta-analysis (see
Methods), but producing the complete gene ex-
pression matrix for these genes and cells allowed
us to apply novel analysis techniques to the data.

After applying principal component analysis
to the gene expression data, we observed gene
expression following a sweeping manifold shape
through expression eigen-space as the develop-
mental timeline proceeded (Figure 1). We dis-
covered a strong linear correlation (R2 = 0.94)
between the first principal component of the

gene expression profiles in the EPIC data over a
span of the developmental timeline of the worm
during cell proliferation (Figure 2). Over the en-
tire available timeline, we observed multiple ap-
parent sinusoidal oscillations in gene expression
(Figure 3), with different frequencies of oscilla-
tion manifest in different principal components,
indicating that the period of linear monotonic
correlation between gene expression and wall-
clock time may also have been an observation of
the nearly linear part of a sinusoidal oscillation
around the zero-crossing of the sinusoid graph.

We also present a technique based on Fisher’s
Discriminant Analysis for uncovering the rela-
tive contributions of genes to an attribute of in-
terest. This technique does not appear to yet be
in wide usage in developmental biology, however
it is a powerful and simple mechanism to deter-
mine which genes are most strongly differentially
expressed between cells of two different pheno-
types or lineages, yielding a set of gene weights
that maximizes inter-class variance while simul-
taneously minimizing intra-class variance (Fig-
ure 4). We used this technique to establish that
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simple linear weightings of the expression levels
of genes of interest were able to produce sinu-
soidal oscillations of any desired phase or fre-
quency (Figure 5), suggesting that oscillatory
mechanisms may be used extensively by devel-
opmental processes.

The presence of whole-organism sinusoidal
and/or linear trends in gene expression would
suggest the existence of a global, coordinated
mechanism regulating developmental timing, in
the form of a monotonic clock, and/or one or
more global oscillatory mechanisms. This global
timing mechanism may either involve the genes
directly observed in this dataset, or may be due
to an unobserved mechanism acting on these
genes.

The results presented here suggest numerous
opportunities for further research into the spe-
cific mechanism or mechanisms controlling the
observed gene expression time-correlations and
oscillations.

Results

Most variance in gene expression is character-
ized by the first 3-10 principal components

To examine the contribution of the principal
axes towards overall dataset variance, we pro-
duced a scree plot (Figure S1) from the bina-
rized gene expression matrix (Table S1), show-
ing the eigenvalues of gene expression sorted into
decreasing order. Most of the variance in the ex-
pression patterns of the 102 genes is embodied
in the first 10 principal components, and in par-
ticular by the first three.

The cell pedigree monotonically sweeps a curved
manifold through gene expression space

To understand how patterns in gene expression
changed in relation to cell division, we pro-
duced a novel three-dimensional visualization of
the cell pedigree directly overlaid on the first
three principal components of gene expression
(Figure 1). In this plot, nodes represent the
686 unique cells in the dataset (specifically, the
specific identities of cells between cell division

events), and edges indicate the relationship be-
tween a cell and its two daughter cells. The
color of a cell in this plot indicates the cell divi-
sion depth. The position of a cell in the three-
dimensional space is the projection of that cell’s
gene expression profile (the binarized expression
levels of the 102 genes for the cell) onto the first
three principal components, i.e. the cell’s posi-
tion in this 3D plot is a simple linear combina-
tion of the activity levels of the cell’s genes. By
definition, the first principal component (PC1)
is aligned with the axis of greatest variance in
gene expression, the second principal component
(PC2) is aligned with the axis of second great-
est variance in gene expression orthogonal to
PC1, and the third principal component (PC3)
is aligned with the axis of third greatest variance
in gene expression orthogonal to both PC1 and
PC2.

Because the edges that connect each non-leaf
cell to its two daughter cells clearly show the cell
pedigree, trends in gene expression can be clearly
seen as development proceeds. Remarkably,
the cell pedigree sweeps across a curved mani-
fold surface embedded in the three-dimensional
“eigengene” expression space. The sweep direc-
tion of the cell pedigree across the manifold is
monotonic, in the sense that pedigree edges be-
tween cells and their daughter cells all follow the
same approximate sweep direction; there are no
pedigree edges directed opposite to this general
sweep direction after the first two or three cell
divisions.

The strongest vector component of this sweep-
ing manifold path is aligned with the first prin-
cipal component of gene expression (PC1), indi-
cating that movement along the manifold in the
direction of the pedigree is correlated with the
most significant orthogonal direction of variance
in gene expression.

The strong, monotonically smooth manifold
shape collectively swept out by the expression
patterns of these genes suggests a strong and
tightly coordinated global gene expression con-
trol mechanism. Since a large number of genes
are collectively involved in sweeping this broad
path through gene expression space (as seen in
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Figure 2: (a) the projection of gene expression onto the first principal component, PC1, vs. b, the cell birth time
(i.e. the cell onset time) in minutes. The plot is strongly linear from 100 to 200 minutes. (b) After solving the
linear equation Ax = b, where A is the binarized gene expression matrix and b is the vector of cell birth times, this
plot shows the components of Ax (the best-fit linear estimators of each component of b) against the corresponding
component of b. The model is linearized across the entire developmental timeline, using a fixed linear combination
of gene weights.

the principal component weightings, Figure S4),
this could imply that the developmental pro-
gram is redundantly encoded across many genes
for robustness.

As cells divide during development, and as
gene expression trends in the direction of PC1,
the cloud of cells at a given cell division depth
(indicated by a given node color) expands in
width along PC2 relative to the previous cell
generation. This behavior indicates a general
diversification in gene expression patterns as
development proceeds, consistent with lineage-
specific differentiation. However, the total
spread in PC2 is less than half the distance swept
through PC1 as development proceeds, suggest-
ing that variation in expression levels of genes
in this dataset is more strongly associated with
the progress of development than the details of
tissue-specific differentiation, since PC1 is most
strongly aligned with the developmental time-
line.

In gene expression research, in order to gain
insights into the functioning of genes, cells are

often clustered according to similarity in gene
expression profile (e.g. [20]). However, Figure 1
illustrates a possible caveat to understanding
these clustering results: cells with the most simi-
lar gene expression profiles may be more strongly
temporally related than they are functionally
related. In other words, the greatest sources
of differential gene expression over the develop-
mental timeline may be due to large-scale de-
velopmental coordination, rather than due to
tissue-specific expression arising from differen-
tiation. This was at least the case for the this
set of C. elegans genes we studied, where the
first principal component of gene expression was
strongly temporally-correlated, and where non-
temporally-correlated diversification in gene ex-
pression was primarily observed only in the third
and subsequent principal components. Note,
however, that in private correspondence, Mur-
ray [23] pointed out that the genes selected for
analysis in the EPIC dataset may have been bi-
ased for temporal patterns, as opposed to spatial
patterns. Therefore, a larger study, involving a
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wider array of genes, would be needed to deter-
mine whether or not the observed effect was due
to the selection of genes.

Gene expression is correlated with developmental
age of the organism
Remarkably, since each cell pedigree edge from a
cell to its two daughter cells follows the arrow of
time, and since the cell pedigree sweeps a “mono-
tonic” manifold shape through gene expression
space as development proceeds, the expression
patterns of the selected genes must be related
to the developmental age of the organism, or
at least to the cell division depth. Figure 2(a)
shows PC1, the first principal component of gene
expression, plotted against b, the birth time of
each cell in minutes since fertilization. For much
of the recorded development time, a striking lin-
ear correlation is evident (R2 = 0.94 from 100-
200 minutes). This correlation is notable, be-
cause projection of the data onto the PC1 axis
represents a simple weighted linear combination
of the binarized gene expression levels, which in-
dicates there is a weighting of the gene expres-
sion levels that is directly predictive of the wall
clock developmental age in minutes. This lin-
ear weighting can be obtained directly from the
eigenvector loadings for the first principal com-
ponent (i.e. the eigenvectors multiplied by the
square root of the corresponding eigenvalue –
Figure S4; Table S2). This correlation appears
independent of the cell division depth of each of
the cells present at a given developmental age,
in agreement with the findings in Nair et al. [10]
that expression and proliferation are indepen-
dently entrained to separate clock-like processes.

Before 100 minutes and after 200 minutes,
however, PC1 diverges from being linearly cor-
related with the cell birth age b (Figure 2(a)). It
is possible gene expression is linearizable across
the entire developmental timeline, but that PCA
does not recover the optimal set of gene weights
to expose the direct linear correlation, and for
this purpose we consider the means to fit a lin-
ear model to the data below. Another possible
explanation for the observed distribution is that
the underlying gene expression is fundamentally

sinusoidal, not linear – this possibility is dis-
cussed in the next section. It is also possible
that entirely different developmental programs
or processes are active before 100 minutes, be-
tween 100 and 200 minutes, and after 200 min-
utes: one plausible explanation for the difference
in gene activity before and after 100 minutes is
the maternal-to-zygotic transition (MZT) [26].

To find the optimal function mapping gene
expression to cell birth time, we could try us-
ing supervised learning with randomized k-fold
cross validation to learn a regression function.
However, this would tend to overfit the data
and underestimate the validation error, because
so many cells share similar gene expression pro-
files (meaning that there would be “sample pollu-
tion” between the training set and the test set).
Instead, we expressed the relationship between
gene expression and cell birth time as a linear
system Ax = b, where A is the binarized gene
expression matrix (i.e. Table S1, with cells in
the rows, and genes in the columns) and b is
the vector of birth times for each cell. We then
solved the system for x, a set of gene weights
that map the expression matrix onto cell birth
times. (A small amount of random noise was
added to the binarized gene expression levels for
regularization.) The resulting vector of gene ex-
pression weights x (Table S5) gives us the linear
weighting of genes that maps the gene expres-
sion profile of a cell onto the developmental age
of the cell with the minimum squared error.

Given this set of weights, gene activity was
close to linearly correlated with cell birth time
for all cells in the pedigree (not just from 100 to
200 minutes), retaining approximately the same
linear correlation strength of R2 = 0.94, but
across the entire developmental timeline (Fig-
ure 2(b)). If PC1 is evidence of a linear cor-
relation with developmental age, rather than
a sinusoidal correlation, then the genes with
high-magnitude positive or negative weights in
this table would be indicated as important in
the timing of development. The gene with the
largest negative weight in Table S5, med-2, is
necessary for endoderm specification [27]. Other
genes with high negative weights include sdz-
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28, an SKN1 -dependent zygotic transcript only
active in early development, triggered by the
SKN1 maternally-deposited transcription fac-
tor, and glp-1, which encodes a transmembrane
protein essential for mitotic proliferation of germ
cells and maintenance of germline stem cells,
and important in many differentiation decisions
in somatic tissues. Genes with strong posi-
tive weights include egl-5, a Hox gene [28], as
well as a number of genes that are expressed
nearly ubiquitously across the entire develop-
mental timeline.

Table S6 lists, for each cell, the cell birth time,
the PC1 projection of gene expression for the
cell, and the linearized gene expression for the
cell, and compares these with the Sulston onset
time of the cell.

Sinusoidal oscillation observed in the principal
components of gene expression
Figure 1 shows that gene expression in the third
principal component, PC3, traces half a sinu-
soidal cycle with respect to PC1. The Water-
ston technique [21, 23, 24] is not able to reliably
track development once the organism begins to
move, so the end of the current dataset is not the
end of the developmental timeline. It is unclear
whether a complete sinusoid would be traced in
PC3 if more of the developmental timeline were
captured – in other words, it is not clear whether
the semi-sinusoidal oscillation in PC3 relative to
PC1 is in fact half of a sinusoidal oscillation.
Figure 3(a) shows all pairings of principal com-
ponents between PC1 and PC10 as a mechanism
of visualizing the first ten principal component
dimensions in 2D, and interestingly, PC6 traces
a complete sinusoid with respect to PC1 across
the same time period that PC3 traces half a si-
nusoid. If PC6 is paired with PC3, the half si-
nusoid paired with the complete sinusoid causes
the developmental path to trace a spiraling al-
pha shape (α), as shown enlarged in Figure 3(b).
The presence of a complete and clear sinusoidal
oscillation in PC6 relative to PC1 lends strength
to the hypothesis that the semisinusoidal curve
of PC3 relative to PC1 is in fact half of a sinu-
soidal oscillation.

The semisinusoidal oscillation observed in
PC3 and the sinusoidal oscillation observed in
PC6 may also explain the nonlinearity observed
in plotting PC1 against developmental age (Fig-
ure 2(a)) before 100 minutes and after 200 min-
utes – the plot overall exhibits a sigmoidal shape.
This suggests that in fact PC1 may be oscil-
lating sinusoidally over the developmental time-
line, and that the observed linearizable por-
tion of PC1 between 100 and 200 minutes is
in fact only linear because a sinusoidal wave is
also nearly linear around its zero-crossing point.
Given more data about later stages of develop-
ment, sinusoidal oscillation may be exhibited for
all three of PC1, PC3 and PC6, with periods of
roughly 500 minutes for both PC1 and PC3, and
250 minutes for PC6. If these oscillations are in
fact sinusoidal, then given that the phases of the
apparent oscillations in PC1 and PC3 are off-
set by π/2 from each other, and that they have
similar periods, the plot of PC1 vs. PC3 (Fig-
ure 3(b)) should trace a roughly circular motion.

Circular oscillatory paths in gene expression
have been previously observed with PCA di-
mension reduction on whole-organism RNA-Seq
profiles in frog, mosquito, fly, and zebrafish by
Anavy et al., who applied the Traveling Sales-
man algorithm to a series of RNA-Seq profiles
to arrange the samples into approximate order of
developmental age, finding a minimum-distance
simple path between all samples [29]. We show
that the observed sinusoidal trend in gene ex-
pression occurs not just as an aggregate, whole-
organism measure, but within each individual
cell in the organism. This is significant, as it
lends credence to the presence of a global clock
mechanism coordinating development.

Discovering ubiquitous large-scale sinusoidal
oscillations in gene expression would not be un-
expected, as oscillations have been previously
observed in RNA-Seq profiles of whole organ-
isms [29], as well as in the expression levels of
individual mRNAs over time [30, 26]. Both oscil-
latory and temporally graded activity has been
observed in transcript levels [31]. Some key reg-
ulators of the timing of heterochronic miRNA
expression have been discovered, including lin-4
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Figure 3: (a) The projection of gene expression onto the first 10 principal component axes, PC1-PC10, shown as
2-dimensional projections: the row and column labels indicate the pairing of two component axes that produces
a given projection. (b) Expanded views of PC3 vs. PC1, PC6 vs. PC1, and PC6 vs. PC3. Gene expression
appears to oscillate sinusoidally in PC3 and PC6, with approximately double the sinusoidal frequency in PC6
(although insufficient data was available to determine if either PC3 or PC6 would continue a sinusoidal path later
in development). Plotting PC6 against PC3 causes the cell pedigree to trace an “alpha”-shaped path (α) through
gene expression space as development proceeds.

and let-7 -family miRNAs, under control of lin-
42 [32], however data on these miRNAs was not
available in the EPIC dataset.

Robust oscillation in transcription at multiple

temporal scales is consistent with the results of
Hendricks [30] and Kim [31], both documenting
ultraradian cycles involving approximately 1/6
of the transcriptome with changes in expression
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of up to an order of magnitude during the cy-
cles. The authors identify several periodic de-
velopmental phenomena, such as cuticle devel-
opment and cuticle molting, and speculate that
the timing of other developmental processes are
similarly controlled by one or more of these tran-
scriptional cycles.

What is unique about the findings presented
here is that the pattern of oscillation in gene ex-
pression are not limited to specific cell types, or
to an averaged pattern of expression across the
entire organism, but rather we have shown that
the apparent oscillations occur separately and si-
multaneously in each individual cell, as part of
a globally synchronous oscillatory pattern.

Principal components other than PC1, PC3
and PC6 did not exhibit strong linear or sinu-
soidal structure, but may capture variation in
gene expression due to tissue-specific variation.
The widening of the point cloud in all princi-
pal components other than PC3 and PC6 when
plotted against PC1 is consistent with cells dif-
ferentiating as development proceeds. See for
example the widening in PC2 vs. PC1 in Fig-
ure 1.

Fisher’s Discriminant Analysis used to identify
lineage-specific genes
It is possible to determine a linear combination
of gene expression that maximizes the separation
between a group of cells with any specific trait
(class 0) and all other cells (class 1), using Lin-
ear Discriminant Analysis (LDA). Specifically,
we used Fisher’s Discriminant Analysis (FDA),
which finds a hyperplane decision boundary that
maximizes inter-class variance while minimizing
intra-class variance in the one-dimensional pro-
jection of class 0 and class 1 onto ω, the normal
vector to the hyperplane (see Methods). Using
the FDA method, we obtained gene weightings
that maximally separate each major lineage in
the C. elegans pedigree (AB, MS, C, D and
E) from cells in other lineages. In Figure 4,
the FDA projection maximally separating the
gene expression patterns of cells in one lineage
against all other cells is used to select the y-
axis value, and the birth time of each cell is

used to select the x-axis value for each cell. The
clear separability of each cells in each lineage
from the remainder of the cells indicates that
gene expression patterns in each lineage are dis-
tinct. Table S4 lists the gene weights required to
produce maximum class separation in the pro-
jection onto ω for each lineage. Genes with
weights that are more strongly negative are gen-
erally expressed in the opposite class from genes
with weights that are more strongly positive, al-
lowing for the identification of strongly lineage-
correlated genes.

Note that the FDA method can be used to
identify gene weightings for any binary trait,
or any separation of two traits. Given a gene
expression matrix consisting of positive values
for expression and zero values for non-expression
of genes, the strongly positively weighted genes
produced by FDA analysis are more strongly
correlated with the first of the two binary classes,
and the strongly negatively weighted genes are
more strongly correlated with the second of the
two binary classes. The weights recovered by
FDA not only yield maximal inter-class separa-
tion, but also maximal intra-class compactness.
FDA analysis could be a powerful tool for un-
derstanding differential gene expression, but this
method does not yet appear to be widely used
for this purpose.

Of note, elt-1, which has been identified as a
master regulator of epidermis specification [33],
is strongly weighted in separating the AB epider-
mal lineage from the rest of the cells, but not as
strongly weighted in separating the C epidermal
lineage from the rest of the cells (Table S4). This
is consistent with the observation that these two
lineages rely on different developmental regula-
tors [33]. Also, several factors are weighted more
highly than elt-1 in separating the AB lineage
from the rest of the cells (sdz-38, tlp-1, hlh-26,
hlh-3, pax-3 ), and several factors are weighted
similarly highly in separating the C lineage from
the rest of the cells (nob-1, cwn-1, C25D7.10,
tbx-9, rad-26 ). Some of these genes are known
to play a central role in epidermal development,
including nob-1 [34], pax-3 [35], and tbx-9 [36],
confirming the utility of this FDA method for
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(a) AB (class 0) vs other (class 1) (b) MS vs other

(c) C vs other (d) D vs other

(e) E vs other (f) Mirror symmetry at 16-cell stage
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Figure 4: (a)-(e) Fisher’s Discriminant Analysis (FDA) is used to identify the key genes that are maximally
differentially expressed in each major cell lineage (AB, MS, C, D, E) relative to the rest of the cell lineages.
Table S4 gives the weightings of genes that produce these maximal separations between cell lineages. In (f), the
same method is used to find gene expression differences between the approximate bi-fold (mirror) symmetry in the
structure of the cell pedigree that arises at the 16-cell stage.
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identifying genes relevant to developmental pro-
cesses. However, the other highly-weighted fac-
tors for the AB and C lineages do not appear to
have yet been closely studied in relation to their
broader role in epidermal development.

In Figure 4(f) and Table Table S4, we also
found strong separability between the two halves
of the cell pedigree that exhibit near-mirror sym-
metry at the 16 cell stage: (1) the descen-
dants of P0.pppa (i.e. D), P0.pppp, Z.paap
(MS.p), P0.paaa (MS.a), P0.aalp (AB.alp),
P0.aala (AB.ala), P0.aara (AB.ara) and P0.aarp
(AB.arp), where P0 is the zygote; and (2) the
descendants of P0.papa (E.a), P0.papp (E.p),
P0.ppap (C.p), P0.ppaa (C.a), P0.aplp, P0.apla,
P0.aprp and P0.apra. The strong linear sepa-
rability of these two mirror-symmetric lineage
groups, and the weightings of the involved genes,
may provide useful information about one ge-
netic basis for left/right and anterior/posterior
body plan layout.

Identification of gene weights producing arbi-
trary sinusoidal oscillations
To determine whether other sinusoidal gene ac-
tivation patterns were evident in the data, we
generated sinusoidal waves with a range of fre-
quencies and phase offsets (Figure 5(a)), then
labeled the cells in the pedigree as being in class
0 or 1 depending on whether the cell birth time
fell within a trough or peak of the sinusoid (Fig-
ure 5(b)). Fisher’s Discriminant Analysis was
used to find the hyperplane that separates class
0 and class 1 with minimum intra-class variance
and maximum inter-class variance. The projec-
tion of gene expression onto the normal vector of
the hyperplane (w) was plotted against cell birth
time (Figure 5(c)) to produce an approximate
fit of gene expression to the original sinusoidal
wave. (This is technically the best square-tooth
approximation of the data to the original sinu-
soidal wave, because FDA simply tries to make
the two classes as compact and as separated from
each other as possible.) Across a range of dif-
ferent phase and frequency values, a reasonable
approximation of a sinusoid was obtained (Fig-
ure 54(d)), indicating that oscillatory behavior

of almost any required frequency or phase can
be obtained relative to the timeline as a simple
fixed linear combination of the expression lev-
els of these genes. Figure 5(e) shows the FDA
weights for each gene that are required to achieve
maximum class separation at a given frequency
and phase. The largest positive and negative
FDA weights in each gene’s heatmap correspond
to the gene’s largest contributions to separating
class 0 and 1 at a given frequency and phase.

Whether or not this mechanism is directly
used in the biology of the organism, it is quite re-
markable that a simple fixed linear combination
of gene expression levels can be used to produce
a sinusoidal oscillatory signal of any frequency
of phase as a function of the developmental age
of the organism.

As remarked previously, the sorted PC1 com-
ponent weights approximately correspond to a
time ordering of gene activation during develop-
ment. However, Figure 5(e) indicates that time
ordering is not the only factor in play; otherwise,
all FDA weightings would all look roughly simi-
lar, except for being phase-offset relative to each
other (i.e. vertically offset, but wrapped).

Analysis of transpose PCA

For reference, Table S7 gives the PCA of the
transpose of the gene expression matrix, which
shows the result of dimension reduction in the
cell dimensions rather than the gene dimensions.
The distance between any pair of genes in this
transpose-PCA space, calculated using the Eu-
clidean norm on the top k principal compo-
nents (e.g. for k = 2), gives a measure of the
similarity of expression patterns for the pair of
genes. For example, sdc-2, hmg-11, F28C6.1,
tbx-11, B0310.2 and ceh-26 are close together in
transpose-PCA space (their first two transpose
PCA coordinates are very similar), and the gene
expression patterns for those genes are similar,
as shown in Figure S3, whereas egl-5 is distant
from all other genes in transpose-PCA space,
and has the most unique gene expression pro-
file, also shown in Figure S3.
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Figure 5: Identification of simple linear weightings of gene expression levels that can produce oscillations across a
range of sinusoidal frequencies and phases. (a) A target sine wave is generated. (b) Cells are assigned to class 0, at
developmental times when the sine wave is positive, or class 1, at times when the sine wave is negative. (c) Fisher’s
Discriminant Analysis (FDA) is used to maximally separate class 0 from class 1 in the vertical axis, minimizing
intra-class variance and maximizing inter-class variance, producing a best-fit square wave approximation of the
target sine wave. (d) The best-fit FDA results are plotted across a range of phases in the rows and frequencies in
the columns, with phase wrapping vertically (0 → π → 0), and with frequency increasing across the columns. (e)
A heatmap of FDA weight given phase and frequency for each gene, with the largest negative weight for the gene
in blue, and the largest positive weight for the gene in yellow.

Discussion

Effects of gene selection and reporter mechanism
on results
Gene activity data was collected by Murray et
al. using the following criteria and methodol-

ogy: “We identified a list of transcription factors
and other regulatory proteins for which prior mi-
croarray or phenotype data suggested embryonic
function and targeted these for expression anal-
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ysis. For these, we constructed stable C. el-
egans strains expressing a histone-mCherry re-
porter under the control of the gene’s upstream
intergenic sequences. We analyzed expression of
reporter strains whose expression begins before
the last round of embryonic cleavage (the 350-
cell stage) by crossing in a ubiquitous histone-
GFP marker, collecting three-dimensional con-
focal time-lapse movies, and tracing the cell lin-
eage as described previously.” [23]

In private correspondence, Murray suggested
the use of histone-mCherry reporters may im-
pact analysis, because these reporters tend to
persist and even increase in the descendants of
expressing cells, even if the endogenous gene is
degraded (the reporter mRNA has a “stable” let-
858 3’ UTR, and the histone-mCherry itself has
a halflife that is likely to be longer than the
length of embryogenesis). It is unclear what
the effect of gene selection and reporter mech-
anism may be on our results, and further work
is needed to determine whether other gene sets
and/or different reporter methods for obtaining
single-cell-resolution gene expression data ex-
hibit the same properties.

Cylindrical projection of gene expression mani-
fold

The manifold swept by the cell pedigree
through the space spanned by the first three
principal component axes was roughly semicylin-
drical. We flattened out this “principal mani-
fold” of the data [37] using a cylindrical projec-
tion. This involved radially projecting cell po-
sitions in principal component space outwards
from a central axis onto the surface of a cylinder,
and then flattening out the cylinder (Figure S2).
Table S6 gives the two dimensional coordinates
(θ, y) of the cells in the cylindrical projection.

This cylindrical projection can be used to
visualize the cell pedigree in two dimensions
rather than three, while eliminating most prob-
lems with occlusion and perspective distortion.
We plotted the binarized expression data for
each gene using the cylindrical projection in Fig-
ure S3, so that large-scale patterns of gene ex-
pression can be examined across the develop-

mental timeline, and across the surface of the
principal manifold traced through the first three
principal components.

Examination of principal component weights

The principal component weights (i.e. the gene
weights that project the gene expression data
onto the principal component axes) indicate
which genes are the strongest sources of vari-
ance in a given principal component axis (Ta-
ble S2(b); Figure S4). If variance in a princi-
pal component axis is only due to a small num-
ber of genes, the weights corresponding to those
genes will be large in positive or negative mag-
nitude, and the other genes will be close to zero.
However, the distribution of PC1 weights in Fig-
ure S4 demonstrates that the contribution to-
wards variance is close to zero for very few of the
102 genes in this dataset, indicating that most or
all of the 102 genes under consideration are in-
volved in establishing the linear correlation with
developmental age. If the time-correlated nature
of PC1 is indeed due to a global developmental
clock mechanism, then the fact that many genes
are involved in this mechanism could indicate a
redundancy in the temporal functioning of these
genes, affording the opportunity for adaptation
in the function of developmental regulators with-
out disrupting the global developmental clock.
Redundancy adds resilience and flexibility, giv-
ing a system more degrees of freedom over which
to adapt.

However, comparing the sorted weights in Fig-
ure S4 to the gene expression patterns in Fig-
ure S3, it can be seen that the strongest negative
weight (egl-5 ) corresponds to gene expression in
all cells excluding the last generation measured,
whereas the strongest positive weights (lin-26,
K02G10.1, ceh-41, etc.) correspond to high lev-
els of gene expression commencing later dur-
ing development. Consequently, the sorted PC1
weights roughly correspond to a time ordering
of gene activation. It is possible then that the
apparent time-correlatedness of PC1 is due to
a sequential pattern of gene activation. How-
ever, cross-comparison with FigureS3 suggests
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that the situation is not as simple as the genes
being switched on in a specific ordered sequence.

Methods

Dataset preprocessing
We obtained the Waterston EPIC dataset from
http://epic.gs.washington.edu/ . This dataset
comprises image data (obtained using 4D con-
focal microscopy of developing C. elegans em-
bryos) as well as gene expression data for 127
developmentally related genes at single-cell reso-
lution up to the point at which the embryo gains
motor control.

We parsed the available data, discarding genes
and cell pedigree subtrees with significant num-
bers of missing values (i.e. where gene expres-
sion had not been recorded for significant num-
bers of cells). For genes that were run multiple
times, we averaged the expression levels across
the runs.

We took the maximum expression level of each
gene across the lifetime of each cell, using the
“global” intensity measurement method (out of
“global”, “local”, “blot” and “cross”, as described
in the original paper), and binarized gene expres-
sion to 0 or 1 using a reporter intensity threshold
of 2500. This threshold value was conservatively
chosen based on Murray et al. [23], where it was
stated that spurious gene activity was not ob-
served below a measured reporter intensity value
of 2000, and that strong expression signals were
observed at values over 4500. We discarded a
number of additional genes that were expressed
in all (or nearly all) cells, as well as genes that
were not expressed in any (or almost any) cells
given this intensity threshold.

The resulting binarized gene expression ma-
trix (Table S1) consists of the binarized gene ex-
pression values (0 or 1) for 102 genes, measured
in 686 cells. The 686 cells can be broken down
into 341 internal nodes in the cell pedigree (cells
that divide within the measured developmental
timeline) and 345 leaf cells (cells that are either
terminally-differentiated, die through apoptosis,
or divide later than the end of the recorded time-
line).

Timescale correction
We extracted cell birth times from the dataset
by finding the time point for each cell at which
reporter intensity level data first became avail-
able (these times were used as the x-axis for
the linear regression in Figure 2). Despite the
claim in [23] that the EPIC data was sampled
“with ∼1-min temporal resolution”, the raw data
was actually sampled at different time scales for
each gene, with time scale factors including at
least 1.0, 1.35, 1.4, 1.5 and 2.0 minutes per 3D
scan, and with the datasets listing only scan
indices, not timestamps. There is no available
data source on the EPIC website that indicates
the time scale for a given run, and in private
correspondence, the original authors were not
able to easily retrieve the timescales used for
each run. Therefore, to get all data on the same
timescale, we had to perform some slightly tricky
analysis to recover a best-fit time scale factor for
each run. We used a custom multiple-alignment
regression technique to warp the gene expression
timepoints for each run to a consensus cell pedi-
gree. In this process, we also discovered that
not only a multiplicative offset was needed to
scale the data indices to fit the timeline of the
canonical Sulston pedigree, but there was also
an additive offset averaging approximately 45
minutes between the Sulston time zero and the
dataset index zero (i.e. the sample indices in
the raw datafiles are zero-indexed, but the sam-
pling started at a developmental age of approxi-
mately 45 minutes). Cell birth times, appropri-
ately scaled and offset as described above, were
used for the linear correlations in Figure 2.

Note that despite our best efforts to align
these datasets, a small degree of time-spreading
has probably been unavoidably been introduced
into our cell birth time predictions, due to the
fact that the raw data was not properly times-
tamped. Properly timestamping future scans
using minutes since time of fertilization (rather
than sample index) would increase the strength
of linear correlation (R2) between developmental
age and gene expression.

The EPIC data includes multiple runs for
some genes, sometimes with nontrivial variation
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in gene expression between runs. After adjust-
ing for the unspecified time dilation as described
above, we combined data from these different
experiment repetitions by averaging, across all
runs for a gene, the maximum reporter level
achieved by the gene during the lifetime of each
cell.

Principal component analysis

Principal component analysis was run on the bi-
narized gene expression matrix, producing Ta-
ble S2(a) and Table S2(b), the PCA eigenvalues
and eigenvectors respectively. We projected the
binarized gene expression matrix onto the eigen-
vectors, producing Table S3.

The figures in this paper were produced using
our own custom 2D and 3D visualization soft-
ware. Columns 1-3 of Table S3 were plotted in a
3D view to yield Figure 1. All pairings of princi-
pal component axes for PC1-PC10 were plotted
as 2D projections, yielding Figure 3.

Cylindrical projection

The cylindrical projection of gene expression in
Figures S1 and S2 were produced by identi-
fying a central axis in the 3D-embedded two-
dimensional manifold in which lies the cell pedi-
gree, as shown in Figure 1. This central axis
was chosen such that cells in Figure 1 were all
approximately equidistant from this axis. The
rotation about this axis (θ) and position along
the axis of the line segment orthogonal to the
axis that passes through each cell (y) were used
as 2D coordinates for the cylindrical projection
plot.

Fisher’s Discriminant Analysis for identifying
genetic basis of differentiation

Figure S4 and Figure 5 were generated by imple-
menting Fisher’s Discriminant Analysis (FDA).
This method employs Fisher’s linear discrimi-
nant to provide a closed-form solution for max-
imizing inter-class variance while minimizing
intra-class variance between two classes of in-
terest. The data matrix A is separated into two
matrices A0 and A1, each containing the subset

of rows (representing cells) for the correspond-
ing class of interest. For example, the rows of
A representing cells in the MS lineage can be
placed in A0, and the other rows (representing
cells in other lineages) can be placed in A1. The
maximum class separation occurs when the data
are projected onto the vector

ω = (Σ0 +Σ1)
−1(µ1 − µ0) , (1)

i.e. the inverse of the sum of the covariance ma-
trices of the data matrices for each class, A0 and
A1, multiplied by the vector difference in class
means. The data matrices can be projected onto
ω by simple matrix-vector multiplication (A0ω
and A1ω, or projected collectively as Aω) to
obtain a one-dimensional representation of the
data points, maximally separated into the two
classes.

In our use case, the matrices A0 and A1 have
cells of their respective class in the rows and
genes in the columns, i.e. they are of dimensions
(ncell

0 ×ngene) and (ncell
1 ×ngene) respectively. The

column covariance matrices Σ0 and Σ1 are both
of dimension (ngene×ngene). The mean gene ex-
pression vectors µ0 and µ1 are both of dimension
(ngene×1), derived from the column means ofA0

and A1 respectively (i.e. these vectors are the
mean expression level for each gene within the
class). The resulting FDA projection vector ω is
of dimension (ngene × 1).

The vector ω gives the set of gene weight-
ings that maximally separates two classes of cells
when expressed as a linear combination (A0ω
and A1ω). Each component of ω is the weight
of a specific gene, and therefore the absolute
magnitude of these weights is directly related to
how differentially expressed a gene is between
the two classes, relative to other genes. FDA
is therefore a particularly useful technique for
identifying genes involved in differentiation (or
in other A/B testing scenarios, such as case vs.
control). However, it appears that this type of
discriminant analysis is not yet widely used for
this purpose in the biological sciences.
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Conclusion

We have presented a comprehensive meta-
analysis of the C. elegans single cell resolution
EPIC gene expression dataset of Waterston et
al.. Our analyses show multiple temporal pat-
terns in the expression data, including oscilla-
tory and/or linear correlations vs. developmen-
tal age, hinting at a global regulatory mechanism
or developmental clock. We show that a simple
linear weighting of gene expression can be cho-
sen to exhibit roughly sinusoidal oscillation of
any desired phase or frequency, suggesting that
sinusoidal oscillations may be pervasive in regu-
lating development. These results warrant fur-
ther study, in order to understand and character-
ize the mechanisms of global regulation of gene
expression during the developmental process.

Supplementary Tables

Table S1: The binarized gene expression ma-
trix, with cells in the rows, genes in the columns,
and 0 or 1 in the cells indicating whether or not
gene expression crossed the minimum expression
threshold during the lifetime of the cell.

Table S2: (a) The eigenvalues of the
binarized gene expression matrix, with eigen-
decomposition performed on the columns (i.e.
the genes). (b) The corresponding eigenvectors
for each eigenvalue, i.e. the principal axes of
gene expression.

Table S3: The projection of the binarized
gene expression matrix onto the principal com-
ponent axes. Rows represent cells; columns rep-
resent principal component axes. The PC1, PC2
and PC3 columns are the source of the data plot-
ted in Figure 1.

Table S4: The Fisher’s Discriminant Anal-
ysis (FDA) weights for genes that project the
gene expression profile of a cell onto the FDA
ω-vector, which is the axis that maximizes inter-
class variance and minimizes intra-class variance
between two classes. Gene weights are given for
each of the FDA results depicted in Figure 4.

Table S5: The linear weighting x of genes
that maps the gene expression profile of a cell
onto the developmental age of the cell with the
minimum squared error. This is derived by solv-
ing the linear system Ax = b, where A is the
binarized gene expression matrix and b is the
vector of cell birth times. Large negative and
positive weights here correspond with genes that
require a stronger contribution to linearize the
mapping from gene expression to cell birth time.

Table S6: Comparison for each cell of b (cell
birth time), PC1 (the projection of gene expres-
sion for the cell onto the first principal compo-
nent axis), Ax (the linear combination of gene
expression that best maps gene the expression
profile of the cell onto the cell birth time), the
Sulston cell onset time (obtained from [25], not
available for all cells), the average offset from the
cell birth time to the first point at which a gene’s
expression levels cross the binarization thresh-
old, the average TTL (time to live) for the cell
(i.e. the time until cell division or apoptosis),
and the θ- and y-coordinates for the cylindrical
projection of the gene expression manifold.

Table S7: The projection of gene expres-
sion values onto the principal component axes
for the PCA of the transpose of the binarized
gene expression matrix (i.e. the PCA of the
transpose of Table S1). Consequently, this rep-
resents dimension reduction in the cell dimen-
sions rather than the gene dimensions. Whereas
the first k columns of Table S3 represents a
dimension-reduced gene expression profiles for
each cell, the first k columns of Table S7 rep-
resents a dimension-reduced profile of gene ex-
pression patterns for each gene. Genes that have
similar dimension-reduced profiles (i.e. genes
that are close together in the PCA space) are
expressed in many of the same cells.
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ABalapapa	1	0	0	1	0	1	0	1	1	0	1	0	0	1	1	1	1	1	1	1	0	0	1	1	1	1	0	1	0	1	1	0	1	0	1	0	1	0	0	1	1	1	1	1	0	1	1	1	1	1	0	1	0	1	1	1	1	0	1	1	1	1	1	1	0	1	0	1	0	1	1	0	0	1	0	0	0	0	0	0	1	1	0	1	0	1	1	1	1	1	1	1	1	1	0	1	1	1	1	0	1	0
ABalapapaa	1	1	1	1	1	1	1	1	1	1	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	1	0	0	1	0	1	0	1	1	1	1	1	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1	1	1	1	1	0	1	0	1	0	1	1	1	1	1	0	0	1	1	0	0	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	1	1	1	1	0	1	1
ABalapapap	1	1	1	1	0	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	0	0	1	0	1	0	0	1	1	1	1	1	0	0	1	1	1	1	0	1	0	1	1	1	1	0	1	1	1	1	1	1	0	1	0	1	0	1	1	1	1	1	0	0	0	0	0	0	1	1	0	1	0	1	1	1	1	1	1	1	1	1	1	1	1	1	1	0	1	1
ABalapapp	1	0	0	1	0	1	0	1	1	0	1	0	0	1	1	1	1	1	1	1	0	0	1	1	1	1	0	1	1	1	1	0	0	0	1	0	0	0	0	1	1	1	1	1	0	0	1	0	1	1	0	1	0	1	1	1	1	0	1	0	1	1	0	1	0	1	0	1	0	1	1	0	0	1	0	0	0	0	0	0	1	1	0	1	0	1	1	1	1	1	1	1	1	1	0	1	1	1	1	0	1	0
ABalapappa	1	1	1	1	0	1	1	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	0	0	1	0	1	0	1	1	1	0	1	1	0	1	1	0	1	1	0	1	0	1	1	1	1	1	1	1	1	1	1	1	0	0	0	1	0	1	1	1	0	1	0	0	0	1	0	0	1	1	0	1	0	1	1	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABalapappp	1	1	1	1	1	1	1	1	1	0	1	0	1	1	1	1	1	1	1	1	0	0	1	1	1	1	1	1	1	1	1	0	0	0	1	0	1	1	1	1	1	0	1	1	0	1	1	0	1	1	0	1	0	1	1	1	1	1	1	1	1	1	1	1	0	0	0	1	0	1	1	1	1	1	0	0	0	0	0	0	1	1	0	1	0	1	1	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABalapp	1	0	0	0	0	0	0	0	0	0	0	0	0	1	1	0	0	0	0	0	0	0	1	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	1	0	0	0	0	1	0	1	0	0	0	0	0	0	1	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	1	0	1	1	0	1	0	1	1	0	0	0	0	0
ABalappa	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	0	0	0	1	0	0	0	1	1	0	1	0	1	0	0	1	0	0	0	0	0	0	0	0	0	1	1	0	0	0	0	1	0	1	1	0	0	0	1	1	1	1	0	1	0	0	0	1	1	0	0	0	1	0	1	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	1	0	1	1	1	1	1	0	1	0	1	1	1	1	0	1	0
ABalappaa	1	0	0	1	0	0	0	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	0	1	1	1	1	1	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	1	0	1	0	1	0	1	1	0	1	1	0	0	0	1	0	0	1	1	0	0	1	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	0
ABalappaaa	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	0	1	1	1	0	1	1	1	0	1	1	0	1	1	1	1	1	1	0	0	1	1	1	1	0	1	1	1	1	1	1	0	1	0	1	0	1	1	1	1	1	0	0	1	1	0	0	1	1	0	1	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABalappaap	1	1	1	1	1	1	1	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	0	0	1	0	1	0	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1	1	0	1	1	0	0	0	1	0	1	1	1	1	1	0	0	0	1	0	0	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	1	1	1	1	0	1	1
ABalappap	1	0	0	1	0	0	1	1	1	0	1	0	1	1	1	1	1	1	1	1	0	0	1	1	1	1	0	1	0	1	1	0	0	0	1	0	1	0	0	1	1	1	1	1	0	1	1	0	1	1	1	1	0	1	1	1	1	0	1	1	1	0	1	1	0	1	0	1	0	1	1	0	0	1	0	0	0	0	0	0	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	0
ABalappapa	1	1	0	1	1	0	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	0	0	1	1	0	1	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1	1	0	1	1	0	1	0	1	0	1	1	0	1	1	0	0	0	1	0	0	1	1	0	1	0	1	1	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABalappapp	1	1	0	1	0	0	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	0	1	1	1	1	1	1	0	0	1	1	1	1	1	1	0	1	1	1	1	0	1	1	1	1	1	1	0	0	0	1	0	1	1	0	1	1	0	0	0	1	0	0	1	1	0	1	1	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABalappp	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	0	0	0	0	0	0	0	1	0	0	1	0	1	0	0	1	0	0	0	0	0	0	0	0	0	1	1	0	0	0	1	1	0	1	1	0	0	0	1	1	1	1	0	1	0	0	0	0	1	0	0	0	1	0	1	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	1	0	1	1	1	1	1	0	1	0	1	1	1	1	0	0	0
ABalapppa	1	0	0	1	0	0	0	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	1	0	1	1	0	0	0	1	0	1	0	0	1	1	1	1	1	0	0	1	0	1	1	1	1	0	1	1	1	1	0	1	0	0	0	1	1	0	1	0	1	0	1	1	0	0	1	0	0	0	0	0	0	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABalapppaa	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	0	0	1	0	1	0	1	1	1	1	1	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1	1	1	1	1	0	1	0	1	0	1	1	1	1	1	0	0	0	1	0	0	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	1	1	1	1	0	1	1
ABalapppap	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	0	0	1	0	1	0	0	1	1	0	1	1	0	1	1	0	1	1	1	1	0	1	1	1	1	0	1	1	1	1	1	1	0	0	0	1	0	1	1	1	1	1	0	0	0	1	0	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	1	1	1	1	1	0	1	1
ABalapppp	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	0	1	1	1	1	0	0	1	1	1	1	0	1	0	1	1	0	0	0	1	0	0	0	0	1	1	1	1	1	0	1	1	0	1	1	1	1	0	1	1	1	1	0	1	1	1	0	1	1	0	1	0	1	0	1	1	0	0	1	0	0	0	1	0	0	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	0
ABalappppa	1	1	1	1	1	1	1	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	0	1	1	1	0	1	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1	1	1	1	1	0	0	0	1	0	1	1	1	1	1	0	0	0	1	0	0	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABalappppp	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	0	0	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1	1	1	1	1	0	0	0	1	0	1	1	1	1	1	0	0	0	1	0	0	1	1	0	1	1	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABalp	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0
ABalpa	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0
ABalpaa	1	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	1	1	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	1	0	1	0	0	1	1	1	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	1	0	1	1	0	1	1	0	1	0	1	1	0	0	0	0	0
ABalpaaa	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	1	0	0	1	0	0	1	1	1	0	1	0	0	0	0	0	0	0	0	1	0	0	0	0	0	1	1	0	1	0	0	1	0	1	1	0	1	1	1	1	1	1	0	1	0	0	0	1	1	0	0	0	1	0	1	1	0	0	1	0	0	0	0	0	0	0	1	0	0	0	1	0	1	1	1	1	1	1	1	0	1	1	0	1	0	1	0
ABalpaaaa	1	0	0	1	1	1	1	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	0	1	1	0	1	0	1	0	1	0	1	1	1	1	0	1	0	1	1	0	1	1	0	1	1	1	1	1	1	0	1	1	1	0	1	1	0	0	0	1	0	1	1	0	0	1	0	0	0	0	0	1	1	1	0	1	0	1	1	1	1	1	1	1	1	1	0	1	1	0	1	0	1	0
ABalpaaaaa	1	0	1	1	0	1	1	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	0	1	0	1	0	1	1	1	0	0	1	1	0	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	1	0	0	0	1	0	1	1	0	1	1	0	0	0	1	0	1	1	1	0	0	0	1	1	1	1	1	1	1	1	1	0	1	1	0	1	0	1	1
ABalpaaaap	1	0	1	1	0	1	1	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	0	1	1	1	0	0	0	1	0	1	1	0	1	1	1	0	1	0	1	1	0	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	1	0	0	0	1	0	1	1	0	0	1	0	0	0	1	0	1	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	1	1	0	1	0	1	1
ABalpaaap	1	0	0	1	0	1	0	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	0	1	1	1	0	1	0	1	0	1	0	1	1	1	1	0	1	0	0	1	0	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	0	0	0	1	0	1	1	0	0	1	0	0	0	0	0	1	1	1	0	0	0	1	1	1	1	1	1	1	1	1	1	1	1	0	1	0	1	0
ABalpaaapa	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	0	1	1	1	0	1	0	1	0	1	0	0	1	1	0	0	1	0	1	1	0	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	1	0	0	0	1	0	1	1	0	0	1	0	0	0	1	0	1	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	1	1	0	1	0	1	1
ABalpaaapp	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	0	1	1	1	1	1	0	1	0	1	0	1	1	1	0	0	1	0	0	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	0	0	0	1	0	1	1	0	1	1	0	0	0	1	0	1	1	1	0	0	1	1	1	1	1	1	1	1	1	1	1	1	1	0	1	0	1	1
ABalpaap	1	0	0	1	0	0	0	1	1	0	0	0	0	1	0	1	0	0	1	0	0	0	1	1	0	1	0	0	0	0	0	0	0	0	1	0	0	0	0	0	1	1	0	1	0	0	1	0	1	1	0	1	0	0	1	1	1	0	0	0	0	0	1	1	0	0	0	1	0	1	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	1	0	1	1	1	1	1	1	1	0	1	1	0	0	0	0	0
ABalpaapa	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	1	1	1	1	1	0	1	1	1	1	1	0	1	0	1	0	0	1	0	1	0	0	0	0	1	1	1	0	1	0	0	1	0	1	1	0	1	1	1	1	1	1	0	1	1	0	0	1	1	0	1	0	1	0	1	1	0	0	1	0	0	0	0	0	0	1	1	0	1	0	1	1	1	1	1	1	1	1	1	0	1	1	0	1	0	1	1
ABalpaapaa	1	0	1	1	0	1	1	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	0	1	0	1	0	1	1	1	0	0	1	0	1	1	1	1	1	0	1	1	1	1	1	1	0	1	1	1	1	1	1	0	1	0	1	0	1	1	0	1	1	0	0	0	1	0	1	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	1	1	0	1	0	1	1
ABalpaapap	1	0	0	1	0	1	1	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	0	0	1	0	1	0	0	0	0	1	1	0	0	1	0	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	1	0	0	0	1	0	1	1	0	1	1	0	0	0	1	0	0	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	1	1	0	1	0	1	1
ABalpaapp	1	0	0	1	0	0	0	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	0	1	1	1	0	1	0	1	0	0	0	0	1	1	1	0	1	0	0	1	0	1	1	0	1	1	1	1	1	1	0	1	0	1	0	1	1	0	1	0	1	0	1	1	0	1	1	0	0	0	0	0	1	1	1	0	0	0	1	1	1	1	1	1	1	1	1	0	1	1	0	1	0	1	1
ABalpaappa	1	0	1	1	1	1	1	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	1	1	0	1	0	1	0	1	1	1	0	0	1	0	1	1	0	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	1	0	0	0	1	0	1	1	0	1	1	0	0	0	1	0	1	1	1	0	1	1	1	1	1	1	1	1	1	1	1	0	1	1	0	1	0	1	1
ABalpaappp	1	0	1	1	0	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	0	1	0	0	1	1	1	1	0	0	1	0	1	1	0	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	0	0	0	1	0	1	1	0	1	1	0	0	0	1	0	1	1	1	0	0	1	1	1	1	1	1	1	1	1	1	1	1	1	1	1	0	1	1
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ABarpaaaap	1	0	0	1	1	1	1	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	0	0	1	0	1	0	1	1	1	0	1	1	0	1	1	0	1	1	0	1	0	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	0	1	1	1	0	1	0	1	1	1	1	1	1	1	1	1	1	1	1	1	1	0	1	1
ABarpaaap	1	0	0	1	1	0	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	0	0	1	0	0	0	0	1	1	1	1	1	0	1	1	0	1	1	0	1	1	1	1	1	1	0	1	1	1	0	0	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	0	1	1	1	0	1	0	1	1	1	1	1	1	1	1	1	1	1	1	1	1	1	1	1
ABarpaap	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	0	0	0	0	0	0	0	1	0	0	1	0	1	0	0	0	0	0	0	0	0	0	0	0	0	1	1	0	1	0	0	1	0	1	1	0	0	0	1	1	1	1	0	0	0	0	0	0	1	0	0	0	1	0	1	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	1	1	1	1	1	0	1	0	1	1	0	1	0	0	0
ABarpaapa	1	0	0	1	1	0	1	1	1	0	1	0	0	1	1	0	1	1	1	1	0	1	1	0	1	1	0	1	1	1	0	0	0	0	1	0	0	1	0	1	1	1	1	1	0	1	1	0	1	1	0	1	0	1	1	1	1	0	1	1	0	0	0	1	0	1	0	1	0	1	1	1	1	1	0	1	1	0	0	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1
ABarpaapaa	1	1	0	1	1	1	1	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	0	0	1	0	0	1	0	1	1	0	1	1	1	1	1	1	1	1	0	1	0	1	1	1	1	0	1	1	1	0	0	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	0	1	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	1	1	1	1	0	1	1
ABarpaapap	1	1	0	1	1	1	1	1	1	1	1	0	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	0	1	0	1	0	0	1	0	1	1	0	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	0	1	1	1	0	0	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	0	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	1	1	1	1	1	0	1	1
ABarpaapp	1	0	0	1	1	0	0	1	1	0	1	0	0	1	1	0	1	1	1	1	0	0	1	0	1	1	0	1	1	0	0	0	0	0	1	0	0	1	0	1	1	1	1	1	1	1	1	0	1	1	0	1	0	1	1	1	1	0	1	1	0	0	0	1	0	1	0	1	0	1	1	1	0	1	1	1	1	1	0	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1
ABarpaappa	1	1	0	1	1	0	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	0	0	0	0	1	0	0	1	1	1	1	1	1	1	1	1	1	1	1	1	0	1	0	1	1	1	1	0	1	1	1	0	0	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	0	1	1	1	0	1	0	1	1	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABarpaappp	1	1	0	1	1	0	1	1	1	0	1	0	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	0	0	0	1	0	0	1	0	1	1	0	1	1	1	1	1	1	1	1	0	1	0	1	1	1	1	0	1	1	1	0	0	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	0	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABarpap	1	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	1	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	1	0	0	0	0	1	1	1	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	1	0	1	0	0	1	0	1	1	0	0	0	0	0
ABarpapa	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	0	0	0	1	0	0	0	1	1	0	1	0	1	0	0	0	0	0	0	0	0	0	0	0	1	1	1	0	0	0	0	1	0	1	1	0	1	0	1	1	1	1	0	0	0	0	0	0	1	0	0	0	1	0	1	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	1	1	1	1	1	0	1	0	1	1	1	1	0	0	0
ABarpapaa	1	0	0	1	0	0	1	1	1	0	1	0	0	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	0	1	1	0	1	0	1	0	0	0	0	1	1	1	1	1	0	1	1	0	1	1	0	1	0	1	1	1	1	0	1	0	0	1	0	1	0	1	0	1	0	1	1	1	1	1	0	0	0	0	0	1	1	1	0	0	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	0
ABarpapap	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	1	0	1	0	0	1	1	1	1	1	0	1	0	1	1	0	1	1	0	1	0	1	1	1	1	0	1	1	0	1	0	1	0	1	0	1	0	1	1	1	1	1	0	0	0	0	0	1	1	1	0	0	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	0
ABarpapapa	1	1	0	1	1	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	0	1	1	1	0	1	1	0	1	1	1	1	1	0	1	0	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	1	0	0	0	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABarpapapp	1	1	0	1	1	0	1	1	1	0	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	0	1	0	0	1	0	1	1	0	1	1	1	1	1	1	1	1	0	1	0	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	0	0	0	0	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABarpapp	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	0	0	0	0	0	0	0	1	0	0	1	0	1	0	0	0	0	0	0	0	0	0	0	0	0	1	1	0	1	0	1	1	0	1	1	0	0	0	1	1	1	1	0	0	0	0	0	0	1	0	0	0	1	0	1	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	1	0	1	1	1	1	1	0	1	0	1	1	0	1	0	0	0
ABarpappa	1	0	0	1	0	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	0	0	1	0	0	1	0	1	1	1	1	1	0	1	1	0	1	1	0	1	0	1	1	1	1	0	1	1	1	0	0	1	0	1	0	1	0	1	1	1	0	1	0	0	0	1	0	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	0
ABarpappaa	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	1	1	0	1	0	1	0	1	1	1	0	1	1	0	1	1	1	1	1	0	1	0	1	1	1	1	0	1	1	1	0	1	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	0	1	1	1	0	1	1	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABarpappap	1	1	0	1	1	0	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	0	0	1	1	0	1	1	0	1	1	0	1	1	0	1	0	1	1	1	1	0	1	1	1	0	0	1	0	1	0	1	0	1	1	1	1	1	0	0	1	1	0	1	1	1	1	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABarpappp	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	0	0	1	0	0	0	0	1	1	1	1	1	0	1	1	0	1	1	0	1	0	1	1	1	1	0	1	1	0	0	0	1	0	1	0	1	0	1	1	1	1	1	0	0	1	0	0	1	0	1	0	0	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	0
ABarpapppa	1	1	1	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	0	0	1	0	1	0	1	1	1	0	1	1	1	1	1	0	1	1	0	1	0	1	1	1	1	0	1	1	1	0	0	1	0	1	0	1	0	1	1	1	1	1	0	0	1	1	0	1	1	1	0	1	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	0	1	1
ABarpapppp	1	1	0	1	1	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	1	0	1	0	0	0	0	1	1	0	1	1	0	1	1	0	1	1	0	1	0	1	1	1	1	1	1	1	1	0	0	1	0	0	0	1	0	1	1	1	1	1	0	0	1	1	0	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	1	1	1	1	1	0	1	1
ABarpp	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0
ABarppa	1	0	0	0	0	0	0	0	0	0	0	0	0	1	1	0	0	0	0	0	0	0	1	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	1	0	0	0	0	1	0	0	1	0	0	0	0	1	1	1	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	1	0	0	1	0	1	1	0	0	0	0	0
ABarppaa	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	0	0	0	0	0	0	0	1	0	0	1	0	0	0	0	0	0	0	0	1	0	0	0	0	0	1	1	0	1	0	1	1	0	1	1	0	0	0	1	1	1	1	0	1	0	0	0	0	1	0	0	0	1	0	1	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	1	1	1	1	1	0	1	0	1	1	1	1	0	1	0
ABarppaaa	1	0	0	1	0	0	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	0	1	1	1	0	0	0	1	0	0	1	0	1	1	1	1	1	1	1	1	1	1	1	0	1	0	1	1	1	1	0	1	1	1	0	0	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	0	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	0
ABarppaaaa	1	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	1	1	1	0	1	1	0	0	1	1	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	1	1	1	1	1	0	1	0	1	1	1	1	0	1	1	1	0	0	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	0	1	1	1	1	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABarppaaap	1	1	0	1	0	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	0	1	1	1	0	0	0	1	0	0	1	1	1	1	0	1	1	1	1	1	1	1	1	0	1	0	1	1	1	1	0	1	1	1	0	0	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	0	1	1	1	0	0	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABarppaap	1	0	0	1	0	0	1	1	1	0	1	0	0	1	1	0	1	1	1	1	0	1	1	0	1	1	0	0	0	0	1	0	0	0	1	0	0	1	0	1	1	1	0	1	1	1	1	0	1	1	0	1	0	1	1	1	1	0	1	1	1	0	0	1	0	1	0	1	0	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	0
ABarppaapa	1	1	0	1	0	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	0	1	1	1	0	1	0	1	0	0	1	0	1	1	0	1	1	1	1	1	1	1	1	0	1	0	1	1	1	1	0	1	1	1	0	0	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABarppaapp	1	1	0	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	0	1	1	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	1	1	1	1	1	0	1	0	1	1	1	1	0	1	1	1	0	0	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABarppap	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	0	0	0	0	0	0	0	1	0	0	1	0	0	0	0	0	0	0	0	1	0	0	1	0	0	1	1	0	1	0	1	1	0	1	1	0	1	0	1	1	1	1	0	1	0	0	0	0	1	0	0	0	1	0	1	0	0	0	1	0	0	0	0	0	1	0	1	0	0	0	0	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	0
ABarppapa	1	0	0	1	1	0	1	1	1	0	1	0	0	1	1	0	1	1	1	1	0	1	1	1	1	1	0	0	0	1	1	0	1	0	1	0	0	1	0	1	1	1	1	1	1	1	1	0	1	1	0	1	0	1	1	1	1	0	1	1	1	0	0	1	0	1	0	1	0	1	1	1	1	1	0	1	1	0	0	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1
ABarppapaa	1	1	0	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	0	0	1	1	0	1	0	1	0	1	0	1	1	1	0	1	1	0	1	1	1	1	1	0	1	0	1	1	1	1	0	1	1	1	0	0	0	0	0	1	1	0	1	1	1	1	1	0	1	1	0	0	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABarppapap	1	1	0	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	0	1	1	1	0	1	0	1	0	1	0	1	1	1	0	1	1	0	0	1	1	1	1	0	1	0	1	1	1	1	0	1	1	1	0	0	1	0	1	1	1	0	1	1	1	1	1	0	1	1	0	1	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABarppapp	1	1	0	1	0	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	0	1	1	1	0	0	0	1	0	1	1	0	1	1	1	1	1	1	1	1	0	1	1	0	1	0	1	1	1	1	0	1	0	1	0	0	1	0	1	0	1	0	1	1	1	1	1	0	1	1	0	0	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABarppappa	1	1	0	1	0	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	0	1	1	1	0	0	0	1	0	1	0	0	1	1	0	1	1	0	1	1	0	1	1	0	1	0	1	1	1	1	0	1	1	1	0	1	1	0	1	1	1	0	1	1	1	1	1	0	1	1	0	1	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	0	1	1
ABarppappp	1	1	0	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	0	1	1	1	0	0	0	1	0	1	0	0	1	1	0	1	1	0	1	1	0	1	1	0	1	0	1	1	1	1	0	1	1	1	0	0	1	0	1	1	1	0	1	1	1	1	1	0	1	1	0	1	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	1	1	1	1	1	0	1	1
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ABplap	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0
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ABplapp	1	0	0	0	0	0	0	0	0	0	0	0	0	1	1	0	0	0	0	0	0	0	1	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	1	0	0	1	0	1	0	0	1	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	1	0	1	1	0	1	0	0	1	0	0	0	0	0	0	0	0
ABplappa	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	0	0	0	0	0	0	0	1	0	0	1	0	0	0	0	0	0	0	0	1	0	0	0	0	0	1	1	0	0	0	0	1	0	1	1	0	1	0	0	1	1	1	0	1	0	0	0	0	1	0	0	0	1	0	1	0	0	0	0	0	0	0	0	1	1	0	1	0	0	0	1	0	1	1	1	1	1	1	1	0	0	1	0	1	0	1	0
ABplappaa	1	0	0	1	1	0	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	1	1	1	0	0	0	1	0	1	0	1	1	1	1	1	1	0	1	1	0	1	1	0	1	0	1	1	1	1	1	1	0	1	0	0	1	0	1	0	1	0	1	1	1	1	1	0	0	1	0	1	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	1	0	1	0	1	0	1	1
ABplappaaa	1	1	0	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	1	1	1	0	1	0	1	0	1	0	1	1	1	0	1	1	0	1	1	1	1	1	0	1	0	1	1	1	1	1	1	0	1	0	0	1	0	0	0	1	0	1	1	1	1	1	0	1	1	1	1	1	1	1	0	1	1	1	0	1	1	1	1	1	1	1	0	0	1	0	1	0	1	1
ABplappaap	1	1	0	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	0	1	1	1	0	1	0	1	0	1	0	1	1	1	0	1	1	0	1	1	1	1	1	0	1	0	1	1	1	1	1	1	0	1	0	0	1	0	1	0	1	0	1	1	1	1	1	0	1	1	0	1	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	0	1	0	1	0	1	1
ABplappap	1	0	0	1	1	1	0	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	1	1	1	0	0	0	1	0	1	0	0	1	1	1	1	1	0	0	1	0	1	1	0	1	1	1	1	1	1	1	1	0	1	0	0	1	0	1	0	1	0	1	1	1	1	1	0	1	1	0	1	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	0	1	0	1	0	1	1
ABplappapa	1	1	0	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	0	1	1	1	0	1	1	0	0	1	1	1	1	0	1	0	1	1	1	1	1	1	1	1	0	0	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	1	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	1	1	0	1	0	1	1
ABplappapp	1	1	0	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	1	1	1	1	1	0	1	0	1	0	1	1	1	0	1	1	0	1	1	1	1	1	0	1	0	1	1	1	1	1	1	0	1	0	0	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	1	1	1	1	0	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	0	1	1
ABplappp	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	0	0	0	0	0	0	0	1	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	1	0	1	1	0	1	0	1	1	0	1	1	0	1	0	1	1	1	1	0	1	0	0	0	0	1	0	0	0	1	0	1	1	0	0	0	0	0	0	0	1	1	0	1	0	0	0	1	0	1	1	1	1	1	1	1	0	0	0	0	1	0	0	0
ABplapppa	1	0	0	1	1	1	0	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	1	1	1	1	1	0	1	0	1	0	1	1	1	1	1	1	0	0	1	1	1	1	0	1	1	1	1	1	1	1	1	0	1	0	0	1	0	1	0	1	0	1	1	1	0	1	0	0	0	1	1	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	0	1	0	1	0	1	1
ABplapppaa	1	1	0	1	1	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	0	1	1	1	0	0	0	1	0	1	0	1	1	1	0	1	1	0	0	1	0	1	1	0	1	0	1	1	1	1	1	1	0	1	0	1	1	0	1	0	1	0	1	1	1	1	1	0	0	1	1	1	1	1	1	0	1	1	1	0	1	1	1	1	1	1	1	0	0	1	0	1	0	1	1
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ABprapapp	1	0	0	1	0	0	0	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	1	0	1	1	0	1	0	1	0	0	0	0	1	1	1	1	1	0	0	1	0	1	1	0	1	0	1	1	1	1	1	1	0	1	0	1	1	0	1	0	1	0	1	1	1	0	1	0	0	0	0	1	0	1	1	0	0	0	1	0	1	1	1	1	1	1	1	0	0	1	0	1	0	1	1
ABprapappa	1	1	1	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	0	0	1	1	1	1	1	0	0	1	0	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	0	1	0	1	0	1	1	1	1	1	0	0	1	0	1	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	1	1	1	0	1	0	1	1
ABprapappp	1	1	0	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	0	1	1	1	0	1	1	0	0	1	1	1	1	0	1	0	1	1	1	1	1	1	1	1	1	1	1	0	1	0	1	0	1	1	1	1	1	0	0	1	1	1	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	1	0	0	0	1	0	1	1
ABprapp	1	0	0	0	0	0	0	0	0	0	0	0	0	1	1	0	0	0	0	0	0	0	1	1	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	1	0	1	0	0	1	1	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	1	0	1	1	0	1	1	0	1	0	0	0	0	0	0	0	0
ABprappa	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	0	0	0	1	0	0	0	1	1	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	1	0	0	0	0	1	0	0	1	0	1	0	1	1	1	1	0	1	1	0	0	1	1	0	0	0	1	0	1	1	0	0	0	0	0	0	0	1	1	0	1	0	0	0	1	0	1	1	1	1	1	0	1	0	0	0	0	1	0	1	0
ABprappaa	1	0	0	1	1	0	1	1	1	0	1	0	0	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	0	0	1	0	1	0	0	1	1	1	1	1	0	1	1	0	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	0	0	0	1	0	1	1	1	0	1	0	1	1	0	1	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	0	1	0	1	1	1	1
ABprappaaa	1	1	0	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	0	0	1	0	1	1	1	1	1	0	1	1	0	1	1	1	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	1	0	0	0	1	0	1	1	1	1	1	0	1	1	1	1	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	0	0	0	1	0	1	1
ABprappaap	1	0	0	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	0	0	1	0	1	1	0	1	1	0	1	1	0	0	1	0	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	0	0	0	1	0	1	1	1	1	1	0	1	1	1	1	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	0	0	0	1	0	1	1
ABprappap	1	0	0	1	1	0	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	0	0	1	0	1	0	1	1	1	1	1	1	0	1	1	0	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	0	1	0	1	0	1	1	1	0	1	0	1	1	0	1	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	0	1	0	1	0	1	0
ABprappapa	1	0	0	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	1	0	0	1	0	1	1	0	1	1	0	1	1	0	1	1	0	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	1	0	1	0	1	0	1	1	1	1	1	0	1	1	0	1	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	1	1	0	1	0	1	1
ABprappapp	1	1	0	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	1	0	1	1	0	1	1	0	0	1	0	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	0	1	0	1	0	1	1	1	1	1	0	1	1	0	1	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	1	0	1	0	1	0	1	1
ABprappp	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	0	0	0	1	0	0	0	1	0	0	1	0	0	0	0	1	0	0	0	0	0	0	0	0	0	1	1	0	0	0	0	0	0	1	1	0	1	0	1	1	1	1	0	1	0	0	0	1	1	0	0	0	1	0	1	1	0	0	1	0	0	0	0	1	1	0	1	0	0	0	1	0	1	1	1	1	1	0	1	0	0	1	0	1	0	0	0
ABprapppa	1	0	0	1	1	0	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	0	1	1	1	1	1	1	0	1	1	0	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	0	0	0	1	0	1	1	1	0	1	0	0	0	0	1	1	1	1	0	0	0	1	0	1	1	1	1	1	1	1	0	0	1	0	1	0	1	0
ABprapppaa	1	1	0	1	1	0	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	0	1	1	1	0	1	1	0	0	1	0	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	0	0	1	0	1	0	1	1	1	1	1	0	0	1	0	1	1	1	1	0	1	0	1	1	1	1	1	1	1	1	1	0	0	0	0	1	0	1	1
ABprapppap	1	1	0	1	1	0	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	1	1	1	1	1	1	1	0	0	1	0	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	0	1	0	1	0	1	1	1	1	1	0	0	0	0	1	1	1	1	0	0	0	1	0	1	1	1	1	1	1	1	0	0	0	0	1	0	1	1
ABprapppp	1	0	0	1	1	0	0	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	1	0	1	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	0	0	0	1	0	1	1	1	1	1	0	0	0	1	1	1	1	1	0	0	0	1	0	1	1	1	1	1	1	1	0	0	1	0	1	0	1	0
ABprappppa	1	1	1	1	1	0	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	1	1	1	1	0	1	1	0	1	1	0	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	0	0	1	0	1	0	1	1	1	1	1	0	0	1	1	1	1	1	1	0	0	0	1	0	1	1	1	1	1	1	1	0	0	0	0	1	0	1	1
ABprappppp	1	1	1	1	1	0	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	1	0	1	1	0	1	1	0	0	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	0	0	1	0	1	0	1	1	1	1	1	0	0	0	1	1	1	1	1	0	0	0	1	0	1	1	1	1	1	1	1	0	0	0	0	1	0	1	1
ABprp	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0
ABprpa	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	1	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0
ABprpaa	1	0	0	0	0	0	0	0	1	0	0	0	0	1	1	0	0	0	0	0	0	0	1	1	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	1	0	0	1	0	1	0	0	1	1	1	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	1	0	0	0	1	0	1	0	0	1	1	0	1	0	0	0	0	0	0	0	0
ABprpaaa	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	1	0	0	1	0	0	0	1	1	0	1	0	0	1	0	0	0	0	0	1	0	0	0	0	0	1	1	0	0	0	0	1	0	1	1	0	1	1	1	1	1	1	0	1	0	0	0	0	1	0	0	0	1	0	1	1	0	0	1	0	0	0	0	1	0	0	1	0	0	0	1	0	1	1	1	1	1	0	1	0	0	1	0	1	0	1	0
ABprpaaaa	1	0	0	1	1	0	1	1	1	0	1	1	0	1	1	1	1	1	1	0	0	0	1	1	1	1	0	0	1	1	1	0	1	0	1	0	1	0	1	1	1	1	0	1	0	1	1	0	1	1	0	1	1	1	1	1	1	0	1	1	1	0	1	1	0	0	0	1	0	1	1	0	0	1	0	0	0	0	1	0	1	1	0	0	0	1	0	1	1	1	1	1	1	1	0	1	1	0	1	0	1	0
ABprpaaaaa	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	0	1	1	1	0	1	0	1	0	1	0	1	1	1	0	0	1	0	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	1	0	1	1	0	0	0	1	0	1	1	0	1	1	0	0	0	1	1	0	1	1	0	0	0	1	1	1	1	1	1	1	1	1	1	1	1	1	1	0	1	1
ABprpaaaap	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	0	1	1	1	0	1	0	1	0	1	0	1	1	1	0	0	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	1	1	1	0	1	1	0	0	0	1	0	1	1	0	0	1	1	0	0	1	1	0	1	1	0	1	0	1	1	1	1	1	1	1	1	1	1	1	1	0	1	0	1	1
ABprpaaap	1	0	0	1	1	0	1	1	1	0	1	1	0	1	1	1	1	1	1	0	0	1	1	1	1	1	0	0	1	1	1	1	1	0	1	0	1	0	0	1	1	1	0	1	0	0	1	0	1	1	0	1	1	1	1	1	1	0	1	1	1	0	1	1	0	1	0	1	0	1	1	0	0	1	0	0	0	0	1	0	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	0	1	0	1	0	1	0
ABprpaaapa	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	0	1	1	1	1	1	0	1	0	1	1	1	1	1	0	0	1	0	1	1	0	1	1	1	1	1	1	1	1	1	0	1	1	1	0	1	1	0	0	0	1	0	1	1	0	0	1	0	0	0	1	1	0	1	1	0	0	0	1	1	1	1	1	1	1	1	1	1	1	0	0	1	0	1	1
ABprpaaapp	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	0	1	1	1	1	1	0	1	0	1	0	0	1	1	0	0	1	0	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	1	0	1	1	0	0	0	1	0	1	1	0	0	1	0	0	0	1	1	0	1	1	0	0	0	1	1	1	1	1	1	1	1	1	1	1	0	0	1	0	1	1
ABprpaap	1	0	0	1	0	0	0	1	1	0	0	0	0	1	1	0	0	0	1	0	0	0	1	1	0	1	0	0	1	0	0	0	0	0	0	0	0	0	0	0	1	1	0	0	0	0	1	0	1	1	0	1	0	0	1	1	1	0	1	0	0	0	0	1	0	0	0	1	0	1	0	0	0	0	0	0	0	0	1	0	0	1	0	0	0	1	0	1	1	0	1	1	0	1	0	0	1	0	1	0	1	0
ABprpaapa	1	0	0	1	1	0	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	0	1	1	1	1	1	0	1	0	1	0	0	1	1	1	0	1	0	1	1	0	1	1	0	1	1	1	1	1	1	0	1	1	1	0	1	1	0	0	0	1	0	1	1	0	0	1	0	0	0	0	0	0	1	1	0	0	0	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1
ABprpaapaa	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	1	1	0	1	0	1	0	1	1	1	0	0	1	0	1	1	0	1	1	1	1	1	1	1	1	1	1	1	1	1	0	1	1	0	0	0	1	0	1	1	0	1	1	0	0	0	1	0	0	1	1	0	1	0	1	1	1	1	1	1	1	1	1	1	0	1	0	1	0	1	1
ABprpaapap	1	0	1	1	1	0	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	0	1	1	1	1	0	0	1	0	1	0	1	1	1	0	0	1	0	0	1	0	1	1	1	1	1	1	1	1	1	0	1	1	1	0	1	1	0	0	0	1	0	1	1	0	1	1	0	0	0	1	0	1	1	1	0	0	0	1	1	1	1	1	1	1	1	1	0	1	0	1	1	0	1	1
ABprpaapp	1	0	0	1	0	0	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	0	1	1	1	1	0	0	1	1	1	0	0	0	1	0	1	0	0	1	1	1	0	1	0	1	1	0	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	0	0	0	1	0	1	1	0	0	1	0	0	0	0	0	0	1	1	0	0	0	1	0	1	1	1	1	1	1	1	0	0	1	0	1	0	1	0
ABprpaappa	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	1	1	1	1	1	1	0	1	0	1	0	1	1	1	0	0	1	0	1	1	0	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	0	0	0	1	0	1	1	1	0	1	0	0	0	1	0	1	1	1	0	0	0	1	1	1	1	1	1	1	1	1	0	1	1	0	1	0	1	1
ABprpaappp	1	0	1	1	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	0	1	1	1	1	1	0	1	0	1	0	0	1	1	0	0	1	0	1	1	1	1	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	0	0	0	1	0	1	1	0	0	1	0	0	0	0	0	1	1	1	0	0	0	1	0	1	1	1	1	1	1	1	0	0	1	0	1	0	1	1
ABprpap	1	0	0	0	0	0	0	0	1	0	0	0	0	1	0	0	0	0	0	0	0	0	1	1	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	1	0	0	1	0	1	0	0	1	1	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	1	0	0	0	1	0	1	1	0	0	0	0	1	0	0	0	0	0	0	0	0
ABprpapa	1	0	0	1	0	0	0	1	1	0	0	0	0	1	1	1	0	0	1	0	0	0	1	1	0	1	0	0	1	0	0	0	0	0	0	0	0	0	0	0	1	1	0	1	0	0	1	0	0	1	0	1	0	1	1	1	1	0	0	0	0	0	0	1	0	0	0	1	0	1	1	0	0	0	0	0	0	0	0	0	0	1	0	0	0	1	0	1	1	1	1	1	1	1	0	0	1	0	1	0	1	0
ABprpapaa	1	0	0	1	1	1	1	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	1	1	1	1	1	0	1	1	1	1	0	0	1	0	1	0	1	1	1	1	0	1	0	1	1	0	1	1	0	1	1	1	1	1	1	0	1	1	1	0	1	1	0	0	0	1	0	1	1	0	1	1	0	0	0	0	0	0	1	1	0	1	0	1	0	1	1	1	1	1	1	1	1	1	1	0	1	1	1	1
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Cpaapa	1	1	0	1	0	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	1	1	1	0	1	0	1	0	1	1	0	1	1	1	1	1	1	1	1	1	1	1	0	1	0	1	1	1	1	0	1	1	1	0	0	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	1	0	1	1	0	0	0	1	0	1	1	0	1	1	1	1	0	0	1	1	1	0	1	1
Cpaapp	1	1	0	1	0	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	0	1	1	0	1	0	0	0	1	0	0	1	1	1	1	1	0	1	1	0	1	1	0	1	0	1	1	1	1	0	1	1	1	0	1	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	1	0	1	1	0	1	1	1	0	1	1	0	1	1	1	1	0	0	1	1	1	0	1	1
Cpap	1	0	0	0	0	0	0	1	1	0	1	0	0	1	1	0	0	0	0	0	0	0	1	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	1	0	0	0	0	0	0	0	1	0	0	0	1	1	1	1	0	0	0	0	0	0	1	0	0	0	1	0	1	0	0	0	1	0	0	0	0	1	0	0	0	0	0	0	1	0	1	1	0	1	1	1	1	0	0	0	0	0	0	0	0
Cpapa	1	0	0	1	0	1	1	1	1	0	1	0	0	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	0	1	1	0	1	0	0	0	0	0	0	1	1	1	1	1	0	0	1	0	1	1	0	1	0	1	1	1	1	0	1	0	1	0	1	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	1	0	1	1	0	1	0	1	0	1	1	0	1	1	1	1	0	0	1	1	1	0	1	1
Cpapaa	1	1	0	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	0	1	1	0	1	0	1	0	1	0	0	1	1	1	1	1	0	1	1	0	1	1	0	1	0	1	1	1	1	0	1	1	1	0	1	0	0	1	0	1	0	1	1	1	1	1	0	1	1	1	1	0	1	1	0	1	0	1	0	1	1	1	1	1	1	1	0	0	0	1	1	0	1	1
Cpapap	1	1	0	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	0	1	1	0	1	0	1	0	1	0	1	1	1	1	1	1	0	0	1	0	1	1	0	1	0	1	1	1	1	0	1	1	1	0	1	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	1	0	1	1	0	1	1	1	0	1	1	0	1	1	1	1	0	0	1	1	1	0	1	1
Cpapp	1	0	0	1	0	1	0	1	1	0	1	0	0	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	0	1	1	0	1	0	1	0	1	0	0	1	1	1	1	1	0	0	1	0	1	1	0	1	0	1	1	1	1	0	0	0	1	0	1	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	1	0	1	1	0	1	1	1	0	1	1	0	1	1	1	1	0	0	1	1	1	0	1	1
Cpappd	1	0	0	1	1	1	1	1	1	0	1	0	0	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	0	1	1	0	1	0	1	0	1	0	1	1	1	1	1	1	0	0	1	0	1	1	0	0	0	1	1	1	1	0	1	1	1	0	1	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	1	0	1	1	0	1	0	1	0	1	1	0	1	1	1	1	0	0	1	1	1	0	1	1
Cpappv	1	1	0	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	1	1	1	0	1	0	1	0	1	0	1	1	1	1	1	1	0	0	1	0	1	1	0	1	0	1	1	1	1	0	1	1	1	0	1	0	0	1	0	1	0	1	1	1	1	1	0	1	1	1	1	0	1	1	0	1	1	1	0	1	1	0	1	1	1	1	0	0	0	1	1	0	1	1
Cpp	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	1	1	1	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	1	0	1	0	0	1	0	0	0	0	0	0	0	0	0	0	0
Cppa	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	0	0	0	1	1	0	0	1	1	1	1	0	0	0	1	1	0	1	0	0	0	0	0	0	1	1	1	0	1	0	0	1	0	0	1	0	1	0	1	1	1	1	0	0	0	0	0	1	1	0	0	0	1	0	1	1	0	0	1	0	0	0	0	1	0	1	0	0	1	0	1	0	1	1	0	1	1	1	1	0	0	1	1	0	0	1	0
Cppaa	1	0	0	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	1	1	1	0	1	0	1	0	1	0	1	1	1	1	0	1	0	1	1	0	1	1	0	1	0	1	1	1	1	0	1	0	1	0	1	1	0	1	0	1	0	1	1	0	1	1	1	1	1	1	1	0	1	1	0	1	1	1	0	1	1	0	1	1	1	1	0	0	1	1	1	1	1	1
Cppap	1	0	0	1	1	1	1	1	1	0	1	0	0	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	1	1	1	0	1	0	1	0	1	0	1	1	1	1	0	1	1	1	1	0	1	1	0	1	1	1	1	1	1	0	1	1	1	0	1	1	1	1	0	1	0	1	1	0	1	1	1	1	1	1	1	0	1	1	0	1	1	1	0	1	1	0	1	1	1	1	0	0	1	1	1	1	1	1
Cppp	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	0	0	0	0	1	0	0	1	1	0	1	0	0	0	0	0	0	1	0	0	0	0	0	0	0	1	1	0	1	0	0	0	0	0	1	0	0	0	1	1	1	1	0	0	0	0	0	1	1	0	0	0	1	0	1	1	0	0	1	0	0	0	0	1	0	0	0	0	0	0	1	0	1	1	0	1	1	1	1	0	0	1	1	0	0	1	0
Cpppa	1	0	0	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	1	1	1	0	1	0	0	0	1	0	0	1	1	1	0	1	1	1	1	0	1	1	0	1	0	1	1	1	1	0	1	1	1	0	1	1	0	1	0	1	0	1	1	1	1	1	0	0	1	1	1	0	1	1	0	1	0	1	0	1	1	0	1	1	1	1	0	0	1	1	1	1	1	1
Cpppaa	1	1	1	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	1	1	1	0	1	0	1	0	1	0	0	1	1	1	0	1	1	1	1	0	1	1	0	1	0	1	1	1	1	0	1	1	1	0	1	1	0	1	0	1	0	1	1	1	1	1	0	0	1	1	1	0	1	1	0	0	1	1	0	1	1	0	1	1	1	1	0	1	1	1	1	0	1	1
Cpppap	1	1	1	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	1	1	1	0	1	0	1	0	1	0	1	1	1	1	0	1	1	1	1	0	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	0	0	1	0	1	0	1	1	1	1	1	0	0	1	1	1	1	1	1	0	0	1	1	0	1	1	0	1	1	1	1	0	0	1	1	1	0	1	1
Cpppp	1	0	0	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	1	1	1	0	1	0	0	0	1	0	0	1	1	1	0	1	0	1	1	0	1	1	0	1	0	1	1	1	1	0	1	1	1	0	1	1	0	1	0	1	0	1	1	1	1	1	0	0	1	1	1	0	1	1	0	0	0	1	0	1	1	0	1	1	1	1	0	0	1	1	1	1	1	1
Cppppa	1	1	1	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	1	1	1	0	1	0	1	0	1	0	0	1	1	1	0	1	0	1	1	0	1	1	0	0	0	1	1	1	1	0	1	1	1	0	1	0	0	1	0	1	0	1	1	1	1	1	0	0	1	1	1	1	1	1	0	0	1	1	0	1	1	0	1	1	1	1	0	1	1	1	1	0	1	1
Cppppp	1	0	1	1	1	1	1	1	1	0	1	0	1	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	1	1	1	0	1	0	1	0	1	1	0	1	1	1	0	1	1	1	1	0	1	1	0	1	0	1	1	1	1	0	1	1	1	0	1	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	1	0	1	1	1	0	1	1	0	1	1	0	1	1	1	1	0	0	1	1	1	0	1	1
D	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0
Da	1	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	1	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	1	0	0	0	0	0	0	0	0	1	1	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	1	0	0	0	0	0	1	0	0	0	0	0	0	0	0
Daa	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	0	0	0	0	1	0	0	1	1	1	1	1	0	0	1	0	0	1	0	0	0	0	0	0	0	1	1	0	0	0	0	1	0	1	1	0	1	0	1	1	1	1	0	1	0	0	0	1	1	0	0	0	1	0	1	1	0	0	1	0	0	0	0	0	0	1	1	0	0	0	1	0	1	1	0	1	1	1	1	0	0	1	0	1	1	1	0
Daaa	1	0	0	1	0	1	1	1	1	0	1	1	0	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	1	1	0	0	1	0	1	0	0	0	1	1	1	0	0	1	0	1	1	1	1	1	0	1	0	1	1	1	1	1	1	0	1	1	1	1	0	1	0	1	0	1	1	0	1	1	0	0	1	1	0	0	1	1	0	0	0	1	0	1	1	0	1	1	1	1	1	0	1	0	1	0	1	1
Daap	1	0	1	1	0	0	1	1	1	0	1	1	0	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	1	1	0	0	1	0	1	0	0	0	0	1	1	1	0	1	0	1	1	1	1	1	0	1	0	1	1	1	1	1	1	0	1	0	1	1	0	0	0	1	0	1	1	0	1	1	0	0	1	1	0	0	1	1	0	0	0	1	0	1	1	0	1	1	1	1	0	0	1	0	1	0	1	1
Dap	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	0	0	0	0	1	0	0	1	1	1	1	0	0	0	0	0	0	1	0	0	0	0	0	0	0	1	1	0	1	0	1	1	0	0	1	0	1	0	1	1	1	1	0	0	0	0	0	1	1	0	0	0	1	0	1	1	0	0	1	0	0	0	0	0	0	0	1	0	0	0	1	0	1	1	0	1	1	1	1	0	0	1	0	0	1	1	0
Dapa	1	0	1	1	0	1	1	1	1	0	1	0	0	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	1	1	0	0	1	0	0	0	0	0	1	1	1	1	0	1	0	1	1	0	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	1	0	1	0	1	0	1	1	0	1	1	0	0	1	1	0	0	1	1	0	1	0	1	0	1	1	0	1	1	1	1	0	1	1	1	1	1	1	1
Dapp	1	0	0	1	0	0	1	1	1	0	1	0	0	1	1	0	1	1	1	1	0	0	1	1	1	1	0	0	1	1	0	0	1	0	0	0	0	1	0	1	1	1	0	1	0	1	1	0	1	1	0	1	0	1	1	1	1	1	1	1	1	0	1	1	0	1	0	1	0	1	1	1	1	1	0	1	1	1	0	0	1	1	0	1	0	1	0	1	1	0	1	1	1	1	0	1	1	1	1	1	1	1
Dp	1	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	1	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	1	0	0	0	0	0	0	0	0	1	1	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	1	0	1	0	0	0	0	0	1	0	0	1	0	0	0	0	0
Dpa	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	0	0	0	0	1	0	0	1	1	1	1	0	0	0	1	0	0	0	0	0	0	0	0	0	0	1	1	0	1	0	1	1	0	1	1	0	0	0	1	1	1	1	0	0	0	0	0	1	1	0	0	0	1	0	1	1	0	0	1	0	0	1	0	0	0	0	1	0	0	0	1	0	1	1	0	1	1	1	1	0	0	1	0	0	1	1	0
Dpp	1	0	0	1	0	0	0	1	1	0	1	0	0	1	1	0	0	1	0	1	0	0	1	1	1	1	0	0	0	0	0	0	0	0	0	0	0	0	1	0	1	1	0	1	0	1	1	0	1	1	0	0	0	1	1	1	1	0	0	0	0	0	1	1	0	0	0	1	0	1	1	0	0	1	0	0	1	1	0	0	0	1	0	0	0	1	0	1	1	0	1	1	1	1	0	0	1	0	0	1	1	0
E	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0
EMS	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0
Ea	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	1	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	1	0	0	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0	0
Eal	1	0	0	1	0	0	0	0	1	0	0	0	0	0	0	0	0	0	0	0	0	0	1	1	0	1	0	0	0	0	0	0	0	0	0	0	0	1	0	0	1	1	0	0	1	1	1	0	0	1	0	0	0	0	1	1	1	0	0	0	0	0	0	1	0	0	0	1	0	0	0	0	0	1	0	0	0	0	1	0	0	0	0	0	0	1	0	1	1	0	1	1	0	1	0	0	0	0	0	1	0	0
Eala	1	1	0	1	0	1	0	1	1	1	1	0	0	1	1	0	1	1	1	1	1	0	1	1	1	1	0	0	1	1	1	0	0	0	0	1	0	1	0	1	1	1	0	1	1	1	1	1	1	1	0	1	0	1	1	1	1	0	0	0	1	0	0	1	1	0	0	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	0	1	0	1	1	0	1	1	1	1	1	0	1	1	0	1	0	1
Ealaa	1	1	0	1	0	1	0	1	1	1	1	0	1	1	1	1	1	1	1	1	1	0	1	1	1	1	1	0	1	1	1	0	0	0	1	1	0	1	0	1	1	0	0	1	1	1	1	1	1	1	0	1	0	1	1	1	1	0	1	1	1	0	0	1	1	0	0	1	0	1	1	1	1	1	0	1	1	1	1	0	1	1	1	1	0	1	0	1	1	0	1	1	1	1	0	1	1	1	0	1	1	1
Ealap	1	1	0	1	0	0	1	1	1	1	1	0	0	1	1	0	1	1	1	1	1	0	1	1	1	1	0	0	1	1	1	0	0	0	1	1	0	1	1	1	1	0	0	1	1	1	1	1	1	1	0	1	0	1	1	1	1	0	0	0	1	0	0	1	1	0	0	1	0	1	0	1	1	1	0	1	1	1	1	0	1	1	1	1	0	1	0	1	1	0	1	1	1	1	0	1	1	1	1	1	1	1
Ealp	1	1	0	1	0	0	0	1	1	1	1	0	0	1	1	0	1	1	1	1	1	0	1	1	1	1	0	0	1	1	1	0	0	0	1	1	0	1	0	1	1	1	0	1	1	1	1	1	1	1	0	1	0	1	1	1	1	0	0	1	1	0	0	1	1	1	0	1	0	1	0	0	1	1	0	1	1	1	1	0	1	1	1	0	0	1	0	1	1	0	1	1	1	1	0	0	1	1	0	1	1	1
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0.012206396729942557
0.01140696261681286
0.010898271927496733
0.010222469383045914
0.010055196636224069
0.009819916730549038
0.009275008266285802
0.008722448482813054
0.007900115164806987
0.007736588256950294
0.0071762115530581904
0.0060608840110862325
0.005989647623126147
0.005344070050996876
0.004936023264316943
0.004129628249939633
0.003705578165555775
0.00354196524174136
0.0029117914901357978
0.0025398598682148006
0.002368537263170314
9.337129006380994E-4
4.8380785838831035E-4
3.1437755717880674E-4
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	B0310.2	B0336.3	C05D10.1	C08B11.3	C25D7.10	C50F7.5	D1081.8	F09G2.9	F16B12.6	F17C11.1	F21A10.2	F21D5.9	F23F12.9	F28C6.1	F47H4.1	F58D2.1	K02G10.1	R144.3	T22C8.3	T23G5.6	T28H10.3	Y106G6H.4	ZK185.1	ama-1	ceh-21	ceh-26	ceh-27	ceh-32	ceh-36	ceh-41	ceh-43	cep-1.b	cwn-1	dmd-4	dpl-1	dpy-31	dsl-1	dve-1	dyf-7	eef-1A.1	egl-27.b	egl-5	elt-1	elt-6	elt-7	end-1	end-3	ges-1	glp-1	his-72	hlh-16	hlh-26	hlh-3	hmg-1.2	hmg-11	hnd-1	hsp-3	irx-1	isw-1	lin-1	lin-26	lin-32	lsy-27	med-2	mel-28	mir-57	mir-61	mml-1	mnm-2	moe-3	nfyb-1	nhr-171	nhr-49	nhr-57	nhr-67	nhr-68	nhr-69	nhr-79	nob-1	pax-3	pbrm-1	pes-1	pgp-2	pgp-3	rad-26	ref-1	ref-2	sdc-2	sdz-28	sdz-38	sea-1	skr-8	sma-9	tbx-11	tbx-35	tbx-37	tbx-38	tbx-9	tlp-1	tps-2	vab-7	ztf-12
PC1	-0.061269	-0.062682	-0.076722	-0.108122	-0.135958	-0.137079	-0.155670	-0.101345	-0.096328	-0.004871	-0.117722	-0.085274	-0.151361	-0.061358	-0.087184	-0.115056	-0.161176	-0.157349	-0.127517	-0.155079	-0.004817	-0.130346	-0.067217	-0.044958	-0.156059	-0.015912	-0.056017	-0.062351	-0.136346	-0.159390	-0.147944	-0.063697	-0.112386	-0.009034	-0.137780	-0.012495	-0.139703	-0.032159	-0.102974	-0.155347	-0.093197	0.098610	-0.056066	-0.139755	-0.024696	-0.105747	-0.072749	-0.096876	-0.123058	-0.068416	-0.018017	-0.092088	-0.091871	-0.124815	-0.066070	-0.071187	-0.076995	-0.091939	-0.126582	-0.129656	-0.161788	-0.036680	-0.107782	0.002764	-0.003927	-0.090312	-0.002719	-0.094421	-0.008009	-0.109846	-0.140430	-0.072418	-0.116367	-0.138291	-0.022630	-0.031020	-0.059426	-0.116341	0.015672	-0.073437	-0.157944	-0.097369	-0.010349	-0.114046	-0.051514	-0.068366	-0.078456	-0.064651	-0.068225	-0.108366	-0.069786	-0.083203	-0.139327	-0.064891	-0.073132	-0.082709	-0.080827	-0.053567	-0.119806	-0.017427	-0.135426	-0.151881
PC2	0.020692	-0.209512	0.079100	0.016134	0.031135	-0.032885	-0.064796	0.019098	0.016322	-0.080653	0.000958	0.127353	0.025958	0.023872	0.014209	0.275393	-0.056173	-0.085178	0.011676	-0.058636	-0.081277	0.124318	0.021208	0.010985	-0.043522	0.003933	0.157996	0.031229	0.028682	-0.046544	0.008032	0.109206	0.040434	0.014300	0.065081	-0.056141	0.046169	-0.154302	0.072716	-0.044622	0.018329	0.001881	-0.208767	-0.016604	-0.165158	-0.049889	0.001755	-0.024479	0.014054	0.021337	0.028015	0.025405	0.236113	0.004661	0.020535	0.016292	0.018564	0.102358	0.077346	-0.059447	-0.039026	0.007398	0.132164	0.015446	-0.073022	-0.182475	-0.004768	0.018643	-0.002537	0.022141	0.028513	-0.273184	-0.196422	-0.027955	0.005429	-0.249117	-0.294180	-0.089909	-0.210031	-0.094436	-0.041774	0.069138	-0.103208	-0.086923	-0.021343	0.013231	0.203985	0.020596	0.021272	0.126983	0.018673	0.019862	-0.012138	0.020979	0.123048	0.104784	0.031619	-0.239524	-0.000322	-0.092889	-0.015039	-0.070346
PC3	0.144229	-0.064923	-0.151831	0.150119	-0.151393	-0.148930	-0.143409	0.159194	0.159054	0.013615	0.112143	-0.159592	-0.131078	0.136136	0.142639	-0.078060	-0.057594	-0.077710	0.099808	-0.032989	0.013744	-0.143766	0.154360	-0.023792	-0.021975	0.032560	-0.062765	-0.012242	-0.032457	-0.050396	-0.031649	-0.109358	-0.089932	-0.013052	0.033175	-0.003890	-0.142351	0.003534	-0.136899	-0.025635	0.157946	0.177668	0.009141	0.048328	0.013902	0.012954	0.084167	-0.104476	0.118426	0.156368	-0.033338	0.083615	-0.065049	0.108843	0.152983	0.141799	0.149338	-0.095628	0.077689	-0.119242	-0.085872	-0.045850	-0.026267	0.002919	0.013137	0.040733	-0.002797	0.160401	-0.007188	0.144421	0.037414	-0.005467	-0.107238	0.031577	-0.024031	0.033524	0.006184	-0.132757	-0.058801	-0.034100	-0.038412	0.123767	0.009239	-0.070501	-0.074651	0.114258	-0.074508	0.147841	0.154269	0.085048	0.149154	0.160661	0.049995	0.150861	-0.077451	0.039656	0.164484	0.046417	0.052122	0.089156	0.056539	-0.145633
PC4	-0.016173	0.025921	0.003387	0.005553	0.141260	0.000540	-0.004305	-0.001977	-0.004155	-0.088707	0.010388	-0.016586	-0.005586	-0.006526	-0.001649	-0.062999	0.011472	0.005699	0.011985	-0.011059	-0.085870	0.028072	-0.014437	-0.006713	0.003229	-0.001332	-0.250777	0.100983	-0.023123	0.010675	0.024457	0.104971	-0.048267	-0.078618	0.030910	-0.089966	0.075401	-0.209112	0.127172	-0.002011	-0.009058	0.025149	0.200124	0.003079	-0.206893	-0.186995	-0.016503	-0.214128	0.011454	-0.014251	-0.008847	0.022886	0.147667	0.002077	-0.014046	-0.006434	-0.013652	0.011862	0.099417	-0.001339	0.010582	0.004889	0.182417	-0.017726	-0.084508	0.140970	0.005147	-0.010439	0.034981	0.000858	0.055060	0.147860	-0.110984	-0.017731	-0.008002	-0.084818	-0.082026	-0.160340	0.232298	0.209304	-0.010402	0.035751	-0.139912	0.066301	-0.105608	-0.007449	-0.293562	-0.014987	-0.014735	0.062531	-0.010534	-0.012570	-0.016545	-0.015128	-0.288011	-0.160156	-0.057622	-0.105740	0.244498	-0.204751	0.029873	-0.029172
PC5	-0.003389	-0.164827	0.001075	0.024385	0.032022	0.074211	0.005673	0.021533	0.030647	0.017101	0.024263	-0.078466	-0.040474	-0.011094	0.017959	0.013565	0.039323	-0.012211	0.026921	0.048646	0.008010	-0.125487	-0.000709	0.036971	0.060863	-0.000372	0.041704	-0.403054	0.103645	0.058532	0.007023	0.091570	0.135578	0.033782	-0.019910	0.016889	0.024591	0.053004	-0.021265	0.044073	0.017049	0.084311	-0.189964	0.043427	0.049081	0.008961	0.016943	-0.055003	0.005363	-0.000220	-0.041100	0.012801	0.154399	0.019880	0.000428	0.013189	0.005547	0.207204	-0.009526	-0.166033	0.048968	-0.156677	0.118386	-0.003453	0.033278	-0.013364	-0.006670	0.015857	-0.041425	0.013196	0.038920	-0.188853	-0.008236	0.084030	0.167491	0.021866	0.110854	0.039340	0.354605	-0.134525	0.055792	-0.016123	0.046195	-0.131703	0.015168	0.039328	-0.079473	-0.000335	-0.001478	-0.111516	0.008044	0.009604	0.039740	-0.002158	-0.061548	-0.410986	-0.129484	-0.160148	-0.053364	0.167983	0.028981	0.035841
PC6	0.122087	0.209403	0.206657	0.030423	0.069375	0.082861	0.049965	0.053426	0.069487	0.029985	-0.018493	0.164499	-0.039605	0.109526	0.094506	-0.086632	-0.137631	-0.079104	-0.043667	-0.153136	0.033929	0.023166	0.128038	-0.065733	-0.161332	0.022331	-0.033955	-0.068962	0.026484	-0.143857	-0.075924	0.113771	-0.045461	-0.001367	-0.076487	0.044549	0.018666	0.040168	0.133807	-0.136127	0.066998	-0.342583	-0.022709	-0.100923	0.032826	-0.055867	0.017524	0.066415	-0.022797	0.128991	0.037433	0.040509	-0.039804	-0.052864	0.128899	0.098211	0.089263	0.151759	-0.046501	0.041877	-0.099644	0.023393	-0.019797	-0.008781	0.028511	-0.297343	0.006036	0.066938	0.003136	0.018684	-0.124877	0.046113	0.140586	-0.106611	0.024638	0.004561	0.051083	0.143221	0.134046	0.104079	-0.153492	0.052899	0.044633	-0.052704	0.047487	0.089197	-0.091343	0.121584	0.124641	0.030315	0.115633	0.096794	-0.119546	0.124867	0.054075	-0.094725	-0.073702	-0.050441	0.042532	-0.138069	-0.088361	0.088799
PC7	0.026803	-0.050322	-0.066046	-0.002161	0.050573	0.165293	-0.002042	0.007782	0.006225	-0.151038	-0.008237	-0.100911	0.102580	0.035581	0.023483	-0.142459	-0.033602	-0.013066	-0.006764	-0.014150	-0.161862	-0.122734	0.024475	0.023340	-0.034962	0.001805	0.111086	-0.019310	-0.014907	-0.019007	0.002720	-0.220459	0.159355	0.045460	-0.040865	-0.184546	0.190441	-0.177398	-0.072853	-0.015693	0.004931	0.082105	0.203243	-0.025819	-0.146544	-0.122608	0.003452	-0.160234	-0.020492	0.024176	-0.026332	-0.035926	-0.278502	-0.014130	0.023642	0.010994	0.012923	0.311266	0.104117	-0.038261	-0.037851	0.033607	-0.033779	-0.022327	-0.151761	0.053441	0.003506	0.007134	-0.018796	-0.013206	0.066536	0.076680	0.238055	-0.015250	-0.087603	-0.033930	0.061468	-0.109021	-0.038561	-0.161839	-0.006893	0.076103	-0.152594	-0.039063	0.195688	0.028499	0.111813	0.025302	0.023374	-0.068385	0.018848	0.015292	-0.018073	0.024793	0.221767	-0.070116	0.009894	-0.003149	-0.178848	-0.138610	-0.005500	0.079190
PC8	0.030893	-0.052246	0.192480	0.005943	-0.069130	0.023436	0.049208	0.021151	0.023129	-0.011343	0.027779	0.088959	-0.066004	0.031185	0.014790	-0.048451	-0.021873	0.028349	-0.036949	0.021011	-0.021171	-0.130269	0.032828	0.000692	0.008124	0.006507	0.038111	0.141656	-0.215221	0.001109	-0.045978	0.041770	0.351789	-0.040691	-0.159627	0.013138	-0.024631	-0.091006	-0.028332	-0.014958	0.020709	0.089748	-0.058131	-0.030896	-0.051667	-0.069430	0.005512	0.005532	-0.031828	0.032989	0.101611	-0.082580	-0.064608	0.026136	0.033361	0.027992	0.029976	-0.258195	-0.032101	0.138215	-0.012963	0.042746	0.425629	-0.013434	-0.008002	0.004708	-0.006206	0.024452	-0.024145	0.013240	-0.017208	-0.148127	-0.039931	-0.004881	0.002327	-0.026781	-0.066855	0.202932	0.068058	-0.209216	-0.018659	-0.037196	-0.022779	0.013387	0.159015	0.008207	0.033813	0.030728	0.031958	-0.229851	0.030257	0.031085	0.002335	0.032478	-0.180332	0.017784	-0.005433	0.332837	0.074221	-0.064935	0.032946	0.027963
PC9	0.007846	0.139952	0.002945	0.009006	-0.114157	-0.081069	-0.050023	0.023332	0.029965	0.011901	0.015230	0.280829	-0.086581	0.001620	0.017688	0.013593	-0.015141	-0.010144	-0.023240	0.035182	0.012119	-0.183913	0.006402	0.030338	0.023673	-0.007116	-0.201996	0.001331	0.108792	0.025551	-0.022945	0.044770	0.073820	-0.065834	-0.042923	0.040863	0.132792	-0.099399	0.333968	0.030815	0.021636	0.041870	0.059202	0.036574	-0.077340	0.265684	0.039960	0.092149	-0.034271	0.006479	0.079240	-0.067875	-0.155638	0.011151	0.008761	0.011080	0.017878	0.053233	-0.067594	-0.176191	-0.024068	0.200505	-0.124250	0.010612	0.014550	0.153183	-0.012997	0.021670	0.042606	0.009196	-0.007121	0.078713	-0.131476	0.079789	-0.019105	-0.137626	-0.186803	0.037275	0.078486	-0.254935	0.044247	-0.045191	-0.025603	0.154394	-0.310224	0.030397	-0.007212	0.009364	0.005809	-0.068981	0.014331	0.016169	0.027529	0.006375	0.213025	-0.124903	-0.040186	0.044341	-0.097496	0.040250	-0.025699	-0.078628
PC10	0.083928	-0.018339	-0.046982	-0.080032	0.058373	0.180620	-0.008992	-0.073601	-0.061593	-0.051148	-0.090046	-0.060834	0.096403	0.085202	0.004733	0.120901	0.000991	-0.029202	-0.061425	-0.017634	-0.054428	0.044017	0.081768	-0.064520	-0.035470	0.020625	0.081048	-0.174816	-0.059806	-0.014164	-0.020100	0.169253	0.052324	0.026014	-0.007216	-0.048205	-0.019205	0.028567	0.242943	-0.048269	-0.048383	0.132974	0.003862	-0.077194	0.031305	-0.132892	-0.039609	0.254359	-0.054021	0.080847	-0.028495	0.109810	0.003996	-0.107144	0.081825	0.035784	0.008839	-0.216848	-0.007344	-0.320825	0.019638	-0.013981	-0.113640	0.015301	-0.054232	0.390358	0.001393	-0.046724	0.020571	-0.078744	-0.030382	-0.032454	0.011224	-0.099258	0.090891	0.010575	0.150733	0.104311	-0.103738	-0.076846	-0.028652	0.072488	-0.056694	0.238039	0.156683	0.050691	-0.056817	0.075586	0.078176	0.020454	0.049936	0.009867	-0.065223	0.082986	-0.127257	0.094942	0.111598	-0.117354	0.008150	-0.042063	-0.072994	-0.017402
PC11	0.020879	-0.078156	0.165042	-0.027183	0.206038	0.100371	0.048872	-0.012517	-0.011526	-0.095128	-0.006885	0.219883	0.079604	0.005156	-0.015511	-0.005466	-0.005392	-0.011161	-0.079840	-0.006148	-0.089738	0.142190	0.016895	-0.084844	-0.006607	0.004882	-0.169163	-0.170952	-0.040671	-0.016208	0.005340	0.175415	0.019521	-0.003633	-0.030639	-0.149617	0.044445	-0.025640	-0.085504	-0.032925	0.003998	0.023413	-0.058641	-0.010276	0.014586	0.456320	0.036396	-0.309797	-0.028815	0.015890	0.042205	-0.111805	0.030132	-0.019362	0.018807	0.002685	0.023029	-0.099707	0.037327	-0.031540	-0.043732	-0.175096	-0.088151	-0.005992	-0.094106	0.052483	0.010748	0.007016	0.074350	-0.027817	-0.010286	0.107474	0.124921	0.008497	-0.008540	-0.012995	0.098822	-0.050243	-0.251864	-0.048035	-0.028754	-0.000221	-0.067226	-0.275873	-0.043704	-0.020048	-0.143084	0.016233	0.018059	-0.066745	0.012331	0.007453	0.002134	0.019473	-0.106445	0.098251	0.018508	0.131894	-0.010294	0.154258	-0.016253	-0.044313
PC12	-0.120395	0.049705	0.092576	0.095940	-0.158512	0.025580	-0.119687	0.069008	0.031358	-0.011006	0.086166	0.025043	0.004799	-0.097138	-0.046907	-0.039320	-0.042541	-0.051665	0.093684	-0.015669	-0.004233	-0.051703	-0.113897	-0.015320	-0.015133	-0.018350	0.120951	-0.155698	-0.049029	-0.020822	-0.003826	0.021659	0.146765	-0.005738	0.130385	-0.003615	-0.114484	-0.101948	0.192902	-0.007185	0.035357	-0.106235	0.094651	0.073749	-0.057415	0.057575	-0.016984	0.265612	0.150813	-0.112351	0.051459	-0.058508	-0.173308	0.105514	-0.114647	-0.062139	-0.028152	0.066640	0.136635	-0.338318	-0.067182	0.077913	-0.071601	-0.004413	-0.017015	-0.103116	0.010528	0.034456	-0.029526	0.097692	0.064113	-0.036373	0.086130	-0.015114	-0.010494	-0.023461	0.028624	0.043306	-0.050539	0.168845	-0.037766	0.014389	-0.047993	-0.307869	0.105091	-0.128941	-0.014383	-0.111798	-0.107135	0.093981	-0.083034	-0.035164	0.054466	-0.113421	-0.216020	0.008921	0.102029	0.132836	0.172955	-0.045459	0.079709	-0.042450
PC13	0.071924	-0.197621	-0.258478	-0.072857	-0.007715	-0.089758	0.014553	-0.053788	-0.037830	-0.006803	0.017200	0.062310	-0.006489	0.066972	0.021895	-0.158490	0.035825	0.088469	-0.109664	0.075136	0.016093	0.182123	0.072029	-0.077166	0.054163	0.018566	-0.076258	-0.032304	-0.140617	0.052804	-0.049502	0.052917	0.462924	-0.019822	-0.070873	0.038954	-0.000813	-0.061864	0.034432	0.049453	-0.030491	-0.061256	0.006374	-0.002198	-0.057722	0.045363	0.018048	0.145070	-0.106431	0.071747	-0.057094	-0.005987	-0.042615	-0.037430	0.076338	0.047891	0.023644	0.147144	-0.100206	0.009930	0.015269	-0.113370	-0.175407	-0.003250	0.000651	-0.074487	0.020165	-0.031757	-0.074583	-0.066459	-0.039783	-0.077404	-0.115493	0.070813	-0.068554	0.043573	-0.070527	-0.138863	0.117402	0.407750	0.062559	-0.095651	-0.014726	-0.023624	-0.086082	0.046279	0.086764	0.066736	0.068746	-0.033225	0.055989	0.014973	0.023146	0.072552	-0.086017	0.135440	0.018870	0.039123	-0.163036	-0.027638	0.016344	-0.021837
PC14	0.040979	0.159569	0.001303	-0.064540	0.025198	0.091371	0.041249	-0.068647	-0.077721	0.104818	-0.034600	0.091086	0.019703	0.065601	-0.032806	-0.006180	0.085111	0.043715	0.041976	0.042718	0.103430	-0.148223	0.036814	0.124002	0.068005	0.014384	-0.060729	-0.211979	0.102263	0.103254	0.146081	-0.018072	-0.050819	-0.066254	0.006124	0.116741	-0.033579	-0.201946	-0.092267	0.038756	-0.060075	-0.027377	-0.039371	0.019641	-0.066174	-0.317148	-0.047574	0.085047	-0.025779	0.035788	0.054409	0.099126	0.002329	-0.009827	0.033189	-0.000046	-0.015047	0.053588	-0.129882	-0.028355	0.132793	-0.067313	0.005116	0.006676	0.098808	-0.101583	0.012388	-0.049454	0.069585	-0.050726	-0.030257	0.077315	0.125801	-0.019118	-0.157727	-0.085651	-0.180578	-0.130638	-0.031367	-0.222573	0.065534	-0.006355	0.064545	-0.241575	-0.118853	0.016382	-0.190424	0.033691	0.035429	-0.130268	-0.000435	-0.002449	0.049398	0.040743	-0.156001	0.315896	0.206832	-0.033144	-0.065727	0.032715	0.017931	0.100187
PC15	-0.033810	-0.160613	-0.081237	0.008295	0.040090	-0.054202	0.123909	-0.020127	-0.030494	-0.019843	0.038950	0.091274	-0.092198	-0.019163	-0.015456	-0.010300	-0.004416	0.027254	0.026804	-0.083010	-0.015998	-0.022780	-0.021913	-0.141748	-0.067441	0.014677	-0.172444	-0.085291	0.048980	-0.035475	0.045097	0.009750	-0.108055	0.016625	0.091386	-0.006163	0.073044	0.010381	-0.265052	-0.026088	-0.020216	0.009034	-0.035052	-0.007277	0.030557	0.177118	-0.011824	0.070385	0.076569	-0.020026	0.064175	0.061200	-0.134197	-0.020132	-0.016224	-0.006290	-0.018364	0.388965	0.111798	0.079891	0.016046	-0.018519	-0.117606	0.021993	-0.013284	-0.017475	-0.008923	-0.023538	-0.065546	-0.024291	-0.033919	-0.136784	-0.096167	-0.057764	-0.062338	-0.027780	-0.101743	0.218424	0.106626	-0.219892	-0.050803	0.058139	0.016642	0.342605	0.133751	-0.068343	-0.043621	-0.031810	-0.020408	0.119756	-0.015076	-0.027831	-0.077296	-0.023221	-0.325806	0.136236	0.130251	0.082810	0.069428	-0.092109	0.012871	-0.002896
PC16	0.028872	-0.016818	0.186931	-0.006614	-0.139057	-0.231353	0.073746	-0.016851	-0.000730	-0.039646	-0.035101	0.232824	0.025572	0.027608	0.053571	0.056248	0.040007	0.107685	0.000825	0.003572	-0.029044	0.149063	0.023812	-0.044230	0.006201	0.005884	0.079830	0.054199	-0.041810	0.026357	-0.105805	-0.073021	0.025458	-0.050023	-0.007158	-0.115433	-0.066344	0.109579	-0.280925	0.030234	-0.016698	0.130622	0.096642	-0.041831	0.039672	-0.121209	-0.003525	0.401134	-0.017668	0.022107	0.024718	0.093343	0.006554	-0.061459	0.020539	0.019841	-0.014845	0.101299	0.076646	0.119149	0.031676	-0.087678	-0.065688	-0.012688	-0.061320	0.243550	-0.008319	-0.026744	0.002975	-0.018189	0.022090	0.000884	0.147279	-0.030030	-0.004597	-0.077068	-0.035329	-0.087980	-0.114277	-0.092063	-0.017197	0.023868	-0.003476	-0.208812	-0.206055	0.065584	-0.093954	0.025605	0.020701	0.102975	0.021185	-0.011251	-0.064037	0.021400	-0.035759	-0.283574	-0.209161	0.032010	0.066846	-0.067038	0.024511	-0.012293
PC17	0.048915	-0.105871	0.118624	-0.055773	-0.063926	-0.045692	-0.020839	-0.038474	-0.025496	-0.014901	-0.002334	-0.147908	-0.017971	0.033251	0.006414	-0.032582	0.043329	0.070061	-0.087998	0.108189	-0.012893	-0.037817	0.036814	0.009979	0.076204	0.008859	-0.085306	0.261595	0.048614	0.061108	-0.061813	0.098552	-0.195899	0.057138	-0.101656	0.005481	-0.046851	-0.097404	-0.077738	0.033804	-0.018593	0.109161	0.122708	-0.008525	-0.029373	0.150642	0.049912	0.190385	-0.077182	0.034318	-0.003550	-0.080831	-0.003399	-0.030269	0.037881	0.020099	0.020431	0.170209	-0.097227	-0.125046	0.024156	0.166576	0.164672	0.008946	-0.003444	-0.113358	-0.046024	-0.015613	0.035397	-0.056588	-0.014299	0.141707	0.005355	0.089966	-0.154405	-0.119505	-0.018902	0.283487	-0.156574	0.158639	0.032305	-0.046173	-0.063956	-0.098949	0.233621	0.061421	-0.057815	0.041096	0.035460	-0.105449	0.024515	0.005168	0.014226	0.043900	-0.129083	-0.120696	0.089214	-0.310984	-0.100601	0.242391	-0.020278	-0.030757
PC18	0.040142	-0.072873	0.097688	-0.056467	-0.022223	0.074062	0.049093	-0.069605	-0.046168	0.021662	-0.026048	-0.037107	0.133563	0.042154	0.035762	0.012953	0.051745	0.053910	-0.048902	-0.044604	0.014558	-0.105411	0.048682	-0.107205	-0.037128	0.018059	-0.004890	0.019972	0.091874	0.011895	0.149762	-0.141560	-0.212547	-0.005414	0.093890	0.035216	0.239451	0.024935	0.080358	0.006998	-0.054501	0.208397	-0.101787	-0.035145	0.009904	0.015865	-0.032404	-0.077919	-0.026206	0.049869	-0.000925	0.076256	-0.112140	-0.091823	0.054797	0.033746	-0.015872	-0.021883	0.004849	0.034558	0.079425	0.237284	-0.090987	-0.008112	0.033688	0.178282	-0.003259	-0.060557	-0.053745	-0.072928	-0.098091	-0.134773	-0.166083	-0.057903	0.082754	-0.075098	-0.129900	0.079022	0.238348	0.243381	0.005009	0.046551	0.015618	-0.420610	0.085796	0.021383	0.111609	0.038765	0.044166	0.084093	0.041652	-0.015151	-0.085199	0.043095	0.037946	0.059055	-0.052609	0.243657	0.091851	0.064342	-0.061497	0.031663
PC19	-0.041677	-0.073939	-0.316864	0.071635	0.272943	0.009807	0.052559	0.066280	0.041031	-0.019364	0.019756	0.096114	-0.016709	-0.032940	0.018696	-0.132867	-0.040995	0.004411	0.054639	-0.073447	-0.008279	-0.047475	-0.044353	0.042480	-0.068523	-0.021110	-0.347623	0.155917	0.138291	-0.057960	0.052048	0.026727	0.119204	0.000681	-0.024496	0.050987	-0.049563	-0.025720	0.081073	-0.036359	0.043662	0.224729	-0.173427	-0.000082	0.048183	-0.265882	-0.005986	0.154079	0.062890	-0.044407	-0.024279	-0.055030	0.014384	0.048795	-0.052703	-0.050793	-0.001345	0.009592	0.081272	0.029292	-0.012119	-0.222100	-0.027069	-0.011569	-0.008185	0.011537	-0.026119	0.050055	-0.002044	0.071694	-0.054222	0.062107	-0.002968	-0.075981	0.012804	-0.063474	0.068334	0.343696	-0.164120	0.037516	-0.057173	0.067576	-0.031969	-0.170374	-0.036753	-0.068906	0.022197	-0.039868	-0.040942	-0.041107	-0.038847	0.007361	-0.053404	-0.044630	0.214964	-0.023341	-0.020369	0.011552	0.102277	0.077696	-0.030609	0.044460
PC20	0.020575	-0.079792	-0.310045	-0.030020	-0.079848	0.107042	0.109357	-0.040399	-0.031325	-0.071268	-0.003841	0.218921	-0.024365	0.016720	0.000690	-0.007949	0.059809	0.097669	-0.030252	0.030685	-0.077830	0.230816	0.017543	-0.041328	0.056543	0.006679	-0.040872	-0.145130	-0.269717	0.035187	-0.004184	-0.247091	-0.327697	0.045461	-0.059697	-0.048696	-0.126262	-0.027724	0.266491	0.012234	-0.032438	-0.090800	0.215343	-0.019403	0.031030	-0.051475	-0.016209	-0.038816	-0.012516	0.016756	0.072020	0.073527	-0.058385	-0.022281	0.016812	0.010664	-0.014616	0.054028	0.038546	-0.010330	0.042374	0.061100	0.264093	0.017312	-0.063780	-0.150957	0.010727	-0.033037	-0.068913	-0.051489	0.030781	-0.131543	-0.085965	0.011672	0.036647	0.155235	0.131841	0.130428	-0.059544	-0.132608	0.005844	0.033000	-0.034593	-0.106590	-0.175579	0.034105	0.065734	0.016952	0.016100	-0.019577	0.005953	-0.012581	0.010865	0.018003	-0.019695	-0.034621	-0.009008	0.023029	0.029853	0.109545	0.051612	-0.024940
PC21	0.011130	0.047976	-0.000305	-0.030370	0.110361	-0.189007	-0.023893	-0.058343	-0.042255	-0.024589	-0.013740	-0.188401	0.152827	-0.003339	-0.022039	-0.087470	0.033550	0.024157	-0.024005	-0.024547	-0.016953	-0.177219	0.013874	-0.055448	0.012001	0.012944	0.020353	0.162888	-0.014293	0.006298	0.008340	-0.332822	0.259989	0.047855	0.075276	-0.043910	0.142504	0.220225	0.396972	-0.003231	-0.039562	-0.009653	-0.037664	-0.014147	0.159636	0.157800	-0.026886	-0.002209	0.006766	0.013529	0.020829	0.136149	0.034979	-0.050600	0.014700	0.011339	-0.024312	-0.030824	0.080174	0.159848	0.020511	-0.079666	-0.025845	-0.042849	-0.016886	-0.198994	-0.017378	-0.042432	0.033952	-0.052298	0.008183	-0.010590	0.046339	-0.026861	-0.024642	-0.098289	-0.000188	-0.023266	-0.091754	-0.203562	0.026336	0.076585	0.074696	-0.084444	-0.038155	0.020384	-0.122577	0.008011	0.012836	0.060354	0.001176	-0.020643	-0.036456	0.013183	-0.271061	-0.005745	-0.007981	-0.204146	0.021944	0.019831	-0.021140	-0.080560
PC22	0.010011	0.093446	-0.257451	0.009093	0.091692	0.068909	-0.025589	0.022859	0.035248	-0.022429	-0.037187	-0.143374	0.182061	0.013837	0.016464	0.184349	-0.015945	-0.042142	0.010181	-0.008206	-0.014290	0.049489	0.006728	0.107294	0.004659	-0.007294	-0.137169	-0.015610	0.030987	0.030719	0.135803	-0.057826	-0.040900	0.017282	0.048180	-0.046637	0.220075	-0.140285	-0.285898	-0.031721	0.011979	-0.134934	0.072922	0.002640	-0.057678	0.220594	0.017801	0.294556	-0.043984	0.005739	0.026760	-0.012431	-0.115117	0.007651	0.007473	0.015988	0.001183	-0.366392	-0.034279	-0.068533	0.055976	-0.074848	0.009840	-0.012710	-0.035178	-0.217484	0.021850	0.009608	0.040540	0.034897	0.021256	-0.039619	-0.159267	0.008846	0.072294	0.057202	-0.049614	0.064826	0.045340	-0.074140	0.023947	0.022600	-0.034446	-0.113280	0.046922	0.065883	-0.071906	0.011392	0.003602	0.014539	0.013446	0.012184	0.042806	0.004663	-0.026523	-0.158887	-0.145706	-0.001795	-0.122801	-0.282816	-0.017701	-0.015981
PC23	-0.004305	0.132469	0.002778	-0.006165	-0.133018	-0.143259	-0.117321	-0.033895	-0.011894	-0.018871	-0.032665	0.024307	0.155976	-0.010313	-0.011203	0.008365	-0.028618	-0.013921	0.082650	-0.039791	-0.011965	0.064230	0.001604	0.118711	-0.004429	0.003042	-0.140822	-0.074812	0.019273	-0.014644	0.021567	0.244049	0.133475	0.039873	0.068250	0.002845	-0.167459	0.170975	-0.060784	-0.006632	-0.032559	-0.064166	0.169177	0.020454	0.101769	-0.054840	-0.045662	-0.240732	-0.001671	0.002442	0.123835	0.161397	-0.001422	0.000895	-0.000150	0.006907	-0.041963	-0.002907	0.054187	0.023174	-0.022996	0.002818	0.011770	-0.029255	-0.033932	0.166172	-0.005396	-0.031049	-0.027998	-0.027155	0.089389	0.098150	-0.095851	0.033766	-0.262890	0.039572	0.013630	0.294045	0.186250	-0.097835	-0.010721	0.079173	0.020218	-0.222933	0.058668	0.074416	0.274222	-0.001145	-0.001910	0.020563	-0.011091	-0.004029	0.047349	-0.004289	-0.018359	0.137498	-0.115515	-0.178231	-0.146031	-0.153001	0.034596	-0.181928
PC24	0.005022	0.010972	0.180816	0.016600	0.009480	-0.384573	0.029389	0.013633	0.016502	-0.020446	-0.062043	0.178167	-0.052901	-0.000567	-0.010066	0.123505	-0.030306	0.061636	0.057425	0.008722	-0.009884	0.065932	-0.001428	0.154237	0.025764	-0.009615	-0.059426	-0.159816	0.046175	0.001118	0.042890	-0.084016	-0.063827	0.002828	0.081012	-0.109148	0.287060	-0.117672	0.074214	-0.029567	0.007258	-0.037581	-0.125300	0.029158	-0.029400	-0.265593	-0.040280	-0.102893	-0.022635	-0.003103	0.033739	0.017207	-0.351429	0.037076	-0.011779	-0.012238	-0.011843	-0.140635	-0.033455	0.024470	-0.051044	-0.108018	-0.024485	-0.026685	0.003972	-0.037143	0.005914	0.012858	-0.055496	0.050098	0.123685	-0.109548	-0.028135	0.006897	-0.057015	-0.019532	0.143170	0.054951	-0.102773	0.215683	0.017641	0.041481	0.022893	0.177086	0.139315	0.041560	-0.051754	0.004392	-0.002165	-0.021809	-0.015762	0.014471	0.098376	-0.001364	-0.099109	-0.032786	-0.091452	-0.037952	-0.161536	0.237169	0.026109	-0.058439
PC25	-0.042080	0.045698	-0.022960	0.047503	-0.004978	-0.035820	0.064170	0.086041	0.086196	0.011032	0.032585	0.065763	0.004676	-0.080534	-0.031873	0.038554	-0.054983	0.047015	-0.009123	-0.096377	-0.007042	0.175446	-0.027480	0.012072	-0.051139	-0.017672	-0.049908	0.008674	-0.173338	-0.056766	0.071424	0.097074	-0.139596	0.029373	0.003441	-0.021625	0.214896	0.141191	0.180180	-0.058113	0.092203	0.224831	-0.031843	-0.017219	0.121554	0.027366	0.032357	0.266453	0.012841	-0.023375	-0.046038	-0.185947	0.008514	0.047546	-0.020198	0.001804	0.064401	0.085119	-0.013378	0.083932	-0.015838	-0.082715	0.182711	0.001096	0.002769	0.056178	0.004129	0.095941	0.032537	0.040992	-0.041580	0.064320	-0.038830	0.045116	-0.230021	0.090691	0.040093	-0.348369	0.255982	-0.119031	-0.067245	-0.108808	0.072264	-0.113368	0.275931	-0.055849	-0.082357	-0.028846	-0.024241	-0.056706	0.005406	0.052305	0.009186	-0.028321	0.097650	0.153283	0.083700	-0.079954	-0.076280	-0.020826	-0.009491	-0.138316
PC26	0.004351	0.022468	0.122494	0.006518	-0.121138	-0.069567	0.076788	0.055665	0.035461	-0.033704	0.014543	-0.160117	0.113182	-0.003565	-0.034378	-0.106455	-0.011532	0.019528	-0.059951	0.038171	-0.005755	-0.021369	-0.003203	0.037460	0.002534	-0.017901	-0.172318	-0.183602	-0.027167	0.003909	0.007571	-0.354298	-0.036380	-0.001853	-0.034891	-0.063637	-0.088351	-0.009652	-0.033642	-0.022539	0.057009	-0.331370	-0.162511	0.016946	0.026401	0.080545	0.053310	0.041596	-0.028519	-0.004202	-0.087315	-0.218977	0.052471	0.025323	-0.005450	-0.031333	0.057472	0.086992	-0.013116	-0.001627	0.053221	-0.040165	0.124431	-0.024902	-0.022944	0.379201	0.016882	0.073598	-0.048522	0.027898	-0.053702	-0.173604	-0.075771	0.027540	0.002702	-0.135016	-0.002310	0.117719	-0.095194	0.106868	-0.009520	-0.041981	0.005330	-0.006700	-0.040075	-0.052652	-0.121236	0.001801	-0.000001	-0.193528	-0.004546	0.045583	0.009084	0.000240	0.133867	0.192195	-0.021979	-0.179559	0.088124	-0.207970	0.011524	-0.011053
PC27	-0.017641	0.003783	0.078103	0.009150	-0.396052	0.364582	0.045561	-0.007513	-0.014973	-0.020744	-0.009786	0.007905	-0.035235	-0.031742	-0.025601	0.034929	-0.015634	0.080241	0.035982	-0.057316	-0.021449	-0.004605	-0.015762	0.004343	-0.029050	0.003344	-0.180883	0.169599	-0.122459	-0.028591	0.040489	0.073345	0.207002	0.035329	0.043698	-0.067493	0.348172	0.179217	-0.184601	-0.040894	0.001104	-0.033909	-0.018511	-0.038214	0.230248	-0.147007	-0.020795	-0.063449	0.030848	-0.015430	-0.081650	0.068920	-0.033992	0.035444	-0.022073	-0.024509	-0.016635	0.066619	0.055617	-0.149660	-0.058402	0.081344	0.093151	0.024630	-0.024398	-0.069459	-0.006044	0.003365	0.028496	0.006322	0.020163	0.008377	-0.106356	-0.048368	0.168371	0.033082	0.022821	0.021096	-0.100644	0.063742	-0.021887	0.044426	0.036344	0.003423	-0.225196	-0.041670	-0.188741	-0.018163	-0.013060	0.056848	-0.028426	-0.005220	0.027228	-0.015849	0.020430	0.101184	0.038109	-0.108204	-0.117287	0.103711	0.036581	-0.003651
PC28	-0.012430	-0.156693	0.201629	0.003447	-0.180688	0.069376	-0.071032	-0.027262	-0.020109	-0.012695	0.004890	0.092090	0.000692	0.005496	0.037237	-0.212660	0.003629	0.092182	0.031507	-0.016766	-0.007282	0.156807	-0.006348	-0.009062	-0.002775	0.000629	-0.169667	-0.152640	0.087428	-0.014074	0.026933	-0.290251	0.079203	0.013605	0.012655	-0.085775	0.000004	-0.086840	-0.030285	0.005502	-0.039081	0.082046	0.113442	0.042756	-0.031480	0.007667	-0.035775	0.071900	-0.000664	-0.004282	0.049567	0.159135	0.346004	-0.023850	-0.002465	-0.001303	-0.041166	-0.245380	0.066794	-0.055378	-0.035501	-0.023378	-0.152372	0.016277	-0.019769	-0.197165	0.021426	-0.038519	0.014552	-0.011862	0.043115	0.035053	0.102474	-0.009782	-0.100395	0.073613	-0.174001	0.079711	0.169619	-0.010189	0.010383	0.034569	-0.040899	0.152994	0.224223	0.027480	-0.100444	-0.009293	-0.008750	-0.031854	-0.008403	-0.019125	-0.045714	-0.010823	0.271579	0.020949	0.049295	0.007534	0.116078	0.116619	-0.010783	-0.170383
PC29	0.032602	-0.176851	0.251982	0.008429	0.024486	0.116857	-0.010925	0.050863	0.047926	-0.058599	-0.034398	-0.211372	-0.051217	0.003123	0.013581	0.035814	0.031844	-0.037777	0.005168	0.028875	-0.058330	-0.126462	0.023014	0.108818	0.010746	-0.019760	-0.084983	-0.148874	0.006324	0.001955	0.026723	0.068443	-0.139679	0.031386	-0.009752	-0.065202	0.070824	0.099315	0.149528	0.035181	0.056211	0.111924	0.259899	0.084871	0.096532	-0.196516	0.011320	0.109372	-0.050537	0.020166	0.022235	-0.235049	0.219401	0.049804	0.011252	-0.017381	0.055699	0.085206	-0.041980	0.143059	0.016867	-0.021181	-0.273347	-0.007311	-0.052762	-0.174474	0.011528	0.068179	-0.042173	0.039813	0.066688	-0.008500	-0.152926	0.041608	-0.032561	0.008265	0.056548	0.062780	-0.150965	-0.018866	0.030280	-0.067767	-0.039616	0.032309	-0.154621	-0.033098	0.120154	0.028235	0.023744	-0.118602	0.014917	0.053975	0.050670	0.024363	-0.157737	0.071094	-0.189003	0.226027	-0.099358	-0.155617	-0.057165	-0.060019
PC30	-0.014178	0.087803	-0.027213	0.006368	0.284212	0.143703	-0.029320	0.035935	0.043045	-0.019270	-0.013452	0.245092	-0.037447	-0.037017	-0.042505	0.241940	-0.052142	-0.036086	-0.013474	-0.023268	-0.018627	-0.014293	-0.007782	-0.029170	-0.027816	0.005476	0.072628	-0.133084	-0.056477	-0.058569	-0.093951	-0.407516	0.063235	-0.042529	-0.039866	-0.003818	-0.003898	0.167231	-0.155567	-0.076104	0.046092	0.203108	-0.062091	-0.031886	0.120774	-0.035853	0.012012	-0.027854	-0.017194	-0.006103	-0.053782	-0.090482	0.068364	0.017275	-0.000767	0.027729	0.048965	-0.048091	-0.032759	-0.132370	-0.034720	0.190954	0.027940	-0.009885	-0.028684	-0.027901	-0.019717	0.043667	0.012314	0.037738	0.055513	0.243756	0.078629	0.073132	-0.061749	-0.107853	-0.126767	0.121148	0.106317	0.201722	-0.035843	-0.110331	0.064348	0.068556	-0.108803	0.008461	0.183409	-0.006520	-0.006325	-0.056874	0.014987	0.026844	0.059515	-0.003861	-0.203350	-0.016465	0.080816	-0.105541	-0.053748	-0.079163	0.124909	-0.061564
PC31	-0.010016	-0.171722	-0.078724	0.023071	0.246788	0.072655	-0.045629	0.020399	0.057509	-0.068552	-0.074108	0.007314	-0.048056	-0.064935	-0.028098	-0.065334	-0.060425	-0.083670	0.029088	-0.025488	-0.045244	0.057128	0.001512	0.201835	-0.032363	-0.014661	-0.034923	0.087689	0.281580	-0.055782	0.051107	-0.004820	0.070543	0.040456	0.018171	-0.039904	-0.165335	0.126837	-0.057943	-0.090303	0.031524	-0.205667	0.136879	-0.028776	0.005622	-0.003446	-0.029095	0.165221	-0.062766	0.002625	0.025729	0.021685	-0.022873	0.009495	-0.007137	-0.018191	-0.012729	-0.039647	0.055105	0.049424	-0.110956	0.379846	0.085620	0.016938	-0.065819	0.110430	0.019538	0.048541	-0.005868	0.011817	0.053258	-0.188458	0.096565	0.005151	0.058684	-0.051572	-0.019672	-0.192069	0.117365	-0.031333	-0.071873	0.116410	-0.019403	-0.005495	-0.025984	0.032449	-0.108241	-0.003550	-0.002068	-0.074327	-0.016968	0.054789	-0.023103	-0.008571	-0.101280	0.202418	-0.209330	0.039890	-0.116727	0.323821	-0.009979	-0.043983
PC32	0.006391	0.018572	0.043166	0.017076	0.027899	-0.031722	-0.089072	0.044409	0.056661	0.031036	0.080635	-0.028836	0.229129	-0.023129	0.048961	-0.091184	0.053228	0.037864	-0.084689	0.042064	0.045515	0.345726	0.014119	-0.057378	0.055928	-0.004640	-0.029698	0.305894	0.019018	0.079612	0.198531	-0.052240	-0.067178	-0.060741	-0.005050	0.010610	-0.041775	0.149906	-0.010996	0.040431	0.049939	-0.026445	-0.080646	0.012293	0.036352	-0.192487	0.045018	-0.179280	-0.050699	0.015022	0.106388	-0.163534	-0.065400	0.024035	0.013794	0.013891	0.046608	0.047089	-0.090311	-0.472839	0.059684	-0.075351	-0.120053	-0.007240	0.024299	-0.085184	-0.011775	0.045101	-0.016822	0.029176	-0.143324	-0.134520	0.143809	0.073475	-0.026233	-0.104217	-0.058523	-0.006879	0.072764	-0.176295	0.041814	-0.057976	0.012901	0.089803	0.001616	-0.055500	0.026797	0.009023	0.013031	-0.030469	0.036257	0.026285	-0.058287	0.011150	-0.111371	-0.031890	-0.152205	0.110070	0.029889	-0.019574	0.034928	-0.028844
PC33	-0.020531	0.087756	0.124738	-0.006043	0.132388	-0.046470	-0.110876	-0.015639	-0.011988	0.014226	0.070678	-0.066040	0.176558	-0.016242	-0.018177	-0.213061	-0.048372	-0.071093	-0.026838	-0.010100	-0.009019	-0.092403	0.002048	-0.106860	-0.021820	0.012362	0.283859	-0.035817	-0.093469	-0.068408	0.091011	0.031599	-0.098401	-0.049608	-0.011484	0.009677	0.107946	-0.078685	-0.117432	-0.023362	-0.011571	0.162957	0.124659	-0.032383	-0.089234	0.100483	-0.044534	0.163215	0.023386	0.006020	0.151695	0.038478	-0.026624	0.029270	0.008713	0.004122	-0.012516	0.034229	0.077424	-0.076067	-0.023957	-0.283827	0.233630	-0.029693	-0.004983	-0.051608	0.010294	-0.012501	-0.048796	-0.012596	-0.006048	0.026131	-0.001258	-0.024216	0.055861	-0.074644	0.086299	0.145569	0.177546	0.115526	-0.005019	0.059241	-0.043680	0.143310	-0.356497	-0.042932	0.025712	-0.013806	0.001971	0.014564	0.008413	-0.003379	0.012660	-0.011821	0.103391	0.301214	-0.149234	-0.048608	-0.042493	0.170960	-0.041139	-0.093080
PC34	0.016803	0.178052	0.188478	-0.071253	0.216212	-0.194897	-0.008673	-0.081360	-0.096017	0.007047	0.042700	0.019424	-0.209713	0.045626	-0.027765	0.041253	-0.021853	-0.039398	0.007309	-0.003739	-0.004432	0.115449	0.014592	-0.041849	0.011646	0.031703	-0.053362	0.184624	0.139364	-0.031188	-0.079073	-0.183999	0.112192	0.106747	0.044350	0.006157	0.081442	-0.084896	-0.109767	0.024659	-0.071667	-0.052277	0.059286	0.046867	-0.078898	-0.054746	-0.034815	0.046869	0.003412	0.015405	-0.028947	-0.028390	0.207275	0.026706	0.023092	0.016849	-0.006920	0.109192	-0.052720	-0.184454	-0.049411	0.069918	-0.001470	-0.010522	0.002041	0.018512	0.007412	-0.071845	-0.025254	-0.070511	0.013834	-0.040541	-0.255972	0.056544	0.142968	0.151646	0.440001	0.006982	0.088412	-0.157221	-0.000183	-0.036810	-0.072441	-0.153502	-0.019898	-0.024887	0.022022	0.014594	0.016597	0.034299	0.008658	-0.041151	0.036343	0.023294	0.052688	0.075579	0.252109	0.099783	-0.044128	-0.051423	-0.022430	-0.057357
PC35	0.016254	0.194085	0.018313	0.029636	-0.111159	0.161613	0.139786	0.028273	0.039180	0.045618	-0.108029	0.004903	0.005946	-0.007828	0.003943	-0.203284	-0.018031	0.053120	0.052156	-0.075301	0.020362	0.272714	-0.001973	0.310435	-0.052987	-0.032279	0.229041	-0.021509	0.347230	0.004219	-0.026251	-0.071780	0.071462	-0.092811	-0.086462	0.135669	0.030563	-0.046413	0.025409	-0.062046	0.017786	0.246122	-0.046492	-0.020122	-0.059311	0.157461	0.048401	-0.058888	-0.017439	-0.007237	-0.110714	0.043811	-0.049561	-0.072764	-0.021303	-0.057302	-0.028977	0.091104	0.016088	-0.022268	0.067120	-0.025739	0.058161	-0.028215	0.042064	-0.020692	0.015750	0.051372	-0.029169	-0.016580	-0.005064	-0.043480	-0.220804	-0.071767	-0.144536	0.155365	0.042268	-0.020548	-0.172501	0.051806	-0.044471	0.117457	0.022321	0.047713	-0.071812	0.057449	0.031419	0.005946	-0.005835	-0.157281	-0.055256	0.054569	-0.132443	0.001709	-0.174197	-0.060361	-0.036284	0.000463	0.098136	-0.082771	-0.068945	-0.121407
PC36	0.061108	0.174413	-0.094649	-0.065659	0.034465	-0.181665	-0.141746	-0.074560	-0.048890	0.000904	-0.081062	0.089057	0.057039	0.045779	-0.079082	0.010009	-0.028797	-0.126815	-0.017942	0.009852	-0.004240	-0.071210	0.027542	0.275947	0.020490	-0.013875	-0.051216	-0.045533	-0.186933	-0.020722	0.207914	0.019404	0.006413	-0.034752	0.177969	-0.008900	-0.106435	0.125220	0.003950	-0.031713	-0.063839	0.177035	0.048597	-0.000489	0.118420	0.100450	0.009260	-0.031708	-0.071184	0.020608	-0.013215	0.101979	0.183909	0.003258	0.009433	-0.017095	-0.061074	0.274979	-0.042434	-0.112812	-0.003269	0.037286	0.161230	-0.010641	-0.011728	-0.065785	-0.033007	-0.041628	-0.024153	-0.071979	0.022404	-0.044040	0.040823	-0.020642	0.193658	-0.062790	-0.082814	-0.010797	-0.175076	0.167541	-0.011693	0.078822	0.069190	0.098384	0.194877	0.069563	-0.212923	0.047190	0.023601	-0.068229	-0.043383	0.007868	0.081864	0.033986	0.145337	-0.038051	-0.028715	0.301544	-0.057600	-0.124407	0.025378	-0.012366
PC37	-0.001995	0.052600	-0.084119	-0.009459	0.105185	-0.086829	0.030076	0.045581	0.032508	-0.057799	-0.059592	0.114211	0.166970	-0.034336	-0.005427	-0.034746	0.044016	0.053768	-0.101748	0.023343	-0.043400	-0.097112	-0.004555	-0.145094	0.043386	-0.007162	0.292510	-0.130957	0.073111	0.031297	-0.037334	0.074945	0.114489	0.049979	-0.020645	-0.022943	-0.064323	0.159888	-0.114193	0.033033	0.067294	-0.058595	0.159259	-0.055540	0.095279	-0.151424	0.061714	-0.083813	-0.046529	-0.003897	0.049925	-0.129211	-0.066656	-0.090268	-0.002406	-0.022094	0.068901	-0.034494	0.081590	-0.022982	0.085326	0.100614	-0.074173	0.012687	-0.085142	-0.119836	0.017604	0.057632	0.007251	0.006857	0.029604	0.066132	-0.481232	0.015284	-0.134634	-0.060980	-0.030960	0.044063	-0.052982	-0.033736	0.065482	-0.104010	-0.010679	0.000058	0.113819	-0.058752	-0.353894	-0.002741	-0.000054	0.027664	0.019920	0.014943	-0.075355	-0.000450	0.192670	0.000470	0.026318	0.011531	0.154599	0.115724	0.073476	0.071668
PC38	0.008406	0.180988	0.197010	-0.015045	0.126507	0.182685	-0.037560	-0.075899	-0.061051	-0.053997	0.115211	-0.237292	-0.078252	0.034569	0.047702	0.022533	-0.020275	-0.119964	-0.024038	0.095794	-0.057695	0.157374	0.003779	-0.166762	0.071109	0.030599	-0.184201	-0.090918	-0.024637	0.027152	-0.000193	-0.014781	-0.002185	-0.064594	-0.051906	-0.050979	-0.208105	0.082813	0.031724	0.017990	-0.088943	-0.024293	-0.276361	0.031223	0.005410	-0.060014	-0.051774	0.138785	-0.042722	0.002619	-0.136910	0.153737	-0.284034	0.038814	0.004303	0.029135	-0.071273	0.099609	0.114645	0.043971	-0.046917	-0.044287	0.070913	-0.020422	-0.057141	-0.082270	0.023260	-0.101745	-0.030960	-0.043437	0.094355	0.227492	-0.243887	0.110333	0.006393	-0.021119	-0.144220	-0.126999	-0.051584	-0.065406	0.038178	0.057427	-0.066184	0.044495	0.065888	0.065949	0.071235	0.003348	0.001777	-0.032858	0.001897	-0.072967	0.052295	-0.002864	0.073926	-0.019610	-0.154839	0.108467	0.064582	0.103144	0.101118	-0.120778
PC39	-0.012810	0.002980	-0.049503	0.021592	0.029556	0.016562	0.178150	0.031818	0.044472	-0.004177	-0.102337	-0.226596	-0.338724	-0.003166	-0.012903	0.144166	0.038259	0.083693	0.049111	-0.015585	-0.011271	0.227256	0.003370	0.124982	0.005053	-0.025476	0.255106	0.113078	-0.188141	-0.042547	-0.066835	-0.062574	0.016738	-0.018745	0.029497	-0.019194	-0.039115	-0.011050	0.101732	-0.032813	0.018520	0.017252	-0.061247	0.044186	-0.117245	0.080398	-0.072601	-0.087056	0.005573	0.006034	-0.045008	0.045737	0.009490	0.047251	0.003682	0.010719	-0.013015	0.050694	-0.089318	-0.031985	-0.028202	-0.084673	-0.189139	-0.005498	0.003924	0.062725	-0.007871	0.018457	0.007827	0.055157	0.124177	0.085689	0.022403	-0.108478	-0.050156	-0.097096	-0.156962	0.306361	0.170891	-0.076928	-0.049486	-0.025572	-0.111951	-0.118470	-0.015896	0.026071	-0.340889	-0.000345	0.000321	0.052183	0.006543	0.036975	0.125928	-0.011939	0.070648	0.137580	-0.142591	0.069623	-0.121571	0.019182	0.022848	0.067770
PC40	0.008070	0.339395	-0.254890	-0.042816	-0.124370	-0.010471	-0.041665	-0.008398	-0.035925	-0.013302	0.048168	-0.290693	-0.035955	0.019337	0.007521	0.070786	-0.045008	-0.011535	-0.068872	-0.011658	-0.016234	0.221316	0.001964	-0.138515	-0.009300	0.016980	-0.060590	-0.238234	0.161004	0.004621	-0.120011	0.075016	0.092284	0.034915	-0.046897	-0.019446	0.198404	0.009002	-0.031885	-0.015601	0.009257	0.079153	0.007065	0.019126	-0.055171	-0.071695	-0.023005	-0.020912	-0.058740	0.002133	0.217013	-0.112760	0.119199	-0.002878	0.009017	0.016651	0.055221	0.027134	-0.032103	0.173886	-0.062465	0.147654	0.107316	-0.015461	-0.016690	0.002967	0.000283	-0.017030	-0.066755	-0.001804	0.020235	-0.141018	0.232336	0.081393	-0.062490	-0.240062	0.009642	0.080419	-0.094372	0.018766	-0.021805	-0.140859	-0.001429	0.008408	-0.043153	-0.058841	-0.033205	0.008049	0.008641	0.154281	0.037244	-0.037330	-0.019907	0.011031	0.002530	-0.045160	0.067584	0.154584	0.079959	0.132266	-0.048313	-0.172979
PC41	-0.019287	0.182718	0.032316	0.070155	0.145028	0.069726	-0.058588	0.069419	0.059973	0.076349	0.032773	-0.022043	0.036437	-0.019261	0.072424	0.037990	0.029710	0.075325	-0.049041	-0.038349	0.045209	-0.056667	-0.021466	-0.108865	0.001198	-0.016493	-0.000256	-0.029175	-0.358579	-0.000560	0.217169	-0.030895	0.097274	0.044225	0.001185	0.166640	0.055098	-0.223916	-0.065878	-0.074385	0.050008	-0.094565	0.034801	-0.134273	-0.153301	-0.047929	0.163923	-0.005034	0.079371	-0.024475	-0.151848	0.070287	0.214034	0.000961	-0.032435	-0.026562	-0.024656	0.091100	0.011946	0.078046	0.045983	0.165344	-0.161569	-0.040424	0.092354	0.130516	0.006882	0.037887	0.034961	0.070758	-0.211373	-0.080458	-0.066541	-0.074449	-0.158802	0.106266	0.027415	0.040416	-0.141736	-0.054075	-0.020004	0.094671	0.070026	0.018175	0.051731	-0.003917	0.028116	-0.033044	-0.023947	0.024840	-0.020588	-0.011494	-0.009286	-0.028163	-0.057826	-0.123994	-0.188661	-0.006549	-0.097387	0.240159	0.093171	-0.228528
PC42	-0.016560	0.127020	0.032169	-0.012355	-0.140687	0.279938	-0.159890	0.027116	0.029805	0.015268	-0.045697	0.142723	0.195178	-0.036274	-0.039539	0.159721	-0.044885	-0.207251	-0.019495	0.022432	-0.000416	0.035301	-0.012931	-0.033847	-0.026418	0.003643	-0.023533	0.157768	0.117060	-0.042143	-0.104500	-0.197746	0.021501	-0.074853	0.094815	0.051320	-0.170098	-0.111820	0.077125	0.002103	0.046759	-0.013408	0.195443	-0.011739	-0.005250	-0.026940	0.062788	-0.018073	-0.032266	-0.011229	0.057257	-0.092001	0.002213	-0.000608	-0.003718	0.016332	0.048272	0.098061	-0.135344	0.226541	-0.075306	-0.398685	-0.051669	0.007240	0.014984	0.142722	-0.019698	0.032196	-0.028621	0.011786	0.019719	-0.075722	-0.153189	0.077610	0.152282	-0.037139	-0.089446	0.030586	0.070144	0.012008	-0.034945	-0.003690	0.018151	-0.002298	0.163248	0.004005	-0.058157	-0.010886	-0.012038	0.120894	0.017097	0.004601	0.033182	-0.004239	-0.112766	-0.059367	0.098464	0.027315	-0.178914	0.214396	-0.055246	0.045703
PC43	-0.025257	0.028109	-0.019781	0.001723	-0.080308	0.057239	-0.027174	-0.017736	0.012750	-0.050613	-0.023446	-0.008258	0.252961	-0.013073	-0.001711	0.070632	-0.023256	0.016942	-0.055902	-0.006856	-0.027173	0.002028	-0.020382	0.001675	0.037534	0.011052	0.030119	0.136894	-0.033490	0.001937	-0.130455	0.098086	-0.125814	0.008109	0.032853	-0.070152	-0.106850	-0.147455	0.023035	-0.056244	-0.035071	0.031161	-0.213176	-0.053843	0.110307	0.004741	0.119775	0.038754	0.014142	-0.018336	-0.091795	0.120541	0.046084	-0.016823	-0.010139	0.006056	-0.041858	-0.027474	0.105764	0.125816	-0.016785	0.075162	-0.188786	0.022314	-0.044766	-0.113695	-0.000437	-0.003228	0.022539	0.008511	0.108819	-0.156051	0.029974	0.044608	-0.183366	-0.284543	0.296458	0.009651	0.214361	0.048472	-0.040924	0.151883	-0.072973	0.053218	-0.163183	0.057903	-0.103360	-0.027574	-0.028193	-0.288408	-0.039548	0.007745	-0.010898	-0.012894	0.036553	-0.065244	0.226111	0.140120	-0.105742	-0.064764	0.258581	-0.039567
PC44	-0.047770	0.180380	0.081707	0.028287	-0.035984	-0.222489	0.105329	0.051209	0.006693	-0.075393	0.130597	-0.049950	0.079159	-0.014588	-0.007568	-0.152581	-0.005169	-0.161223	0.011368	0.011815	-0.050218	0.210029	-0.027734	-0.172450	-0.031455	0.020145	-0.006990	-0.100300	0.025330	-0.043664	0.151711	0.053368	-0.004737	0.028833	-0.080099	-0.083432	-0.080228	0.022296	0.051635	-0.006876	0.033107	0.184649	0.028555	-0.056099	-0.029232	-0.042055	-0.003676	-0.004561	0.036127	-0.022467	-0.151754	-0.014941	0.039927	0.065029	-0.014586	-0.015915	0.042276	-0.092209	0.159148	0.091539	0.005117	0.175195	-0.052673	-0.020225	-0.080894	-0.023958	0.011853	0.041841	0.068716	0.053038	-0.077452	-0.095630	0.006880	0.047561	0.173689	0.195308	-0.247130	0.107056	0.008923	0.000718	0.031810	0.087069	-0.069502	-0.019558	-0.083433	-0.074413	-0.040545	-0.041207	-0.023217	-0.096309	-0.001256	-0.000374	0.044341	-0.021658	-0.084713	-0.046147	0.191173	-0.087784	-0.352588	-0.010273	-0.066966	0.347156
PC45	0.016054	-0.073695	0.127804	-0.040562	0.152751	-0.005272	-0.058138	0.000255	0.004233	0.011806	-0.119021	-0.194122	-0.305538	-0.012961	-0.109925	0.008445	0.030400	0.014137	-0.056426	-0.008067	0.007138	0.118670	-0.034691	0.034991	0.009493	-0.009291	0.017460	-0.029627	0.015822	0.013007	0.168024	0.039601	0.047122	-0.070421	0.088786	-0.030247	0.042710	-0.028118	0.027658	-0.083329	0.033977	-0.027117	0.169204	-0.175904	0.200624	-0.023724	0.441627	0.000592	0.015013	-0.043501	0.275651	0.058467	-0.155978	-0.150490	-0.038762	-0.030355	-0.000007	-0.046038	-0.002860	0.038399	-0.012066	-0.107590	0.002313	0.027283	0.005205	0.052688	-0.010270	0.043189	-0.093725	-0.045947	-0.139074	-0.036393	0.028828	0.071189	0.084148	0.025496	-0.142226	0.011193	0.008092	0.022908	-0.013416	0.034435	0.024445	-0.051098	-0.098420	0.098602	0.066657	-0.016243	-0.038673	-0.072520	-0.089188	0.005631	-0.042812	-0.000474	0.109048	-0.083358	0.260055	-0.070301	0.072351	-0.037983	0.232262	-0.024167
PC46	0.009323	0.036009	0.072506	-0.003798	-0.098979	-0.037794	-0.050515	0.039785	0.056444	0.025554	-0.150764	-0.047926	0.060660	-0.031364	-0.047615	0.147631	0.041215	0.009883	-0.045718	0.007297	-0.023961	0.134905	0.019582	0.014129	0.006667	-0.025107	-0.183425	-0.070994	-0.134982	0.045938	-0.044129	-0.031208	0.164523	0.028920	0.258251	0.052509	-0.209278	-0.197885	-0.047690	0.015250	0.063016	0.309158	-0.013825	0.043576	-0.061826	0.044082	0.079490	-0.027151	0.031541	0.019434	0.049911	-0.111696	-0.155462	-0.125689	0.017414	-0.035927	0.040530	0.024831	-0.026022	0.110912	0.077082	0.217913	-0.078065	-0.027516	0.018894	-0.188230	-0.002164	0.070084	-0.042298	-0.029722	-0.067048	0.070585	0.027279	-0.047030	0.209675	-0.040205	0.228268	-0.049760	0.094844	-0.086172	0.000143	0.006049	0.066169	0.040463	-0.019573	-0.013242	0.006550	0.007741	0.016287	-0.004092	0.015163	0.059837	-0.008107	0.006560	0.034749	0.189189	-0.200558	-0.230129	0.215806	0.023858	-0.092773	0.185880
PC47	-0.018189	-0.085115	0.021072	-0.009574	0.008015	0.124824	-0.126119	-0.021652	-0.036269	0.031878	0.115086	0.096929	-0.220916	0.043155	0.041051	-0.062409	-0.023310	0.013706	-0.076040	0.014701	0.033876	0.088322	0.003408	-0.185154	0.038132	0.032867	0.142300	0.023394	0.096764	0.042844	0.443608	0.022269	0.055201	-0.022439	0.107871	0.041578	-0.112513	-0.121878	0.005719	-0.133691	-0.056717	0.067494	0.119943	0.107269	0.177662	0.046733	-0.398884	-0.042960	-0.031269	0.011573	-0.094810	-0.106361	-0.124655	0.055259	0.031375	0.058006	0.054392	-0.058091	-0.068330	0.171889	-0.016476	0.034931	-0.018714	0.010193	0.027905	0.031176	-0.027263	-0.067302	-0.007488	0.061730	0.030660	-0.092106	-0.003227	0.005866	-0.035197	-0.157980	0.128595	0.032675	-0.055547	0.009355	-0.053976	-0.005470	0.158059	-0.004322	-0.027112	-0.022349	-0.106488	0.014914	0.010456	-0.056665	0.099249	-0.052482	0.073612	-0.005631	0.058691	-0.119477	0.025422	-0.154226	-0.005192	-0.175940	0.013845	-0.128614
PC48	0.005672	0.052774	0.025508	-0.018416	0.083789	0.132329	0.004479	0.006699	-0.037027	0.052509	-0.058020	0.075506	-0.072017	0.061982	0.050814	-0.144977	0.010334	0.058857	-0.134130	0.012984	0.056568	-0.096549	-0.001022	-0.253626	0.067294	0.020361	-0.080286	0.012288	0.095650	0.025071	-0.277336	0.021117	-0.069380	-0.050706	0.316651	0.089628	0.014163	0.252824	0.016843	-0.055347	-0.017942	0.162153	0.023925	0.110483	-0.279120	-0.003192	0.108282	-0.004865	0.000820	-0.005056	0.072691	0.002541	-0.037337	0.028031	-0.000114	-0.044161	-0.014127	-0.053741	-0.114218	-0.015189	-0.070196	0.000008	0.058444	-0.020261	0.036922	-0.017229	0.008069	-0.030503	0.069331	0.056478	0.049455	-0.292923	0.055907	-0.019769	-0.088133	0.174508	-0.021402	-0.005149	-0.111070	0.036044	0.016764	0.067425	-0.037912	-0.018690	0.045699	-0.027115	-0.097938	-0.019341	0.000321	-0.036784	0.010042	-0.070628	0.133154	-0.009243	0.058017	0.056559	-0.152423	-0.115408	-0.124619	-0.173156	0.306995	0.020975
PC49	0.014570	-0.120928	-0.039135	-0.038869	-0.136352	-0.038895	-0.107107	0.000203	-0.026221	-0.013645	-0.038885	0.045137	0.085304	0.045101	-0.021359	0.083946	-0.001029	0.094541	-0.049923	-0.056000	-0.023542	0.020767	0.012101	0.041603	0.007431	0.004393	0.063054	-0.026955	0.034656	0.017028	0.228562	0.021137	0.004234	0.050737	0.003789	0.013666	-0.001983	0.377776	-0.001212	-0.071089	-0.015957	-0.088556	-0.055775	-0.005707	-0.549848	-0.047790	0.055707	0.032815	0.013274	0.011333	-0.073625	-0.106286	-0.065442	0.003049	0.012576	-0.055664	0.017106	0.021606	-0.065117	0.168552	0.029350	-0.018594	-0.035985	0.005454	-0.030020	-0.042087	0.004968	0.029565	-0.040669	-0.005254	-0.040249	0.251819	0.029202	-0.053134	0.243780	-0.012295	0.041618	0.081959	0.056680	-0.036424	-0.026886	0.107326	-0.069119	-0.012306	-0.041945	-0.078400	-0.010988	0.003666	0.010811	-0.160216	-0.018441	0.022363	0.034291	0.024495	-0.026900	-0.055079	0.224060	0.005806	0.053624	0.026399	0.021081	-0.252293
PC50	0.023537	-0.024662	-0.052021	-0.022829	0.002950	-0.072816	-0.263107	-0.009157	0.002454	-0.030143	-0.089225	-0.042513	0.106744	0.001620	-0.002656	-0.049513	-0.009427	-0.154481	-0.122946	0.015126	-0.045393	0.056043	0.030072	0.099596	0.020901	-0.011464	0.067325	0.062707	-0.066814	-0.028408	-0.095445	0.053233	-0.034596	-0.046920	0.231223	0.038401	0.206708	-0.145625	-0.014896	-0.095785	-0.020676	-0.097228	-0.152819	0.041744	0.097049	-0.031038	-0.295663	0.051071	-0.060838	0.034228	-0.011817	-0.160652	0.047660	-0.116680	0.035902	0.009049	0.070582	0.096983	0.047975	0.059698	-0.043510	0.041194	-0.058285	-0.004205	-0.005125	0.084882	0.002520	0.012178	0.003455	-0.016189	0.167796	0.073620	0.055846	0.017503	-0.000714	0.419796	-0.189581	0.113068	-0.007798	-0.085921	-0.022026	-0.071538	-0.034112	-0.025783	-0.093239	-0.021677	0.028619	0.049315	0.032143	-0.156124	0.053218	0.054963	-0.093642	0.030456	-0.032315	-0.037918	0.048027	-0.010121	0.206758	0.130535	0.260495	0.045778
PC51	-0.041560	-0.162406	0.160542	0.015229	0.119170	-0.083683	0.289851	0.054384	0.001493	0.048619	-0.168925	-0.204098	0.308534	0.020077	0.035772	0.179818	-0.001223	0.148188	0.056615	-0.014572	0.023394	-0.010159	-0.013843	-0.070057	-0.096764	-0.009545	-0.123437	-0.029110	0.083918	-0.041280	-0.093550	0.007067	0.089428	-0.008188	0.019023	0.142159	-0.199595	-0.103952	0.052826	-0.038687	0.022819	0.033032	0.081351	-0.104401	0.060576	0.001363	-0.226810	-0.047198	0.023902	-0.005238	0.037165	-0.037431	-0.106568	-0.015476	0.006560	-0.005166	0.056073	0.071754	-0.070579	-0.080490	0.098198	0.035789	0.157863	0.051551	0.032874	-0.046815	-0.011618	0.005170	-0.005453	0.075491	0.013954	0.013906	0.065625	-0.170006	0.038000	0.172935	-0.097219	-0.038414	-0.006159	0.030860	-0.073810	-0.031992	0.062286	0.048160	-0.129658	-0.052202	-0.071712	-0.015480	-0.006318	0.117616	0.063976	-0.015337	0.038466	-0.020816	0.128201	-0.098358	0.168102	0.123277	-0.165945	-0.016089	0.077727	-0.285057
PC52	-0.005868	0.119548	-0.113427	0.003045	-0.010410	-0.051043	0.174551	0.025500	0.005134	-0.033095	0.023131	0.085959	-0.047658	-0.009974	0.127150	-0.203629	0.061195	0.136527	-0.035534	0.042578	-0.027003	-0.013554	0.023825	-0.044256	0.046779	-0.006643	0.130424	0.013321	0.032571	-0.045035	-0.181446	0.082778	-0.088443	-0.068471	-0.003007	-0.009149	0.033014	-0.202342	-0.018004	0.076723	0.009639	-0.039425	-0.009256	0.067687	0.208712	-0.063430	0.042624	-0.020836	-0.024077	0.024595	0.034780	-0.049571	0.043011	0.028511	0.008954	-0.100923	-0.026670	-0.014472	0.028792	0.040260	0.033193	0.028359	-0.101926	-0.003745	-0.000422	-0.009191	-0.038959	0.042711	0.070964	0.016586	0.024725	0.125793	0.007756	-0.000021	0.530794	-0.121881	-0.098044	-0.024547	0.019685	-0.047067	0.032026	0.089459	0.035133	-0.058729	0.202633	-0.098481	0.079198	-0.023774	0.022208	-0.101774	-0.005588	0.018987	-0.018701	0.005915	-0.076119	0.114017	-0.089588	-0.085088	-0.100233	-0.065296	0.140251	-0.377698
PC53	0.014041	-0.100400	-0.085356	-0.058436	-0.111291	-0.116493	-0.160592	-0.015455	-0.035206	-0.043654	-0.062596	0.028611	-0.045024	0.029091	0.025693	0.263632	0.000081	-0.082677	0.008183	-0.021604	-0.025585	-0.015337	0.010583	-0.296104	0.003587	0.051623	0.081420	0.024096	0.282282	0.003681	0.041927	0.001585	0.034199	-0.008354	-0.025157	-0.100146	0.018480	-0.149785	0.077449	0.081282	-0.000699	-0.024330	0.028299	-0.003310	0.114369	-0.041743	0.360857	-0.028213	0.006710	0.003413	-0.389554	-0.037379	-0.009315	0.007852	0.016267	-0.038585	0.001226	0.049254	-0.007373	-0.041932	0.021447	-0.032935	0.163774	0.009102	-0.007768	-0.037871	-0.004990	-0.025145	0.065839	-0.071350	0.029359	0.073268	0.168222	-0.016611	-0.083812	0.210206	-0.031156	0.124499	0.036679	-0.000244	0.011429	0.059495	0.126982	-0.013398	-0.045387	-0.034693	-0.119537	-0.034782	0.006082	-0.071197	0.016563	-0.086566	-0.017369	0.003486	-0.000468	0.167227	-0.199881	0.122268	0.033713	-0.072347	-0.083621	-0.113316
PC54	-0.009605	0.111853	0.004416	0.017555	0.114984	0.081304	-0.201848	0.016488	0.004264	-0.042656	-0.042239	0.013121	-0.104855	-0.046688	0.163875	0.171991	0.083131	0.110560	0.056705	-0.000835	-0.024561	-0.034187	0.061815	-0.047230	0.028630	0.005885	0.019835	0.062592	-0.100836	0.048107	-0.065644	-0.022984	0.006750	-0.067301	-0.045432	-0.034850	-0.056348	0.050035	-0.049122	0.183613	-0.021218	-0.024371	-0.109412	0.110367	0.101465	0.005098	-0.081694	-0.000777	0.094385	0.068189	0.302257	-0.087519	-0.048776	-0.003280	0.041949	-0.205092	-0.083078	0.040438	0.070774	0.030259	0.035256	0.022347	-0.033933	0.026211	-0.046974	0.013637	-0.018963	0.071707	-0.062159	-0.098475	-0.025742	-0.129751	0.021874	-0.065897	-0.119191	0.180808	-0.074525	-0.035601	0.044422	0.129838	0.142985	0.308898	-0.090292	0.000419	-0.027222	-0.197358	-0.101136	-0.026033	0.059189	-0.182003	0.002642	0.039687	0.029688	0.030176	0.045226	-0.083396	0.101345	-0.056237	-0.030062	-0.032030	-0.406274	-0.105424
PC55	-0.025718	0.215223	-0.054799	0.003777	-0.135202	-0.054442	0.273837	-0.005038	0.035388	-0.044829	0.064308	-0.023422	-0.167700	-0.086421	0.033742	0.343330	0.009808	0.005749	-0.129657	-0.045225	-0.028365	-0.217058	0.027056	-0.022430	-0.006745	0.002713	-0.055023	0.093398	0.111176	0.016569	0.112627	-0.005951	0.046577	-0.023322	-0.056362	-0.140625	-0.089536	0.049291	0.006925	-0.127081	-0.009097	0.027777	0.168797	-0.154668	-0.091944	0.058338	-0.256128	-0.027543	-0.003784	0.038590	0.020550	0.051136	0.049745	-0.076614	0.029908	-0.005876	0.012113	0.020085	0.162839	-0.098309	0.113804	-0.198004	-0.086335	-0.004039	-0.029826	-0.071939	-0.020877	0.031060	0.072847	-0.043759	-0.112204	-0.139864	0.066981	0.182036	0.001752	0.085685	0.000498	-0.065786	0.027145	0.112813	-0.020979	-0.015230	-0.092297	0.007020	0.060356	-0.060380	0.104135	0.007967	0.027457	-0.223890	0.029436	0.078672	-0.105837	0.004696	0.022729	0.101498	-0.107178	-0.035435	0.131209	0.100631	0.186603	0.002934
PC56	-0.035839	-0.070822	-0.023888	0.029464	-0.031975	-0.081293	-0.021940	0.043668	0.028414	0.052341	-0.126951	-0.073281	-0.057878	-0.091520	0.166904	-0.008902	-0.027375	-0.008812	-0.138980	0.079986	0.053708	0.134346	0.084750	-0.085200	-0.009909	-0.006155	-0.032731	-0.098228	0.046347	0.027659	-0.121562	-0.018907	0.013545	0.038207	0.185422	-0.007119	0.115022	0.015890	0.002793	-0.065512	0.014876	-0.095057	0.173094	-0.005017	0.040973	0.039658	-0.144341	0.017221	0.059900	0.095114	-0.157251	0.079372	0.087047	-0.056345	0.048898	-0.247344	-0.148756	-0.048877	-0.094893	-0.088595	-0.051898	-0.086439	0.160962	-0.045629	0.058667	0.025769	0.010679	0.099622	-0.062438	0.018760	-0.153679	0.206546	-0.098031	-0.116106	-0.105203	-0.283921	-0.009836	-0.057534	-0.004330	-0.057432	-0.021095	0.255071	0.107255	0.006912	0.008266	-0.256867	0.170874	-0.049357	0.086395	-0.098260	-0.006150	0.065525	0.037121	0.024845	-0.020683	-0.080877	0.032532	0.141306	-0.050594	0.067513	0.074315	0.258349
PC57	0.030136	0.082648	-0.034534	-0.078870	0.025662	0.018729	0.225029	-0.049769	0.012950	-0.042589	-0.075411	-0.018725	-0.043962	0.043290	-0.180003	-0.105420	-0.009331	0.149680	0.055628	-0.121887	-0.026771	-0.035382	-0.044269	-0.046968	-0.049117	0.044332	0.034890	0.014275	-0.073213	-0.073717	-0.043190	0.059909	-0.009741	-0.100855	0.496130	0.035467	-0.039230	0.028503	-0.055950	0.082768	-0.030667	-0.120621	0.050256	0.028367	0.003739	-0.054399	0.005975	0.011998	0.141226	-0.047718	-0.229647	-0.168524	0.019423	-0.148518	-0.001746	0.151068	0.155179	-0.083121	0.122984	-0.080121	-0.061468	-0.064058	0.042104	-0.064067	-0.035956	-0.027190	0.014623	-0.042802	0.025802	-0.046131	-0.020475	-0.027091	0.022094	0.155937	-0.064829	-0.112049	-0.097010	0.002192	0.015629	-0.025464	0.054081	0.023014	-0.028074	0.029061	-0.036250	0.167550	0.128841	0.052156	-0.050987	-0.151680	0.043808	-0.026760	0.071859	0.002872	-0.006146	-0.103570	0.047334	0.062675	0.006913	0.119128	-0.339059	-0.081460
PC58	0.004907	-0.067450	-0.102745	0.001669	-0.159265	-0.076141	0.195360	-0.025246	-0.010651	-0.001650	-0.072475	-0.036279	0.069692	0.102901	0.072984	0.068905	-0.064849	-0.027129	-0.009973	-0.104126	0.015675	0.006353	-0.044406	-0.237549	-0.048826	0.062727	0.048128	0.023375	0.071219	-0.084107	0.173859	-0.074390	0.036607	-0.091227	-0.019772	0.138977	0.019382	-0.045488	0.008704	-0.176776	-0.085808	-0.048966	-0.086275	0.060263	0.071347	0.001842	0.107464	0.024270	0.044766	-0.053724	0.425716	-0.078696	0.179679	0.142869	-0.010573	0.075862	0.027016	0.055121	-0.018623	-0.062404	-0.088479	0.049822	-0.022764	-0.028922	0.016364	0.057413	-0.024757	-0.100912	-0.096995	0.057253	0.136117	0.240572	-0.091786	-0.110759	-0.018514	0.043774	0.059817	-0.134387	-0.056682	0.021912	-0.057736	0.130973	-0.091014	0.020283	0.055758	0.173479	0.028216	-0.021570	-0.053872	-0.238901	0.052543	-0.139601	0.156603	-0.038227	-0.063958	-0.016767	-0.124400	0.000284	-0.000980	0.054120	-0.020309	0.180272
PC59	0.039452	0.136683	0.032866	-0.028217	0.022098	-0.016467	0.303496	-0.051347	-0.055400	-0.056304	-0.079399	0.004781	0.043476	-0.009503	0.133806	-0.061237	-0.111265	-0.127330	-0.127723	-0.007702	-0.054391	-0.100289	0.056687	0.101185	0.035428	0.001283	-0.014560	0.032747	-0.110444	0.016122	0.171604	0.043893	0.040960	0.011002	-0.044510	-0.086445	-0.068477	0.016195	-0.060035	-0.141227	-0.025833	0.014399	0.054522	0.336830	0.088984	0.002626	0.221312	0.023138	-0.069912	0.050419	-0.161305	-0.136553	-0.030635	0.101835	0.031552	-0.113600	-0.097078	-0.048725	-0.249391	-0.017393	0.017808	-0.021368	-0.058401	-0.012417	-0.078495	-0.031830	0.014922	-0.020724	0.007483	-0.103112	0.257179	-0.155391	0.046919	-0.134177	-0.078380	0.025320	-0.081482	-0.014658	0.112061	-0.017642	-0.091295	0.084090	-0.071509	0.011413	-0.065087	-0.130373	0.141099	-0.012742	0.053186	0.198272	0.005286	-0.065001	0.031004	0.051485	0.016997	-0.068845	0.120010	-0.087198	0.200893	0.149609	-0.001922	-0.026149
PC60	0.017961	0.106630	0.001695	-0.013648	-0.062890	0.034086	-0.114450	-0.052346	-0.055522	-0.013856	-0.188321	0.019785	-0.144867	0.076687	0.340581	-0.063251	0.061094	0.092603	0.124621	-0.034817	-0.001961	-0.037397	-0.005422	0.161593	-0.046078	-0.043212	-0.022224	-0.027047	0.032330	0.081987	0.116192	-0.032260	0.000018	0.062416	0.062049	-0.107491	-0.119074	0.015648	0.042893	0.134882	-0.088438	-0.005413	-0.110327	-0.154680	-0.004556	0.062422	0.044311	0.030064	0.102108	-0.008761	0.013108	-0.377815	0.054706	-0.044164	0.023927	0.061348	0.099348	-0.053417	0.204337	-0.005117	0.040257	-0.051696	0.089839	-0.040861	-0.017554	-0.023400	0.023467	-0.146128	0.019972	-0.070958	-0.023447	0.040533	-0.021200	-0.191598	-0.039972	-0.055079	0.036895	-0.020827	0.059752	0.035964	0.026519	-0.017794	-0.060579	0.048779	-0.003028	-0.025532	0.045107	-0.010445	-0.015360	0.191021	0.194591	-0.189875	-0.204125	0.005266	-0.043091	0.017921	-0.016448	0.019701	-0.215404	0.040250	0.249793	0.083819
PC61	0.114717	-0.124273	0.021079	-0.046321	0.056343	-0.011181	0.053486	-0.130914	-0.103323	0.060825	0.367663	-0.060262	0.095427	0.089175	0.191671	0.143699	-0.082168	0.014197	0.001802	-0.130597	0.001016	0.092752	0.036436	0.213278	-0.076844	0.010339	0.013674	-0.045990	-0.063984	-0.133608	-0.166205	-0.005786	0.027973	-0.078119	-0.002988	0.220592	0.049201	0.010750	0.011303	0.029188	-0.186076	0.031525	0.178667	-0.082026	-0.045421	-0.014548	0.052075	-0.038831	0.100818	0.018589	-0.026359	-0.234704	-0.077636	0.246168	-0.015661	-0.034231	-0.166475	-0.046340	0.144105	0.001075	-0.063960	0.008694	-0.072784	0.035778	0.041681	0.010930	-0.014396	-0.101178	0.017257	-0.151113	-0.020905	-0.031329	0.000684	0.205341	0.004197	-0.028585	-0.051462	0.033005	-0.001605	-0.023674	-0.032925	0.122889	0.282897	-0.007757	-0.008301	-0.017034	-0.118714	0.059210	0.034014	-0.056950	-0.070917	-0.094373	-0.043931	0.055293	0.057718	0.004477	-0.012918	-0.062095	0.076567	0.020008	0.064826	0.073762
PC62	0.058779	-0.083517	-0.025519	-0.090369	-0.097189	0.035844	0.113115	0.007782	-0.016111	-0.037226	0.251250	-0.001807	0.010198	-0.076667	-0.073741	-0.037538	-0.098363	0.143265	-0.136585	0.033846	-0.030171	-0.096902	0.081028	0.063020	-0.006962	-0.016686	0.103844	-0.041175	0.095121	-0.035260	0.144279	-0.053685	0.025092	-0.019768	0.280498	-0.096445	-0.139085	-0.107625	0.037371	0.024726	0.075111	0.005835	-0.252400	-0.096297	0.042773	-0.044531	0.034053	0.023452	-0.061559	0.073348	0.165482	-0.037441	0.058070	-0.026051	0.005298	-0.158673	-0.169898	-0.026596	-0.116305	0.038720	-0.106945	0.061006	0.074976	-0.023084	-0.038666	0.005652	0.037911	0.086363	0.123912	-0.080607	-0.133415	0.184144	-0.020539	0.280195	-0.102774	0.151341	0.076777	0.037025	-0.002098	-0.000998	-0.157760	0.021959	-0.182431	0.038205	-0.053054	-0.089138	-0.056626	0.032645	0.094994	0.275946	-0.100373	0.054648	-0.041489	0.059014	-0.039922	-0.053664	-0.073045	0.059096	-0.152871	-0.060372	-0.006719	-0.009990
PC63	0.009162	-0.070057	0.022900	-0.078130	-0.027101	0.026384	0.155380	0.029628	-0.023523	0.006081	-0.099499	-0.007053	-0.033056	-0.136217	0.112555	-0.045368	0.060307	-0.280303	0.163622	-0.239346	-0.007359	0.022470	0.094256	-0.115774	-0.026457	-0.018895	-0.033201	0.053758	-0.074731	-0.028998	0.169602	-0.029801	-0.016572	-0.106762	0.067690	0.227736	-0.014383	-0.007871	0.003870	0.134618	0.107323	-0.037540	-0.038285	0.014291	-0.147488	0.010373	0.066828	0.018073	-0.100568	0.095023	0.070259	0.136687	0.008991	-0.154848	0.049773	-0.194836	-0.041330	-0.040989	0.194153	-0.031841	-0.066730	0.017032	0.017548	-0.010981	-0.001091	0.030814	-0.033473	0.096661	-0.042046	-0.108555	0.327514	0.020917	0.030715	0.107354	-0.024885	-0.073472	0.094722	0.016073	-0.063306	0.020460	0.146298	-0.305924	0.168185	-0.016301	0.013076	-0.173384	-0.031168	-0.039028	0.110161	-0.057971	0.001522	0.051083	-0.137109	0.061601	0.011226	-0.058819	0.008141	-0.009203	-0.128652	-0.032741	0.017020	-0.032158
PC64	0.019201	-0.041806	0.001161	-0.056825	-0.020926	0.013394	0.067396	-0.005079	-0.013747	0.022053	0.103327	0.078577	0.015255	0.049275	0.156129	0.009236	0.049867	-0.297911	0.028957	-0.124377	0.054490	0.049261	0.041765	0.091160	-0.015566	-0.095560	0.042345	-0.005328	0.035190	0.023889	-0.052630	-0.020866	0.019890	0.308980	0.203839	0.127525	0.019753	0.012379	-0.012777	0.076550	-0.072866	0.012271	0.043696	-0.165752	0.170574	0.006252	0.074321	-0.023582	0.015840	0.040387	-0.032866	0.105286	-0.089465	0.142525	0.018079	0.090464	-0.071869	-0.015672	-0.043655	0.068597	0.105742	0.002591	0.014304	-0.068668	0.038385	0.015816	0.024049	-0.083145	-0.090418	0.134033	-0.197452	0.014079	0.054655	-0.093138	-0.022153	-0.025149	-0.031094	-0.018753	-0.004247	0.010053	0.098357	-0.228322	-0.471204	0.027510	-0.020085	-0.183326	-0.046743	-0.017476	0.038013	-0.153056	0.012556	-0.044186	0.166937	0.033557	-0.010920	-0.032522	-0.031820	-0.050533	0.091004	0.009617	-0.036087	-0.126694
PC65	-0.053796	-0.044982	-0.039625	-0.036976	-0.017456	0.048165	0.144973	-0.005348	0.031292	-0.001517	-0.091425	0.021041	-0.011378	-0.074529	0.131329	-0.133828	-0.017574	-0.313148	-0.054602	0.146119	-0.015219	-0.012519	-0.012279	0.065304	-0.042795	-0.029806	0.026724	0.056982	-0.001476	-0.018834	-0.042234	0.034995	0.007329	-0.293247	0.072657	-0.382745	0.020352	-0.001156	-0.003547	0.069712	-0.014917	0.000229	-0.088454	-0.385254	-0.114671	-0.015997	-0.029204	0.024277	0.077599	0.000986	0.075435	0.009578	0.046869	0.098941	0.003258	0.090292	0.024480	0.008820	-0.131805	0.006903	0.147008	0.101016	-0.064050	0.016318	-0.035493	-0.021507	-0.006101	-0.048141	-0.129817	0.033048	-0.041199	0.015423	-0.019985	0.049085	-0.070930	0.061947	0.074190	0.053299	0.002827	-0.028939	0.112046	0.049943	0.316609	-0.029724	0.005209	-0.043059	-0.008279	-0.037894	-0.021684	0.050315	0.079023	-0.045045	0.280387	-0.005375	0.012062	-0.000414	0.032804	-0.039664	0.090228	-0.002753	-0.064493	-0.101154
PC66	0.015957	-0.035342	-0.022463	0.102884	0.013411	0.043271	0.094063	-0.032113	-0.005082	0.024445	0.144418	-0.033147	0.036502	0.073721	-0.090101	0.068520	0.045511	-0.167071	0.082413	-0.148393	0.015302	0.023896	-0.012767	0.047043	-0.028869	0.003208	0.058772	0.024288	-0.008288	-0.140507	-0.042202	0.004599	0.043230	-0.010536	0.096505	-0.353789	-0.038594	-0.030417	0.017276	0.117286	-0.068508	-0.017169	-0.000024	0.541365	-0.067260	-0.013352	0.036714	0.012632	-0.004022	-0.011649	0.133956	0.083754	-0.006429	-0.080777	0.000124	0.140568	0.042399	0.003501	-0.044089	0.014115	0.083545	0.047221	0.047635	0.004440	0.010509	0.028109	-0.020922	-0.076703	-0.008169	0.035694	-0.342255	0.080825	-0.065521	-0.134951	-0.059201	0.026102	0.007983	0.014507	-0.024049	0.053091	0.004261	-0.071353	0.194596	0.019219	-0.034714	-0.107545	-0.031345	0.034645	-0.019262	-0.122003	-0.010565	-0.006187	-0.206497	0.014167	0.010679	-0.060835	-0.006264	0.000936	-0.114049	0.062002	0.139763	-0.036919
PC67	-0.046519	0.048433	0.000044	-0.089712	0.051550	-0.014159	-0.229202	-0.039313	-0.032612	-0.037902	-0.015659	-0.058996	0.073398	-0.126289	0.060407	0.000584	-0.000340	0.446234	0.074701	-0.234393	-0.050191	-0.011532	0.059145	0.049341	-0.079759	-0.012039	-0.011874	-0.025291	0.054667	-0.138572	0.011136	0.028987	-0.012119	-0.399826	0.001522	-0.123527	-0.051014	-0.021304	0.008369	-0.095971	0.022865	-0.016883	0.033247	-0.000340	0.035201	0.049958	0.093130	0.014749	-0.026549	0.074461	-0.086470	0.202943	0.000856	0.202875	0.055698	0.131330	0.045979	0.022883	-0.056862	0.030494	0.011518	0.029433	-0.004926	0.004697	-0.000354	-0.004782	-0.038987	-0.068772	-0.056003	0.001630	0.012658	-0.049115	-0.059188	-0.017503	0.055758	0.020131	0.017748	-0.009516	-0.048576	-0.051486	-0.064921	-0.284569	-0.092099	0.004844	0.024891	-0.288933	0.067474	-0.052949	0.060331	-0.070618	0.075786	-0.018810	0.130566	0.063235	-0.008037	-0.032610	-0.001640	-0.030045	0.024241	0.056966	0.001242	0.150632
PC68	-0.075157	0.007591	0.013176	0.022060	0.019321	0.024698	-0.025150	0.013782	0.067808	-0.047697	0.036461	-0.025599	-0.041520	-0.086244	0.230667	-0.013557	-0.103885	0.120858	-0.191369	0.192188	-0.043732	0.015981	-0.022552	0.070605	0.060717	-0.101825	0.012841	0.018006	-0.004578	-0.012198	-0.024502	-0.013424	-0.012767	0.397254	0.172709	-0.013230	-0.041139	-0.025766	0.004067	-0.179594	-0.013444	-0.004514	-0.041356	-0.022353	-0.083325	-0.036742	0.138012	-0.009814	-0.047608	-0.005335	0.160690	0.180277	-0.035302	0.067177	-0.000852	0.185505	0.063728	0.050008	0.081536	-0.033887	0.071481	-0.064208	0.008253	0.031014	-0.042385	0.052439	0.023244	-0.081803	0.322571	0.021830	0.174913	0.023261	-0.044863	-0.011826	0.033487	0.027696	-0.066767	-0.000257	-0.007000	0.054462	-0.106736	-0.141840	0.303262	0.005451	-0.054974	-0.112453	0.034521	-0.084854	-0.045557	-0.138268	0.074095	-0.037606	-0.098509	0.005312	-0.023335	-0.013325	0.040124	0.063942	-0.014461	-0.031735	-0.260998	0.018220
PC69	-0.199129	-0.086695	0.006768	0.111164	0.007088	-0.046598	0.042166	-0.030154	0.100654	0.001951	-0.083515	-0.021957	0.023037	-0.233322	0.180634	0.012809	-0.076870	-0.079590	0.152150	0.020662	0.014905	0.027806	-0.073914	0.054634	-0.032661	0.154156	0.018141	-0.087498	-0.089380	-0.045332	0.030512	-0.022831	0.023924	-0.059617	-0.048723	0.159562	0.073305	0.039674	-0.010486	0.164500	-0.014497	0.018212	0.029086	0.046989	0.017842	-0.017844	-0.005903	-0.007333	-0.092839	-0.025739	-0.010130	0.104403	-0.030515	-0.099194	0.012759	0.194264	0.245743	0.026116	-0.288229	0.032667	-0.126220	0.033368	0.010930	0.002536	0.012336	0.000822	0.008980	-0.093234	0.219352	-0.173920	-0.078683	0.002795	0.002229	0.305474	0.021562	-0.022633	0.045310	0.032290	-0.069204	0.013579	-0.002173	0.276895	-0.187885	-0.008369	-0.001332	-0.117930	-0.058684	-0.111157	-0.114617	-0.006471	0.233247	-0.068010	-0.115352	-0.015820	0.019633	0.036761	0.003571	-0.001378	0.077722	-0.055073	0.068097	-0.003444
PC70	-0.068591	-0.010463	0.015114	0.064908	-0.015157	-0.013167	0.100197	-0.037461	-0.013191	-0.049662	0.099027	0.039793	-0.014020	-0.046147	-0.080350	0.067500	-0.061256	-0.046571	-0.189548	0.225746	-0.131063	-0.066549	-0.009668	0.125461	0.252866	-0.028931	-0.009573	0.015078	0.031152	0.235202	-0.042155	0.002986	-0.031249	-0.175892	0.010524	0.238518	0.028253	0.004082	-0.002978	-0.110087	0.009854	-0.000643	-0.015748	0.058600	0.010555	-0.014592	0.087124	-0.013770	0.062552	0.013332	-0.051909	0.063679	0.051425	-0.041704	0.025787	0.193873	0.168629	-0.082103	0.195563	-0.018879	-0.150071	0.005439	-0.013842	-0.010031	-0.059843	-0.023819	0.003669	-0.078713	-0.505118	-0.046041	-0.080513	0.069491	0.060794	-0.079725	-0.022924	0.046638	0.002578	-0.002436	0.000067	-0.021005	-0.122845	0.019097	0.004025	-0.028835	0.025412	-0.237718	-0.083670	-0.022722	-0.025824	0.058538	0.087868	-0.003172	-0.125898	0.028269	0.024290	0.016656	-0.028381	-0.024385	-0.141347	-0.056990	-0.072272	-0.044255
PC71	0.064863	-0.009041	-0.033172	0.060397	-0.021408	-0.007649	0.069724	-0.052123	-0.058631	-0.070463	-0.126232	-0.025663	0.041321	0.067051	-0.151237	0.043404	-0.244903	-0.037609	0.097672	0.370387	-0.042614	0.053052	0.083311	0.017839	-0.021799	-0.031112	0.015460	-0.013908	0.023750	0.053804	0.104709	-0.040185	-0.008084	-0.184102	-0.055042	0.099253	0.035478	0.041112	-0.014606	0.199306	-0.056690	0.004293	0.032870	-0.010423	0.012602	-0.006854	0.027290	0.002925	0.153610	0.069984	0.047023	-0.021784	-0.014555	-0.054745	0.052058	0.032643	-0.100785	0.045646	0.141311	0.044257	-0.345874	0.000677	-0.044991	0.019404	-0.017230	-0.011513	-0.080239	-0.038886	0.432130	0.059726	-0.155663	-0.080359	-0.039601	-0.232683	-0.022970	-0.002301	0.049266	0.017151	0.055082	0.006432	-0.007279	-0.172145	-0.000540	-0.004130	0.018459	-0.134440	0.041820	0.036457	0.097040	-0.078776	-0.039400	0.014964	0.149494	0.051080	0.002184	-0.028658	-0.017073	-0.036209	0.084489	0.018905	0.055515	-0.039402
PC72	-0.035025	0.040434	0.011772	-0.103884	-0.025401	0.034887	0.002425	-0.114336	-0.009846	-0.076913	-0.035818	0.005999	-0.045013	-0.076379	-0.387877	-0.072835	0.109679	0.005737	0.002228	-0.147221	-0.076300	0.013174	0.043613	0.033060	-0.082117	0.455318	-0.001802	0.034500	0.039677	0.067284	-0.012570	-0.000715	-0.023400	0.311520	-0.062294	0.063283	-0.039944	-0.076545	0.002461	0.114487	-0.000900	0.008653	-0.060473	-0.115025	-0.010302	0.017446	0.010465	0.025770	0.067916	0.059540	0.087800	-0.031643	0.000473	0.207788	0.070441	0.080731	0.182211	-0.037700	-0.008956	-0.021614	0.028335	-0.035472	-0.044435	-0.076398	-0.054222	0.020285	0.049216	0.017825	0.021448	-0.144811	0.058831	0.009865	-0.017701	-0.100657	-0.045468	-0.005591	-0.064800	-0.041405	0.002545	0.028708	-0.016497	0.125745	0.171571	0.028520	0.007083	-0.277980	0.036563	0.087497	0.030068	0.018939	-0.007380	0.123688	0.152807	0.079357	0.019678	-0.102882	-0.107727	0.009837	0.022392	0.003986	0.151098	0.004342
PC73	-0.004899	0.107943	-0.015760	-0.029820	0.027329	0.014254	0.049833	0.013380	-0.023110	-0.043923	0.088833	-0.000929	0.005882	0.086223	-0.039084	0.055826	-0.122162	0.168093	0.202932	0.198514	-0.089363	-0.046600	-0.000475	-0.091691	-0.133501	-0.073307	-0.005965	0.023376	-0.025991	-0.107447	0.092959	0.040018	-0.011431	0.134820	0.116721	-0.051807	-0.022066	0.004335	-0.004962	0.346607	-0.061777	0.037827	0.026028	-0.189695	-0.028714	0.060880	-0.005027	-0.000702	-0.224736	-0.001924	-0.026262	0.027963	0.028351	0.091266	0.012468	0.021818	-0.032199	-0.011439	-0.270072	-0.023572	-0.219029	-0.016632	-0.037348	-0.085205	-0.039982	-0.005835	0.050589	0.020675	-0.313731	0.272277	0.158409	-0.026742	0.002177	-0.064325	-0.008014	0.032900	-0.055801	-0.033925	-0.007237	-0.010774	0.009718	0.059860	0.089061	-0.023498	-0.023514	-0.027025	0.006624	-0.017745	0.003334	-0.149894	-0.054842	0.015212	-0.326573	-0.016298	-0.017224	0.013438	0.012121	-0.070952	0.086123	0.020258	0.050907	0.047363
PC74	-0.017464	0.057043	0.029972	0.019830	-0.051461	-0.011869	-0.021691	-0.006399	0.060753	-0.329808	-0.165392	-0.001583	-0.023674	-0.104628	0.079861	-0.032952	0.106264	0.056259	-0.011295	-0.172411	-0.353842	-0.057725	0.025694	0.001485	0.021353	-0.228647	0.027993	0.029258	0.062519	-0.086152	0.017524	0.011494	-0.038246	0.135628	-0.070743	0.259085	-0.008755	-0.037735	-0.011089	0.080235	0.002295	0.000052	-0.073125	0.127498	-0.013483	0.001418	-0.051805	0.023903	-0.143334	0.028449	-0.006519	-0.009821	0.016152	-0.035764	0.010577	0.063359	-0.189045	-0.019550	-0.022557	-0.024959	-0.075669	-0.059638	-0.005620	0.050397	-0.270446	-0.002059	0.065804	-0.050215	-0.072102	0.118635	-0.314747	-0.005061	0.041871	0.113967	-0.022172	0.032628	-0.006109	-0.005369	0.021978	0.010904	0.051440	0.014605	0.219932	0.018064	-0.027044	0.133141	-0.017297	-0.045693	0.030795	0.079158	0.038746	-0.056268	0.274019	-0.012030	-0.019807	0.025870	0.048780	0.017543	0.061169	-0.007103	0.090919	0.037330
PC75	0.067864	0.021061	-0.009823	0.194946	0.007273	0.023646	-0.043397	-0.028709	0.013771	-0.008163	-0.243727	0.039049	0.016652	-0.114641	0.123247	-0.026730	-0.103681	0.038377	0.013408	0.311835	-0.012345	-0.008383	0.044514	-0.027441	-0.169429	0.411433	0.010288	0.035501	0.006915	-0.264607	0.052585	0.028394	-0.012868	0.105786	-0.016740	0.025215	0.021179	0.010955	0.010950	0.015012	0.002996	0.010094	-0.014987	0.122434	-0.024497	-0.009325	-0.010672	-0.017568	0.301550	0.020029	-0.018855	0.011611	-0.005065	-0.031524	-0.034807	0.003447	-0.238127	-0.032131	0.020572	0.008714	0.210500	0.005725	-0.014157	-0.063307	-0.007527	0.002487	0.069366	-0.035654	-0.249936	-0.043072	-0.036446	-0.020414	0.031363	0.219901	0.024406	0.000464	-0.033210	-0.013169	-0.040637	-0.015840	-0.167824	-0.229204	-0.055114	-0.004558	-0.005455	0.076315	-0.076366	0.029597	0.069620	-0.043743	-0.079961	-0.070981	-0.021784	0.052828	-0.012972	0.015536	-0.006707	-0.026372	-0.040063	-0.027467	0.006143	-0.017569
PC76	-0.049596	0.016381	-0.014353	-0.052627	0.013536	0.023740	0.041518	0.085016	-0.076982	0.026311	0.143555	0.005079	0.048904	0.008670	0.172964	0.010298	-0.157339	0.055979	0.360630	0.104923	-0.013135	-0.029615	-0.018275	0.032466	0.159830	0.360925	0.037932	0.039909	-0.004689	0.041552	-0.050838	0.018115	-0.018864	0.086672	0.109187	-0.087950	-0.004354	-0.013269	0.012906	-0.161612	0.095457	0.014918	-0.000814	-0.012857	-0.021046	0.010120	0.017440	-0.008295	-0.394766	-0.035390	-0.007094	-0.010407	0.009466	-0.041332	-0.001828	-0.247160	0.075041	0.009033	0.133698	0.000155	-0.114133	-0.019592	-0.046420	0.027147	0.011397	0.000754	0.007250	0.065417	-0.097845	-0.214871	-0.228935	-0.008634	-0.002302	-0.145410	-0.002800	0.023818	-0.026207	0.013885	0.009948	-0.010743	-0.022040	-0.119140	0.058293	0.004522	-0.023113	0.147626	-0.003471	-0.078350	-0.010946	-0.043747	0.145215	-0.020471	0.219275	-0.066533	-0.013558	-0.004272	0.023916	-0.004185	0.080170	0.011999	-0.000520	0.002740
PC77	-0.056163	-0.027099	0.016800	0.033943	-0.074000	-0.026709	-0.057602	0.008289	-0.002164	-0.162760	0.187955	-0.006407	-0.138196	0.003287	-0.026369	0.038978	0.034981	-0.055443	-0.147469	0.202554	-0.143212	0.015096	-0.033800	0.035189	-0.135693	0.191453	-0.042596	-0.036990	0.012470	-0.317783	-0.007340	-0.026937	0.013818	-0.260547	0.129353	0.266142	0.018586	0.062116	-0.013288	0.001987	0.045337	-0.048110	0.002283	-0.017514	0.020853	0.005307	0.033510	-0.004901	-0.278543	-0.031691	-0.005673	-0.017705	0.002637	0.072697	-0.008930	0.045459	-0.008450	-0.031001	0.031399	-0.001002	0.389389	-0.012140	0.037450	-0.006062	-0.102669	-0.024131	-0.042038	0.031889	0.138164	0.019943	0.018005	0.005743	0.043510	-0.284824	-0.071441	-0.041530	0.109110	-0.012132	0.034033	-0.001949	0.237246	0.053892	-0.079635	-0.011702	0.013852	0.051808	0.031262	-0.002653	-0.040512	0.073885	-0.038088	0.085387	-0.110510	-0.041847	0.008287	-0.012753	0.041152	0.016682	-0.059443	0.041710	0.002984	-0.000219
PC78	0.007599	-0.005861	0.009363	0.164347	0.011918	-0.028137	0.023951	-0.017154	0.021104	-0.039542	-0.132271	-0.026330	0.005472	-0.078620	0.048240	-0.003929	0.077946	-0.041629	0.010579	-0.219681	-0.037838	-0.004792	0.026790	0.003030	0.228525	0.434475	0.008251	-0.041417	-0.038196	0.340545	-0.049789	-0.008617	0.009827	-0.124160	0.086713	-0.042835	-0.017577	0.004955	0.000622	-0.129661	-0.021773	-0.001523	0.012299	-0.094911	-0.001192	0.003974	-0.022786	0.001529	-0.094306	0.011011	-0.003970	-0.073534	0.003376	0.165132	-0.029003	0.159708	-0.314033	0.039395	-0.061145	0.012822	-0.126809	0.006320	0.026128	0.066048	-0.040202	-0.000799	-0.057543	-0.027987	0.116298	0.328459	-0.055495	0.020370	-0.013733	0.017823	0.035996	0.018871	0.017388	0.037761	0.018946	0.016503	0.111900	-0.037007	0.015918	-0.001564	-0.006742	0.048799	0.019366	0.017739	0.052170	0.009027	-0.121674	-0.050455	-0.285466	0.029530	0.021148	0.045121	0.060625	0.003178	-0.016413	0.000862	-0.118588	-0.015237
PC79	-0.076987	-0.016288	-0.010622	-0.003609	-0.010159	0.005146	-0.011613	-0.014330	-0.281033	0.019596	0.118164	0.009977	-0.017532	-0.102582	-0.302931	-0.014406	0.016943	-0.020198	0.281246	0.080495	0.043860	0.022378	0.150353	0.019043	0.018297	-0.115975	-0.007391	0.017930	-0.031204	-0.048474	-0.073252	0.011813	-0.002450	0.042537	-0.034966	0.007239	0.014280	0.012103	0.004235	-0.244264	0.266205	-0.004596	0.004947	-0.029298	-0.004093	-0.002580	0.044022	-0.002397	0.028967	0.128361	0.034242	-0.139834	0.004412	-0.170131	0.130768	0.132925	-0.229629	0.006409	-0.011814	-0.009703	0.179921	-0.000090	-0.030446	-0.118697	0.018806	-0.002409	0.024879	-0.061838	0.033768	0.152423	0.061014	-0.002725	-0.006124	0.058667	0.001379	-0.011677	-0.021341	-0.016350	-0.007194	0.015666	0.032876	0.159741	0.014417	0.003411	0.013452	-0.051649	-0.008407	-0.220441	0.229654	-0.043158	0.271377	-0.273308	-0.035650	0.013908	0.029465	-0.022192	-0.032959	0.015293	0.009801	0.005769	0.008680	-0.011264
PC80	-0.105013	0.033551	-0.002095	0.082024	0.016765	-0.026364	-0.029765	0.012236	0.034812	-0.155630	0.404810	-0.017646	0.021168	-0.138167	0.152996	-0.003126	0.054481	0.011921	0.022059	-0.103546	-0.080747	0.003274	0.008198	-0.013682	-0.101635	0.063813	-0.015212	-0.012404	0.053378	0.225281	-0.001916	0.008272	-0.001127	-0.021970	0.026007	0.003570	-0.001204	0.025286	0.001182	0.057230	0.017121	-0.006726	0.018733	-0.068255	0.007270	-0.011973	0.008412	0.005482	0.310189	0.006634	-0.001720	-0.042499	0.021305	-0.351099	0.001701	0.151348	-0.167742	0.000513	-0.301787	0.000511	-0.041862	0.001653	0.012831	-0.025824	-0.086076	0.000311	-0.013080	0.010138	-0.011361	-0.208534	0.157800	-0.016997	-0.017108	-0.276112	0.046380	0.002358	-0.021767	-0.003693	-0.039558	0.020124	-0.071098	-0.112369	0.032122	0.011594	0.001465	0.180393	-0.007175	-0.082068	0.009214	-0.089881	-0.025924	0.190554	0.090744	-0.078832	0.011159	0.032228	-0.002748	0.009356	-0.030996	0.015076	0.042947	0.005616
PC81	-0.109425	0.018323	-0.007030	0.297505	0.009989	0.017341	0.051670	-0.040693	-0.069646	0.205522	-0.058777	0.001561	0.037285	-0.176751	-0.087737	0.026016	-0.018712	0.085579	-0.316855	-0.047866	0.150815	0.001504	0.048860	0.020854	-0.066913	-0.057377	0.003103	-0.018772	0.043899	-0.162085	0.060359	0.006885	-0.000409	0.128366	0.023855	-0.111333	-0.038812	-0.039746	0.003878	0.116424	0.177682	0.024154	0.005892	0.001476	-0.024418	-0.028291	0.006202	-0.003985	-0.095164	0.047070	-0.038773	-0.063972	-0.003484	0.164464	0.061877	0.160682	-0.172472	0.003910	0.122868	0.015854	-0.266791	-0.004050	0.013287	0.190383	0.108741	0.015291	-0.040490	-0.048270	-0.115100	-0.262138	0.018037	0.014318	0.013348	-0.111490	0.015746	0.018209	-0.023914	0.016205	-0.037495	-0.021960	0.355358	-0.004441	-0.052089	-0.014243	-0.019024	0.153908	-0.008812	-0.121125	0.069972	0.001594	0.126412	0.097064	0.025886	-0.037215	-0.033443	-0.017010	0.021940	-0.008201	0.023366	-0.049815	0.025364	-0.020723
PC82	0.051212	0.004485	-0.006264	-0.009858	-0.018038	0.010390	0.016668	-0.090544	0.271172	0.067991	0.072420	0.014672	0.026247	-0.102598	0.048757	0.002615	-0.015597	0.085368	0.177781	0.092985	0.039361	-0.013349	0.029309	-0.024087	-0.010017	0.002425	-0.007399	0.018082	0.026465	-0.168451	0.015517	0.008549	-0.011420	0.083945	-0.064741	-0.037688	-0.054360	-0.037948	0.017509	-0.371021	-0.274628	0.027066	-0.027157	-0.013074	0.003965	0.001522	0.046788	0.004066	-0.022540	0.053410	-0.016324	-0.105006	0.015196	-0.309388	-0.038953	0.134831	0.050499	0.018054	-0.012177	0.000324	-0.130338	-0.005271	0.022109	0.005560	0.024367	0.005458	0.045504	-0.024032	-0.061943	0.057162	0.044662	0.007055	0.018474	0.004498	0.000308	0.014056	-0.003332	0.000437	0.005249	-0.017354	0.477113	0.046866	0.000879	-0.012696	0.000543	-0.195205	-0.026918	0.119472	-0.014303	0.096769	-0.285486	0.004012	0.100074	0.155023	-0.010215	0.007188	-0.031465	0.014645	-0.002469	-0.039507	0.022188	-0.000784
PC83	-0.017864	0.035852	0.015655	-0.281266	0.011782	-0.000300	-0.000119	0.125998	-0.024763	0.065508	0.090802	-0.005694	-0.000083	0.112122	0.044722	-0.012300	-0.117588	0.039291	-0.217532	-0.076088	-0.001867	0.003854	-0.012073	0.155219	-0.056301	0.257655	-0.017518	-0.005308	-0.013022	-0.074847	0.038655	-0.020092	0.006330	0.075905	-0.066259	-0.004352	-0.002353	-0.001147	0.004351	0.178060	0.090214	0.003251	-0.005169	0.038999	-0.002627	0.010105	0.020899	0.001878	0.044544	-0.022834	-0.024279	0.035512	0.003364	-0.330886	-0.032692	0.003069	-0.010802	-0.003663	0.051534	-0.008933	-0.011317	-0.017285	0.004473	0.496061	0.017170	0.009745	-0.310782	-0.023691	-0.064826	0.327573	0.077742	0.006945	-0.003326	0.033987	-0.015331	0.010943	-0.001601	-0.022059	0.005445	-0.008258	0.013066	0.064654	-0.016646	-0.011188	-0.002764	-0.095644	0.010462	-0.047318	-0.016682	0.010225	0.091598	-0.157539	0.121019	-0.008103	-0.034683	0.024603	-0.054062	0.000604	0.015508	0.003244	0.002279	0.039045
PC84	0.053106	-0.010663	-0.000216	0.032388	-0.005508	0.001796	0.019869	0.158525	-0.242111	-0.087067	0.032994	0.005736	0.046087	0.271327	0.049394	0.049327	0.264542	0.015030	-0.166685	0.013522	-0.131300	-0.005345	-0.077732	0.159291	0.026288	0.149569	-0.001146	0.016333	0.019792	-0.187862	0.030055	0.006136	-0.014796	-0.007681	-0.047466	-0.007995	-0.040788	-0.006644	-0.007879	-0.150593	0.141932	0.020789	-0.010934	-0.036770	0.037222	0.013448	-0.020840	0.015703	0.271759	-0.096175	0.004239	0.146492	-0.023351	-0.036257	-0.056419	-0.207748	0.093993	0.029619	-0.163297	0.003724	-0.302495	0.003201	0.005492	-0.206520	-0.025853	-0.001526	0.227176	0.001460	0.060321	0.032949	-0.021385	-0.014037	-0.006638	0.041217	-0.004655	-0.007894	0.009215	0.001016	0.040783	0.006663	0.309307	-0.095270	0.047612	-0.000024	-0.001094	-0.063041	-0.003354	0.021269	-0.056407	-0.006818	0.195965	-0.092712	-0.090269	-0.081373	-0.005325	0.013288	-0.012882	0.004013	0.032183	-0.016319	-0.038867	-0.008496
PC85	-0.069642	-0.062690	-0.002473	-0.125920	0.009409	0.012292	-0.016953	0.021866	0.010430	0.150022	0.016200	-0.006399	-0.018140	-0.042532	0.071707	0.060921	-0.323938	0.047026	-0.229853	-0.172496	0.040432	-0.002331	-0.012163	0.056180	0.078000	0.112982	-0.017695	0.028091	0.001651	0.029832	0.011189	0.003150	-0.014777	-0.069877	-0.107464	-0.029330	-0.016680	0.001967	0.009971	0.233410	0.029505	0.012838	0.034247	0.063896	0.024404	-0.005114	0.000807	-0.010923	-0.127956	-0.001710	0.020389	-0.015222	0.000448	-0.190620	-0.012344	0.113329	-0.073728	0.040936	0.168401	-0.010870	0.053930	0.012842	-0.003945	-0.432057	0.110809	0.013353	0.508402	-0.007592	0.033130	0.197344	0.047206	-0.007824	0.018731	-0.050034	0.050079	0.014993	-0.004738	0.023976	-0.014459	-0.012594	0.014854	0.046754	0.024190	-0.003762	0.010779	0.020401	-0.017308	-0.044623	-0.017706	0.031439	-0.029144	0.022532	0.145210	0.010399	-0.002009	0.011871	0.061831	-0.010195	-0.001999	-0.000119	0.002154	0.006323
PC86	-0.116669	0.011028	-0.017225	-0.369811	0.000018	-0.013969	0.032994	-0.030727	0.173923	0.136174	0.033098	0.010244	0.032286	-0.150795	0.072605	0.033022	0.614066	-0.077296	-0.023404	0.214249	0.075141	-0.023244	0.057683	0.034640	-0.121869	0.079122	-0.013990	-0.026861	0.001259	-0.128685	0.021834	0.003792	0.025872	-0.051513	-0.020487	-0.032683	0.019899	0.021631	-0.013024	-0.009666	-0.040423	0.006861	0.011475	0.082434	-0.021123	-0.017416	0.037458	-0.006162	-0.071706	0.058732	-0.019592	-0.067300	-0.028074	0.034738	0.048927	0.082992	-0.076963	0.009399	0.140939	-0.008080	-0.258646	0.001063	0.021016	-0.035946	0.056719	-0.026150	0.110383	-0.014679	0.033329	0.114213	-0.018451	-0.022441	-0.012083	-0.066705	-0.022222	0.008212	0.013709	0.006519	-0.009152	-0.002872	-0.272592	0.017446	-0.021842	0.008676	0.000083	0.102993	0.007065	-0.131299	0.022388	0.003541	0.000566	0.060300	-0.001269	0.008758	0.025389	-0.011994	0.043461	-0.021903	0.031008	-0.022712	-0.039715	-0.034303
PC87	-0.146582	0.003106	0.003290	-0.408659	0.004251	-0.008960	0.007547	-0.117199	0.039826	-0.052067	-0.041225	-0.000625	-0.002876	-0.083900	-0.023595	-0.014935	-0.268448	-0.015847	0.080835	0.041690	-0.054053	0.007611	0.057647	-0.024940	-0.045874	-0.021562	0.011320	0.008553	-0.022760	0.101186	-0.012942	-0.006038	0.003211	-0.008885	0.015370	0.027111	0.002013	0.001322	0.008947	-0.125324	-0.078636	0.015465	-0.007313	0.113852	0.010851	-0.010005	0.015737	-0.010471	0.277831	0.049932	0.011554	0.011635	0.002988	0.208349	0.116528	-0.116536	0.033951	0.010713	-0.045280	0.020859	0.062056	0.005630	0.003790	0.324827	0.002288	0.011652	0.332438	0.009824	-0.006450	0.071345	-0.097286	0.018163	0.007897	0.014173	0.007544	-0.011205	-0.000425	0.021154	-0.032496	0.006030	0.239507	-0.048257	-0.020856	-0.012695	0.014424	0.170227	-0.026035	-0.129977	0.018020	0.011233	0.140001	0.260098	-0.204601	-0.110398	-0.007747	-0.021667	-0.042001	0.003728	-0.028141	-0.000184	0.045568	-0.018338
PC88	-0.115938	-0.042489	0.010611	-0.278614	0.001933	0.035783	0.002502	-0.039583	-0.015773	0.024584	-0.054126	0.005883	0.012356	-0.056249	0.072698	0.008638	-0.139940	0.032168	-0.048778	0.010874	0.011161	0.005274	-0.013741	0.027509	-0.024783	0.013817	0.009886	-0.021665	0.006447	0.016594	-0.008541	0.017271	-0.019479	0.072447	-0.054981	-0.007153	-0.020522	-0.017707	0.002077	-0.048756	0.006780	-0.015146	-0.013455	0.094807	-0.010967	-0.015610	0.006505	0.008033	0.100060	0.005164	-0.005178	0.009829	-0.013983	0.073494	0.037347	-0.003196	-0.026719	-0.008590	0.021073	0.003130	-0.037922	0.009602	-0.004000	-0.538328	-0.057245	-0.001909	-0.637658	-0.001862	-0.030302	0.066725	-0.075960	-0.008806	-0.000883	0.052571	-0.002466	0.050810	-0.016164	-0.013720	-0.000833	-0.006498	0.168625	-0.003638	0.023654	0.007945	-0.025779	0.113785	-0.048905	-0.062299	-0.045072	0.066335	0.059427	0.198117	-0.057657	-0.048964	0.011173	0.022198	0.028808	0.027469	0.008319	-0.017493	0.021534	-0.004661
PC89	-0.154655	0.002508	0.003978	0.193979	-0.008810	0.019008	-0.000600	-0.104660	-0.014000	0.004753	0.007557	-0.006588	0.011863	0.029274	-0.081855	-0.020915	0.036038	-0.004209	0.002796	-0.099076	0.068772	0.001451	0.060129	0.010056	0.524380	0.036133	-0.029517	-0.019583	0.030159	-0.380929	0.030842	-0.003444	0.015039	0.011327	-0.023786	-0.005163	0.004579	0.002245	0.002847	0.078122	-0.439934	0.007783	-0.001304	-0.131775	-0.005296	-0.001457	0.077761	0.001017	0.074005	0.041985	-0.002072	-0.062290	-0.015467	-0.100294	0.139120	-0.135139	-0.009199	0.000097	-0.027249	-0.002272	0.045290	0.003370	0.006980	0.015816	-0.030396	0.003943	-0.049875	0.073826	0.011963	0.130912	0.053075	-0.016358	0.001055	-0.010044	-0.016379	-0.000926	-0.005959	-0.012402	-0.018103	-0.001682	-0.143978	-0.054157	-0.005495	0.007703	0.001979	0.014665	0.017592	-0.091544	0.036868	0.057891	0.216962	0.241616	0.015355	-0.111374	-0.002616	-0.016195	-0.012614	0.004567	0.005844	-0.013115	-0.036693	0.022808
PC90	-0.070967	-0.011223	-0.004418	0.275456	0.008221	-0.005928	-0.010922	-0.039690	-0.079352	0.165894	0.037876	0.013022	-0.006812	0.036571	-0.081216	-0.014744	0.058428	0.020573	-0.078491	0.022639	-0.222291	-0.012955	0.009334	0.041183	-0.516277	0.024665	0.021187	0.016368	-0.019473	0.301930	-0.020245	0.001973	-0.009511	-0.016475	0.011936	-0.015599	-0.019612	-0.000336	0.003062	-0.079959	-0.432250	-0.017365	-0.014154	0.057751	0.012464	-0.018519	0.121645	-0.001283	-0.150423	-0.009404	0.000428	0.024931	0.010032	-0.070535	0.087092	-0.153517	-0.007160	-0.002516	0.079524	-0.006825	0.017653	0.001695	0.005503	-0.037308	0.076500	0.000551	-0.009528	0.146806	-0.000821	0.153004	0.025764	0.009404	-0.000325	0.132757	0.009257	0.011728	0.008114	0.013996	-0.004119	-0.006807	0.022087	-0.050498	-0.001540	-0.002021	-0.001546	-0.017225	-0.023959	-0.044012	0.007216	0.032387	0.277771	0.042900	0.092121	-0.065202	-0.000858	0.010630	0.002606	0.006653	-0.017418	0.008786	-0.036152	-0.014640
PC91	0.113975	-0.008961	0.008841	0.087898	0.007476	0.002085	-0.005687	-0.069869	0.468993	0.004274	0.085581	-0.005213	0.000212	0.019924	-0.130185	0.006457	-0.038452	0.008681	-0.116661	-0.051733	-0.086362	0.004994	0.259481	0.056813	0.009427	0.055442	-0.006231	-0.006496	0.007279	0.027659	-0.013134	0.005618	-0.006835	-0.014330	0.002504	-0.006041	-0.001974	0.008702	-0.004008	0.065430	-0.025060	-0.005076	0.007334	-0.026949	-0.000433	-0.002328	-0.053581	0.001173	0.048720	0.068405	-0.001193	0.050103	-0.004618	0.041656	-0.033716	-0.257616	0.260942	0.003466	-0.039644	0.004355	0.001135	0.001524	-0.008755	-0.098538	0.008979	0.000964	-0.052283	-0.186175	0.008017	-0.013977	-0.001057	-0.008480	0.000022	-0.062430	0.016256	0.004278	-0.000235	0.005322	0.002341	0.003552	0.047451	-0.055044	0.001460	-0.001964	-0.006491	0.140721	-0.003342	-0.431384	0.270671	-0.006926	-0.094717	-0.344013	-0.046322	-0.063318	0.003127	0.014869	0.040614	0.006135	-0.001547	-0.000026	-0.001221	-0.005231
PC92	-0.009257	-0.004588	0.013688	0.030654	0.007768	0.014718	-0.002600	0.037840	0.042548	-0.464256	0.018514	-0.011147	0.001062	0.028676	-0.037336	0.027608	-0.007136	0.034282	-0.071631	0.007958	0.755632	-0.009656	0.016067	0.059350	-0.175362	0.037155	0.012488	0.007785	-0.025754	0.088460	-0.013415	0.002794	-0.012225	-0.025822	-0.000908	0.038873	0.007274	-0.036384	0.011697	-0.008942	-0.116556	0.030042	0.002599	0.033214	-0.016555	0.001941	0.028862	-0.013322	-0.069688	-0.002675	-0.012024	0.030356	0.003512	-0.011869	0.011050	-0.053081	-0.004252	0.016599	0.047521	0.005312	-0.042368	-0.000172	0.006086	-0.030279	-0.288335	-0.000442	0.058911	0.026930	-0.061296	0.049037	-0.012951	0.016754	0.001609	0.030579	0.025649	0.027071	0.014744	0.009465	0.001297	-0.028058	0.035643	-0.022574	0.052730	-0.004143	0.005827	-0.018885	-0.004060	-0.027011	0.010511	0.019027	0.103479	-0.055768	0.014924	-0.023790	-0.000443	0.008704	0.003312	-0.009176	0.008655	0.017544	-0.002188	-0.009035
PC93	0.121379	0.001586	-0.005672	0.158530	-0.004432	-0.000435	0.001506	-0.270231	-0.356091	-0.011806	-0.032105	0.003029	0.001227	0.073608	0.151768	0.002234	0.056107	-0.006374	0.027585	0.002768	0.058771	-0.006289	0.078858	-0.010368	-0.082076	0.019125	0.012727	0.010083	-0.016065	0.019252	0.002156	-0.006907	0.004967	0.007197	0.000038	0.002877	-0.009103	-0.008516	0.002941	-0.036796	0.160842	0.003430	-0.009949	0.001962	0.010105	0.010213	0.017241	0.000399	-0.050989	-0.018926	-0.000214	-0.052607	0.001375	-0.076116	-0.195441	-0.032216	0.262734	0.000319	0.015595	-0.007559	0.002280	-0.003250	0.010795	0.050900	-0.045505	-0.002191	0.015568	-0.281862	0.006441	0.200270	-0.012610	0.007739	-0.000733	0.090771	-0.022042	0.002962	0.001166	-0.005063	0.023943	-0.005238	-0.047481	0.051755	0.008744	0.006197	0.002165	-0.006801	-0.001581	-0.379577	0.061337	0.028988	-0.226298	0.448744	0.074559	0.112164	0.004661	-0.008054	-0.034508	0.004870	0.009411	0.007832	-0.020074	0.006177
PC94	-0.046265	0.000848	-0.000188	0.059689	0.002654	-0.000779	0.004377	-0.170503	-0.211967	-0.072169	0.117535	-0.005663	0.009686	-0.532196	0.012101	0.020781	0.005177	-0.007096	-0.071995	-0.007773	0.011931	0.008567	-0.079619	0.017972	0.026702	-0.039192	-0.000922	-0.009919	0.012022	-0.019379	-0.009417	-0.001230	0.002006	0.015765	0.006610	-0.011099	-0.005124	-0.000065	-0.004139	0.061474	-0.005501	0.006912	0.008364	0.004560	-0.015138	0.000715	0.015058	-0.000739	0.079791	0.084241	-0.001992	0.022596	-0.011925	0.024863	-0.060007	-0.276347	0.249837	0.010778	-0.019041	0.001069	-0.029171	-0.002652	0.001976	0.000413	0.069983	-0.000954	-0.024758	0.025188	0.006744	0.231028	-0.014921	-0.000056	0.000104	-0.145022	0.002860	0.006442	-0.006648	0.000732	0.010787	0.001218	0.002842	-0.023822	-0.013187	0.001148	-0.004167	0.243492	-0.004031	0.275153	-0.050081	-0.035791	0.045530	-0.211340	-0.008182	0.413127	0.007920	0.009643	0.002609	0.011286	0.007674	-0.016762	-0.006081	-0.008263
PC95	0.042643	-0.005772	-0.007196	0.022103	-0.009737	-0.014595	-0.016639	-0.047938	0.049574	0.566735	0.037067	-0.010020	-0.020910	-0.045302	-0.019165	0.011324	-0.008016	0.014892	0.023935	-0.000700	0.054903	-0.002984	-0.016581	-0.009295	-0.007031	-0.004471	-0.004260	0.003151	0.011563	0.014669	-0.007313	-0.005720	-0.010121	-0.023862	0.007859	0.049573	0.021400	-0.025862	0.017239	0.005080	0.072711	-0.011201	-0.014202	-0.013271	0.017356	0.004023	0.006728	-0.009451	0.033050	0.013313	-0.010694	0.023692	0.008040	0.001838	0.002354	-0.090281	-0.002946	0.014069	-0.040883	0.008028	0.015457	-0.006107	-0.003093	0.008234	-0.771379	0.004644	0.055267	-0.105956	0.032091	0.031751	-0.007526	-0.005664	0.003408	-0.037484	0.015517	-0.000647	0.004605	0.006232	0.002367	0.006350	-0.002402	-0.024406	-0.000208	0.000032	0.013653	-0.004662	0.016301	0.119587	-0.050921	-0.043667	0.063706	-0.008510	-0.007678	-0.017159	-0.013967	0.003731	-0.011646	-0.000204	-0.000250	0.021876	0.009228	0.002627
PC96	-0.112205	-0.003346	-0.000529	-0.079604	-0.004952	0.000560	0.000547	0.305871	-0.353870	0.102921	-0.058102	-0.001277	-0.006029	-0.037908	0.064648	0.001037	-0.012706	-0.007260	-0.037685	-0.000135	0.002346	-0.001597	0.062224	0.017695	0.028672	-0.000058	0.001553	0.002047	-0.001062	-0.015250	0.004613	-0.004776	-0.001824	0.004959	0.000542	0.018068	0.002454	-0.010294	0.000138	0.016723	-0.275993	-0.000751	-0.011258	0.032323	0.008977	0.002804	-0.052025	0.000301	0.051697	-0.042377	-0.002573	0.026164	-0.000302	0.058286	-0.056919	0.245013	0.200955	-0.002681	-0.022098	0.000052	-0.009003	-0.002124	-0.001710	0.021106	-0.179341	0.000282	0.003374	0.459580	0.012616	-0.102820	-0.051506	0.002408	0.000739	-0.011022	-0.010278	-0.009602	0.003734	-0.001431	0.007115	0.002985	0.026095	0.004052	-0.002094	0.004221	0.005469	0.098561	0.004051	-0.253228	0.291293	0.015692	-0.289195	-0.169566	-0.022152	0.098935	-0.002128	-0.002140	-0.040385	0.009697	0.003507	0.006723	0.015486	0.000309
PC97	-0.220593	-0.003211	-0.000793	0.080237	0.003505	0.002252	0.001268	-0.567942	-0.013630	-0.010101	0.004653	0.000617	0.011134	0.161346	0.144924	0.005882	0.019605	0.001467	-0.024383	-0.004892	0.024551	-0.002121	-0.062122	0.046427	-0.025880	0.006573	0.006864	0.001802	-0.002493	-0.003911	0.003037	-0.002257	-0.000189	0.008183	0.005105	-0.004394	-0.005837	-0.005597	0.001799	-0.006540	0.237781	0.003615	-0.004542	0.005559	0.000704	-0.001844	-0.006959	-0.000765	0.012892	0.006041	-0.000053	0.015299	-0.005267	-0.040601	0.437857	0.013910	0.104804	0.005001	0.000274	0.000403	-0.028986	0.000928	0.003806	0.007879	-0.020974	0.002568	-0.001605	0.342549	-0.002300	0.075336	-0.017960	0.002495	-0.002051	0.030220	-0.002159	0.011157	-0.002285	0.001725	-0.002303	-0.002219	-0.009119	-0.034491	0.000429	0.003087	-0.001765	-0.005709	-0.007337	0.062824	-0.010335	-0.001277	-0.261352	-0.200743	0.036537	-0.250813	-0.002472	-0.001345	-0.013815	0.002146	0.005852	-0.003929	-0.012715	0.000020
PC98	-0.457813	0.001993	-0.002830	0.080060	0.001223	0.003521	-0.004096	0.336722	-0.003709	-0.004530	-0.011217	0.002779	-0.000096	0.206048	-0.044586	-0.007857	0.001350	-0.000162	0.001847	-0.016873	-0.012460	-0.003258	-0.094945	0.020785	-0.039232	0.003986	0.004352	0.006928	-0.009159	0.023740	-0.001129	0.001555	-0.000543	-0.009137	0.010556	-0.001528	0.002347	0.008596	0.001270	-0.013725	-0.002252	-0.002608	0.000788	-0.014179	0.013683	-0.000403	0.002697	-0.001197	0.007498	0.143891	-0.000305	-0.042299	0.003993	0.000604	0.455177	-0.142921	-0.007147	-0.000788	0.005633	-0.002350	0.018690	0.000923	-0.003843	0.007733	-0.022555	-0.000651	0.008407	-0.344366	0.000964	-0.034927	-0.003696	-0.003930	-0.002605	0.061434	-0.000010	-0.005827	0.002167	-0.001160	-0.003854	-0.000489	-0.009496	-0.038234	0.011816	0.003322	0.002276	0.061025	-0.001445	-0.068677	-0.155083	0.011662	-0.257676	0.005964	-0.005646	0.369144	-0.005154	0.007041	-0.016860	-0.002989	0.008176	0.019210	-0.004289	0.003056
PC99	0.086084	0.002952	0.000358	-0.017448	-0.001339	0.000610	-0.004069	-0.250680	0.166178	0.017417	0.006212	-0.001810	-0.002237	0.221312	-0.049204	-0.001915	-0.015459	0.002172	0.008858	-0.005255	-0.012661	-0.001092	-0.175971	-0.017977	0.034215	0.001870	-0.004708	0.001801	0.010115	-0.002639	0.002112	-0.000046	-0.001148	-0.007058	0.002810	0.002939	0.001022	-0.003412	0.000701	0.006234	0.039912	0.000332	-0.000649	-0.010325	0.002680	0.003511	-0.064591	-0.000112	0.029539	-0.015920	0.000657	0.016402	0.002652	0.019487	-0.109581	0.039144	-0.187647	-0.000018	-0.017129	0.000913	0.007136	0.000677	-0.000712	0.002960	-0.045408	0.000980	0.005338	0.347645	0.000758	-0.069727	-0.001869	-0.002920	-0.000524	-0.029146	0.000865	0.001271	0.001958	-0.001025	-0.004497	0.001190	0.012975	-0.043250	-0.000683	0.000009	0.004128	-0.010819	0.003694	-0.395397	-0.309581	0.001163	0.201303	-0.029243	-0.014887	0.578579	0.001293	0.002341	-0.017653	-0.001871	-0.005143	0.004920	0.015470	0.000049
PC100	0.525057	-0.001257	0.001241	0.004469	-0.000597	0.001306	0.001609	0.160877	-0.144910	-0.001516	0.010822	-0.001103	0.000479	-0.225874	-0.015255	-0.000961	0.000467	0.000235	-0.012096	-0.001876	0.005427	0.001172	0.021928	0.010528	0.013837	0.033330	-0.002037	-0.003432	0.003275	-0.007515	-0.001762	-0.000399	0.000306	0.003141	-0.004604	0.000663	-0.002157	-0.003141	-0.000548	0.007419	-0.072377	0.001409	-0.001294	0.001842	-0.004052	-0.002121	-0.026576	0.000051	0.011382	0.317251	-0.000308	-0.001055	-0.002104	0.004104	0.365096	0.039482	0.046380	0.000163	0.000530	0.001498	-0.003518	-0.000272	0.000392	-0.001083	0.006768	0.000413	-0.002776	0.041088	0.000447	0.024397	-0.005765	0.001079	0.000611	-0.019175	-0.000263	-0.000640	-0.000404	0.001424	-0.001850	-0.000518	0.008323	0.002273	-0.003768	0.000335	0.000222	0.012380	-0.000857	-0.233729	-0.515882	0.010403	-0.099273	-0.048091	0.000893	-0.209336	0.003016	-0.005217	0.001237	0.003550	-0.002349	-0.005475	0.005664	-0.002798
PC101	0.330410	-0.001513	0.001351	-0.031351	-0.001209	-0.000886	0.001588	0.033257	0.054216	0.001806	0.020678	-0.000774	-0.001587	-0.162698	0.004433	0.001525	-0.000237	0.000454	-0.002162	0.005144	0.007275	0.000348	-0.489264	0.003220	0.013083	0.005903	-0.002859	-0.004317	0.002507	-0.006418	-0.002676	-0.001061	0.000617	0.002031	-0.007265	0.002649	-0.000927	-0.003649	-0.000148	0.002648	-0.024343	0.001829	-0.001071	-0.001373	-0.003719	-0.002499	-0.007986	0.000166	0.000034	-0.501410	-0.000196	0.011517	-0.001081	-0.007953	0.434844	-0.021947	-0.026898	0.000420	-0.003360	0.000396	-0.004593	0.000242	0.001393	-0.000302	0.006125	0.000073	-0.003244	-0.086947	-0.000105	0.021535	0.003783	0.002917	0.000973	-0.021204	0.000114	0.001313	0.000736	0.000759	-0.000260	-0.000782	0.007742	0.021797	-0.003878	-0.001241	0.000751	-0.036966	-0.000585	-0.105088	0.370876	0.005820	0.031460	0.080612	0.004654	0.098518	0.001783	0.000620	-0.002080	0.001538	-0.003932	-0.006326	0.004503	-0.000907
PC102	0.003783	0.000103	-0.000262	0.000095	0.000243	0.000731	0.000060	-0.018566	0.030371	-0.001021	-0.007754	0.000763	0.000274	0.071581	-0.004836	-0.001052	0.001004	0.000024	-0.002606	-0.000602	-0.000188	-0.000187	-0.662661	0.005146	-0.007552	0.016724	0.001138	0.001333	-0.002335	0.001720	0.001096	0.000119	-0.000248	-0.000252	0.001846	-0.000553	0.000149	0.001307	0.000278	-0.001972	-0.020494	-0.000742	-0.000468	0.001747	0.001369	-0.000125	0.017242	0.000040	-0.004202	0.653021	0.000204	-0.005877	0.000404	0.000688	-0.185401	0.001663	0.020301	-0.000602	0.004242	-0.000108	0.001252	0.000068	-0.000960	0.000559	0.000248	-0.000028	0.000714	-0.014508	-0.000030	-0.008016	-0.000231	-0.000417	-0.000222	0.008552	-0.000585	0.000020	-0.000320	-0.000100	-0.000040	-0.000097	-0.001706	-0.002232	0.001515	0.000376	-0.000394	0.010454	0.000559	-0.039900	0.271487	0.001234	0.002464	0.010824	-0.001724	-0.126709	-0.002106	-0.001525	0.000910	-0.000383	0.001136	0.002281	-0.003034	0.000311
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	PC1	PC2	PC3	PC4	PC5	PC6	PC7	PC8	PC9	PC10	PC11	PC12	PC13	PC14	PC15	PC16	PC17	PC18	PC19	PC20	PC21	PC22	PC23	PC24	PC25	PC26	PC27	PC28	PC29	PC30	PC31	PC32	PC33	PC34	PC35	PC36	PC37	PC38
ABa	0.07209	-0.18172	0.09799	0.23301	0.47243	-0.28305	0.04456	0.14506	0.16131	-0.01998	-0.31929	-0.17651	-0.02427	0.07193	-0.00409	-0.04057	-0.02849	0.33143	0.09152	-0.17436	-0.19970	0.00499	0.21154	-0.01280	0.49398	-0.41401	-0.10558	0.25888	0.06247	0.27037	0.13047	-0.01830	0.20395	-0.01624	0.35584	0.26726	-0.24399	-0.26306
ABal	0.05618	-0.17779	0.13055	0.23168	0.47206	-0.26072	0.04636	0.15157	0.15419	0.00064	-0.31441	-0.19486	-0.00570	0.08632	0.01058	-0.03469	-0.01963	0.34949	0.07041	-0.16768	-0.18676	-0.00230	0.21458	-0.02242	0.47631	-0.43191	-0.10223	0.25951	0.04271	0.27584	0.11581	-0.02294	0.21631	0.01547	0.32356	0.25339	-0.25115	-0.23246
ABala	0.04050	0.03225	0.18936	-0.00062	0.11746	-0.39477	0.08492	0.08351	0.07570	0.10438	-0.06254	-0.14432	-0.12311	0.11768	-0.09604	0.07959	0.13695	0.11114	0.23453	-0.10814	-0.09501	-0.04764	0.02833	0.08036	0.22033	-0.33671	-0.00159	0.08989	0.19367	0.16953	-0.00156	-0.09570	0.03877	-0.07295	0.49606	0.42847	-0.19817	-0.18088
ABalaa	-0.03225	0.03400	0.27352	-0.01712	0.13440	-0.37724	0.08837	0.08902	0.11566	0.06477	-0.02615	-0.16130	-0.10506	0.07011	-0.10787	0.07606	0.18686	0.07874	0.22854	-0.12435	-0.12189	-0.02984	-0.01733	0.04008	0.25268	-0.28340	-0.02239	0.05412	0.20499	0.18154	-0.03065	-0.05069	-0.00577	-0.10776	0.54446	0.43773	-0.13645	-0.23265
ABalaaa	-1.25041	0.51455	2.63556	-0.34593	-0.37043	1.01096	0.39285	0.46878	0.03578	0.99878	0.20818	-1.03720	0.54951	0.77838	-0.08875	-0.17745	0.38634	0.46547	-0.00617	-0.06422	-0.09873	-0.17806	0.00019	-0.00723	0.34580	-0.04531	-0.05508	0.05572	0.42877	0.17600	0.11884	-0.01850	0.15619	0.15289	0.56144	0.44358	-0.13734	-0.49940
ABalaaaa	-3.55823	1.03850	4.39617	0.38837	-0.47054	0.76741	0.03167	0.67358	-0.23076	0.10976	-0.42722	-0.14986	-0.30412	0.18448	-0.01070	-0.04581	0.17297	0.16417	0.37725	-0.02928	0.11629	-0.12536	0.14399	-0.07037	0.47804	-0.38050	0.29000	-0.00469	-0.26571	-0.05557	0.08550	0.03109	0.35625	0.12680	0.26842	0.39159	-0.52298	-0.20933
ABalaaaal	-7.11066	1.11147	2.60051	-0.35555	-0.79718	-0.68646	0.35912	1.19476	0.96130	0.16021	-0.42551	-0.85638	0.44940	-0.46412	-0.30940	0.21777	-0.67218	0.88654	-0.57479	0.42872	-0.06025	-0.33124	-0.10395	0.23307	0.56380	-0.51171	-0.12690	-0.17167	-0.53748	0.04601	-0.27855	0.02611	-0.18459	-0.22433	0.47029	0.48846	0.03060	-0.41298
ABalaaaala	-7.43957	1.32343	2.04908	0.12399	-0.49746	0.11898	-0.48271	1.45369	0.50277	0.26320	-0.65821	-0.69512	0.19758	0.25684	0.19165	0.37713	0.07871	0.71564	0.41874	0.06534	0.33692	-0.06116	-0.11518	0.53145	0.15784	-0.74703	-0.26673	0.52190	0.75057	0.60266	0.15059	0.28337	-0.17490	0.61776	0.40407	0.25396	-0.19555	-0.13379
ABalaaaalp	-7.93203	1.17557	1.64926	-0.34123	-0.51884	0.69714	0.02663	0.63469	1.04878	-0.13750	-0.57428	-0.69798	0.33643	0.11430	0.28932	-0.24427	-0.10887	0.44267	0.40541	0.47629	0.06176	0.32126	-0.14069	-0.49073	0.17598	-0.28385	-0.00252	0.18477	0.05762	0.37098	0.19154	-0.00327	-0.18321	0.57185	0.56970	0.68509	-0.08031	0.17069
ABalaaaar	-6.81763	1.27999	2.79664	0.03465	-0.25278	-0.75536	0.14515	0.86130	0.67962	0.73963	-0.24433	-0.51279	0.59974	-0.17931	-0.12778	0.19005	-0.27365	0.33310	-0.60850	0.37462	0.33478	-0.15954	0.06664	0.45368	0.54489	-0.42423	0.02919	-0.37203	-0.72765	0.29631	-0.64643	0.57560	0.12052	-0.26226	0.69204	0.11711	-0.25123	-0.59506
ABalaaaarl	-7.54557	0.96455	1.91943	0.35605	-0.43277	0.22866	-0.04481	1.42885	0.03514	0.75560	-0.43612	-0.29158	0.94143	-0.18793	0.59049	0.47377	0.41458	0.84264	0.53678	-0.31987	-0.40846	-0.57110	0.23230	1.03792	0.80065	-0.55348	-0.28257	-0.40692	0.35171	0.00923	-0.47931	0.14009	0.00227	-0.03221	0.11076	0.81072	-0.30192	0.22221
ABalaaaarr	-6.98289	0.68423	2.51699	-0.37732	-0.41327	-0.19683	0.20924	1.68167	-0.45649	0.19017	-0.41732	-0.91455	0.34317	-0.02915	0.62113	0.00415	-0.20990	0.60551	0.24427	0.39830	-0.11585	0.23046	0.38229	0.42017	0.36798	-0.86078	0.69298	0.25605	0.07221	0.52838	-0.58979	0.64411	-0.55554	-0.44028	0.30185	0.44607	0.06120	0.05653
ABalaaap	-2.80513	1.01516	4.08847	0.15812	-0.53462	1.10008	0.34178	0.83869	-0.20950	0.30735	-0.39537	-0.62040	-0.04060	0.19832	-0.07137	0.03988	0.30032	0.13302	0.33396	0.03290	0.05666	-0.09236	0.24033	-0.05412	0.55537	-0.47556	0.43016	-0.10203	-0.32084	0.16832	0.35018	0.03693	0.43178	0.04069	0.36239	0.25666	-0.51113	-0.18102
ABalaaapa	-6.43446	1.28785	3.05723	-0.15627	-0.48344	-0.37513	-0.18197	0.42308	0.70983	0.49800	-0.35149	0.16928	1.11686	-0.26331	-0.96579	0.54493	0.15491	0.62171	0.35405	0.28806	-0.23012	0.10626	0.38687	0.06356	0.72915	0.06022	-0.15072	0.04533	-0.83395	0.21101	-0.30201	0.12616	0.12678	-0.16398	0.08168	0.62809	-0.47845	-0.04211
ABalaaapal	-7.88178	1.25857	1.68110	-0.67315	-0.72526	0.46408	0.15909	1.34574	0.51968	0.23392	-0.70892	-0.24255	-0.01982	-0.34171	-0.13411	-0.03234	0.28036	0.63646	-0.67785	0.27075	-0.12152	0.22774	-0.04743	-0.23514	0.22136	-0.52458	-0.02335	1.13716	0.39706	-0.07842	0.15337	-0.16239	-0.26082	0.24290	0.52472	0.29884	0.27787	-0.43408
ABalaaapar	-8.19343	0.83599	1.49741	-0.24537	-0.41502	0.62050	-0.60217	0.80120	0.37018	0.58724	0.22287	-0.72810	0.45062	-0.44862	-0.31516	0.28119	-0.16938	0.53679	0.42209	-0.51343	-0.34484	-0.23740	0.11722	-0.12351	0.24150	-0.18431	0.06433	0.32988	0.24392	0.12527	0.24202	0.02958	0.11895	-0.26041	0.02068	0.39097	-0.68312	-0.19215
ABalaaapp	-6.88411	0.94488	2.82022	-0.38237	-0.24415	-0.54318	-0.36688	0.99422	0.32249	0.17484	-0.19048	-0.48272	0.54152	0.27716	0.31175	1.05679	0.43264	0.56632	0.54334	0.19342	-0.02053	0.47857	0.75440	-0.00255	0.14177	0.00730	-0.27139	-0.14141	-0.57380	0.21904	-0.07858	-0.07172	-0.15792	-0.01831	0.60483	-0.16983	-0.35491	-0.24785
ABalaaappl	-8.03631	0.73765	1.75371	0.42217	-0.91281	0.38029	-0.54819	0.70244	0.82004	0.33824	0.07205	-0.67958	0.64671	-0.42590	-0.34700	0.35321	0.23278	0.36731	0.32965	-0.42299	-0.47065	0.02655	0.45268	0.17202	0.20743	-0.36543	-0.38325	0.39337	0.43208	-0.08263	-0.10561	-0.44758	0.39615	0.29410	0.03631	0.41115	-0.04956	-0.26262
ABalaaappr	-7.84099	0.65083	1.71155	-0.40448	-0.93967	0.93025	-0.19486	0.83465	0.64828	-0.20389	-0.18805	-0.34726	0.46881	-0.06115	-0.29003	0.20906	-0.11395	0.44033	0.31142	-0.21611	0.16875	0.31785	-0.18683	0.86229	0.02006	-0.15999	-0.44558	0.33206	-0.26247	0.26919	-0.21193	0.13280	0.37849	0.15565	0.24160	0.48430	-0.59203	0.10443
ABalaap	-1.42138	0.53741	2.87781	-0.36931	-0.34555	1.07942	0.40279	0.49302	0.09074	0.89878	0.24758	-0.98118	0.52111	0.67980	-0.11042	-0.21379	0.40468	0.35513	0.05675	-0.12194	-0.18126	-0.16067	-0.10003	-0.04312	0.47021	0.08521	-0.06731	-0.02629	0.49924	0.22699	0.08416	0.06420	0.09643	0.06107	0.61672	0.36333	0.00474	-0.65497
ABalaapa	-3.12574	1.07420	4.32406	0.42276	-0.55574	1.10082	0.21793	0.83644	-0.28273	0.26448	-0.39212	-0.32921	-0.34814	0.01105	0.01601	0.08311	0.17843	0.12966	0.46953	0.01320	0.08780	-0.20239	0.10175	-0.18099	0.49220	-0.42787	0.30651	0.03151	-0.33556	0.03999	0.20483	-0.11712	0.40323	0.00143	0.55537	0.13416	-0.38522	-0.21769
ABalaapaa	-6.80909	0.92861	2.90627	0.00889	-0.39307	-0.40212	-0.33858	0.73308	-0.27079	-0.47904	-0.17686	-0.58667	1.06384	0.06349	-0.50987	0.64856	0.08794	0.79494	0.16036	-0.11491	0.02572	0.81802	-0.48692	-0.17869	0.74596	-0.15580	0.37042	0.51190	-0.03756	-0.28893	-0.45852	-0.28140	0.13355	0.05935	0.12160	0.90945	-0.07307	-0.22304
ABalaapaaa	-7.39429	1.03235	2.01038	-0.72871	-0.89369	0.71255	-0.31843	1.18366	0.42873	-0.37068	-0.37163	0.20297	0.68000	-0.13356	-0.79798	0.53129	-0.09035	0.95249	-0.27410	0.28514	0.13114	0.33055	0.10488	0.59826	0.30067	-0.10153	-0.00502	0.00019	-0.25764	-0.03310	-0.86629	-0.17743	0.48138	0.15618	0.40766	0.44634	0.00336	0.01775
ABalaapaap	-7.21561	1.12115	2.00310	-0.41040	-0.71188	0.56475	-0.14501	0.89078	-0.12457	-0.80261	-0.07801	0.07417	0.49833	-0.08170	0.41088	0.62056	0.77193	1.23652	-0.49994	0.40758	-0.43901	0.25331	-0.37643	0.41963	0.30011	-0.04318	-0.36864	-0.77220	0.39065	0.69233	-0.04059	0.15671	0.35038	0.34673	0.20129	0.36098	0.05831	-0.23861
ABalaapap	-6.99475	0.88330	2.72089	0.70076	-0.57218	-0.58192	-0.30306	0.69518	0.06954	0.60097	-0.69172	-0.97839	0.96892	-0.12978	-0.58393	0.39682	-0.38592	0.56322	0.57696	-0.10940	0.17237	0.08844	-0.50072	0.36898	0.97493	-0.00757	-0.12561	0.41947	0.25083	-0.02221	-0.11731	-0.03855	0.23280	0.14291	0.02681	0.89238	-0.12210	0.07821
ABalaapapa	-7.76753	0.23082	1.55621	0.09958	-0.14415	1.48733	0.28145	1.12170	-0.26517	-0.09956	-0.71747	0.53358	0.30754	0.49316	-0.03951	0.43130	0.32733	1.09936	-0.20644	-0.06109	0.28963	-0.20004	0.07655	1.00703	0.56923	-0.59685	-0.55127	-0.16875	-0.30844	0.28888	0.40925	0.38434	0.09890	0.89450	0.16085	0.53787	0.15899	-0.42092
ABalaapapp	-7.20087	0.83762	2.18017	0.55181	-0.78242	0.75970	-0.35205	0.02756	0.30803	-0.16776	-0.63287	-1.11437	0.06353	0.31824	-0.29126	-0.36859	-0.01426	0.42806	0.59010	0.50912	0.03386	0.33402	-0.02765	1.23163	0.08994	0.00832	-0.11693	-0.03790	-0.48088	0.14038	-0.39374	0.24790	0.11261	-0.00298	0.24217	0.37435	0.43643	-0.10498
ABalaapp	-3.04714	0.97761	4.23903	0.11246	-0.44108	0.94768	0.34542	0.89007	-0.05615	0.00465	-0.26749	-0.44318	-0.05218	0.00672	-0.12559	-0.10469	0.44384	-0.05975	0.36992	-0.05768	-0.12647	-0.09727	0.06536	-0.12734	0.83163	-0.20425	0.32292	-0.30739	-0.08340	0.32675	0.24179	0.26825	0.34794	0.09422	0.27777	0.07211	-0.35145	-0.31892
ABalaappa	-6.91722	0.35403	2.95114	0.25071	-0.20236	-0.56946	-0.26551	0.78125	0.26503	0.39046	-0.68893	-0.69518	0.59364	0.02700	0.48263	0.40164	0.68902	0.65945	0.29008	-0.68752	0.32217	0.67702	-0.09658	0.48494	-0.03459	0.32184	0.32939	-0.14706	-0.27185	0.07121	-0.23694	-0.54367	0.34160	-0.40449	0.42588	0.18474	-0.11611	-0.46818
ABalaappaa	-8.39144	-0.45423	1.29935	-0.26442	-0.63224	1.24319	-0.23330	0.94883	0.61780	0.63922	-0.19732	-0.33314	0.02463	-0.45434	-0.31006	-0.18896	0.07813	0.88644	0.00868	-0.71437	-0.54832	-0.08819	0.72249	0.22489	0.77921	-0.65873	-0.21429	0.10098	-0.46714	0.37775	0.33676	0.07145	0.02566	0.21488	-0.09729	0.29425	-0.36072	0.13156
ABalaappap	-7.49425	1.09525	1.95187	0.00189	-0.36324	0.68839	-0.24719	0.47936	0.44351	-0.06154	0.02978	-0.30921	0.79128	0.26310	-0.32383	-0.04421	0.28645	0.72008	0.82734	0.45658	0.31773	0.92377	-0.11871	0.26043	0.22997	-0.07857	0.15534	0.24351	-0.42407	0.07347	0.11418	-0.22476	0.15207	-0.14706	0.22131	-0.01818	0.22612	-0.20810
ABalaappp	-6.29444	0.98461	3.30997	0.23995	-0.13616	-0.46879	0.24190	0.27143	0.89169	0.10430	-0.35065	-0.60487	0.54055	-0.10665	-0.37305	-0.46747	0.13445	0.12131	-0.00163	-0.08409	0.73096	0.27208	0.03456	0.27645	0.51512	-0.20234	0.28150	0.81624	-0.49326	-0.58780	-0.28576	0.80926	0.35553	-0.05203	0.80530	0.46048	0.01456	0.02257
ABalaapppa	-7.78537	1.04779	1.73011	-0.54714	-0.45616	0.74067	-0.12371	1.20072	0.01177	-0.32071	0.61104	-0.48231	0.03759	0.33283	-0.05038	0.56076	0.47690	0.30648	0.47932	-0.70419	-0.31395	0.55884	0.58554	0.01240	0.42638	-0.85181	-0.59104	0.74083	-0.10163	-0.19130	-0.16184	0.06756	-0.02436	0.33197	-0.42476	0.38094	-0.25860	-0.22971
ABalaapppp	-7.44601	0.46981	2.31586	0.46823	-0.46880	0.06069	0.01413	0.35890	-0.14077	0.27175	0.07842	-1.19042	0.48764	-0.36931	0.10144	-0.43406	0.63252	0.24875	0.40379	-0.98084	-0.38546	0.58153	0.52203	0.54746	0.17957	0.03500	-0.09695	-0.08428	-0.84753	-0.31003	-0.21312	-0.26083	-0.13997	-0.25917	0.03893	0.31825	0.48194	0.05373
ABalap	0.04050	0.03225	0.18936	-0.00062	0.11746	-0.39477	0.08492	0.08351	0.07570	0.10438	-0.06254	-0.14432	-0.12311	0.11768	-0.09604	0.07959	0.13695	0.11114	0.23453	-0.10814	-0.09501	-0.04764	0.02833	0.08036	0.22033	-0.33671	-0.00159	0.08989	0.19367	0.16953	-0.00156	-0.09570	0.03877	-0.07295	0.49606	0.42847	-0.19817	-0.18088
ABalapa	-1.23682	0.45406	2.61141	-0.40342	-0.34739	0.93201	0.30321	0.51543	0.11825	0.82156	0.26331	-0.94866	0.59487	0.71897	-0.15311	-0.29123	0.44444	0.27282	-0.02952	-0.15563	-0.23581	-0.19973	-0.16800	-0.07454	0.61089	0.16157	-0.08614	-0.09809	0.55342	0.37983	-0.00415	0.07322	0.05537	0.12564	0.49532	0.36359	0.11418	-0.76010
ABalapaa	-3.26415	0.83932	4.17707	0.34266	-0.80496	0.88896	0.08286	1.04256	-0.32999	0.08793	-0.19160	-0.01897	-0.30988	0.11994	0.32363	-0.06183	-0.27543	0.68108	0.54652	-0.01068	-0.05843	-0.13522	-0.19852	-0.29160	0.58417	-0.45692	0.30459	-0.03426	-0.18848	-0.12496	0.18923	0.50487	0.46883	0.04780	0.26963	0.77294	-0.22730	-0.19648
ABalapaaa	-6.82001	0.55909	3.17926	0.44723	-0.58125	-1.02455	0.15934	0.71235	0.45548	0.07404	-0.37049	-1.13397	-0.37489	0.00924	0.32189	-0.11040	0.15455	1.04854	-0.74646	0.11998	-0.22631	0.32682	0.11970	-0.61957	0.14009	-0.41748	0.20113	0.21523	0.69572	0.19333	0.29284	-0.20145	-0.14639	-0.09257	0.57516	0.24240	-0.46476	-0.53389
ABalapaaaa	-7.90831	0.14340	1.92509	-0.16782	-1.01438	0.22980	0.94907	1.26270	1.32463	0.28851	-0.04936	-0.60518	-0.80939	0.15132	-0.47901	0.00814	-0.13291	0.83593	-0.29195	-0.23417	0.06735	-0.38752	0.29941	-0.14428	-0.20380	-0.94474	-0.37138	0.07282	-0.00474	0.81999	-0.10645	-0.21453	0.55955	-0.07176	0.36562	0.32667	0.02581	-0.46447
ABalapaaap	-7.52047	0.35518	2.28856	-0.14189	-1.17851	0.18711	0.25649	0.48117	0.81573	0.22860	-1.10041	-0.22231	-0.32398	-0.15118	-0.71050	-0.01754	0.08769	1.28763	-1.19190	-0.11111	-0.34403	0.16771	-0.41993	-0.06874	0.16652	0.07170	0.00250	-0.20493	0.37682	-0.19154	0.16669	-0.58435	0.38525	-0.15919	0.54276	0.18276	-0.04592	0.02648
ABalapaap	-6.66846	0.11649	3.17390	-0.07591	-0.85285	-0.75606	-0.00519	1.27117	0.72077	0.19410	-0.94428	-0.67554	-0.11104	-0.15183	0.83942	0.43150	0.61612	0.89394	-0.35000	0.43208	-0.31685	0.50338	-0.03949	0.01678	0.11583	-0.33813	-0.01777	-0.30704	0.51649	0.10691	-0.06130	-0.56747	0.05932	-0.03810	-0.09091	0.31518	-0.51943	-0.43865
ABalapaapa	-7.35322	0.53310	2.39813	-0.25726	-0.80818	-0.05259	0.66602	0.53755	0.83708	0.45337	-1.73769	-0.59409	-0.38298	0.11489	0.09935	0.27624	0.20279	0.95726	-0.09942	0.73186	-0.69175	-0.29036	-0.13481	-0.20407	0.41349	-0.49941	0.09210	-0.33154	0.52489	-0.03088	-0.05201	-0.12837	0.11830	0.25336	0.89862	0.32239	-0.08975	0.13883
ABalapaapp	-7.69299	0.19776	2.16767	0.47750	-0.72223	0.18412	0.34143	0.99962	1.20291	0.23459	-0.39987	-0.20111	0.42955	-0.07537	0.54351	0.19369	0.72275	1.05277	0.15979	-0.17290	-0.18651	-0.51280	-0.19931	0.02273	0.01549	-0.64340	0.07544	-0.20880	0.77245	1.00128	0.22147	-0.87985	0.07052	0.24433	0.52629	0.38430	-0.39968	0.09686
ABalapap	-2.73358	0.45646	3.90560	0.05017	-1.10436	1.09262	0.03241	0.87099	0.12240	0.48188	-0.17311	-0.52814	0.07979	-0.24405	0.64834	-0.34807	-0.24904	0.34517	0.38959	-0.44402	-0.33204	-0.34940	-0.87036	-0.33514	0.48139	-0.37005	0.00571	0.05237	0.35230	-0.01697	-0.18871	0.99607	0.42209	-0.00319	0.04426	0.17125	-0.01318	-0.37372
ABalapapa	-6.49403	0.34909	3.35684	0.07018	-0.72392	-1.00064	0.35134	1.36629	0.80490	0.34912	-0.77870	-0.38437	0.40827	-0.12208	0.33772	0.25213	0.14264	0.59568	-0.66170	-0.00342	-0.11815	0.50813	-0.04407	-0.45752	0.36293	-0.62754	0.49080	0.00325	0.50183	0.28359	0.36358	-0.54158	-0.02717	-0.06176	0.14433	0.30484	-0.63758	0.02719
ABalapapaa	-8.20266	-0.08416	1.60257	-0.47698	-1.09576	0.60717	0.39240	0.90876	0.71869	0.96008	-0.10109	-0.39367	-1.05562	-0.07372	-0.30143	0.17883	0.51393	0.70115	-0.26561	-0.07657	-0.76782	-0.08552	0.28691	0.06061	0.80182	-1.31852	-0.79621	-0.03040	0.02962	0.05225	-0.07368	-0.05902	0.50439	0.22152	0.45228	0.34971	-0.16960	-0.31324
ABalapapap	-7.48809	0.05274	2.27097	0.03292	-1.39011	0.07083	0.67590	0.61041	0.75903	0.20927	-0.63614	-0.84572	-0.74498	0.66014	-0.38566	1.05750	0.01195	0.71794	-0.36448	-0.01121	-1.05512	0.01662	-0.03898	0.03522	0.61944	-0.67198	0.32266	0.46602	0.14032	0.48182	0.06122	0.12486	0.03220	0.00199	0.33850	0.15370	-0.49567	0.18377
ABalapapp	-5.93822	0.29282	3.79370	0.23997	-0.68675	-0.97999	0.34152	0.32397	0.64969	0.56920	-0.91017	-0.37894	-0.21941	0.31992	0.21193	-0.08218	0.05335	0.77913	-0.48347	0.01735	-0.82453	-0.09651	0.26982	-0.26608	-0.44617	-0.77492	0.08014	0.13965	0.79444	0.33591	0.44313	0.55105	-0.55144	0.07777	0.25507	0.10077	-0.28224	0.01919
ABalapappa	-7.54174	0.23911	2.14900	0.28821	-1.02357	0.65810	0.34846	0.48871	0.79961	-0.39404	-0.41974	-0.43671	-0.52704	0.15670	0.40255	-0.45096	0.62400	0.72779	-0.89446	0.55557	0.06955	0.03678	0.36516	-0.11515	-0.10831	-0.40777	0.32361	-0.14519	0.71654	0.09574	-0.30447	0.24890	-0.11561	0.12441	0.81548	0.16753	-0.31512	0.50312
ABalapappp	-7.63556	0.04311	2.10766	-0.00914	-0.81893	0.70789	0.80253	0.25409	0.39922	-0.36315	-0.37553	-0.48169	-0.83163	0.32389	-0.01123	-0.31442	0.13704	0.58592	-1.29405	-0.04008	0.66731	-0.42257	-0.19183	-0.43179	0.11209	-0.88300	-0.19696	-0.71643	0.66611	0.59158	0.26574	0.20197	0.16753	-0.17604	0.41398	0.39882	-0.18572	0.25398
ABalapp	-1.01176	0.41810	2.37653	-0.37081	-0.42193	0.95431	0.28719	0.48215	0.02067	1.05241	0.30477	-1.06763	0.76016	0.73845	0.02535	-0.15636	0.44804	0.57229	-0.15726	-0.02457	-0.07761	-0.34320	-0.18580	-0.21945	0.35634	-0.07625	-0.08888	0.05033	0.33979	0.27245	-0.25691	0.04019	0.21580	0.32757	0.09437	0.13770	0.07925	-0.32901
ABalappa	-3.23016	0.77375	4.27434	0.29340	-0.73160	0.97046	0.18139	1.25603	-0.21204	-0.02539	-0.14905	-0.12610	-0.29641	0.07305	0.12951	-0.08161	-0.11952	0.48342	0.61178	-0.02066	-0.27347	-0.09491	-0.27110	-0.29084	0.70170	-0.31566	0.18629	-0.14706	0.02839	0.00038	0.21091	0.53327	0.37207	0.01426	0.42189	0.54461	-0.23794	-0.25639
ABalappaa	-6.83880	0.19608	3.11284	-0.17064	-0.17467	-0.63021	0.16981	1.03356	0.60181	0.84731	0.06958	0.51021	0.18261	0.15913	-0.07141	0.41761	0.97995	0.82132	0.18205	0.13330	0.58157	0.44086	0.42830	0.45573	0.60209	-0.65065	-0.25544	0.74731	-0.28934	-0.47642	0.43616	0.72997	0.19390	-0.03477	0.09624	0.56670	-0.40347	-0.52347
ABalappaaa	-8.25606	-0.16955	1.31130	-0.28653	-0.99596	0.82427	0.25030	1.45820	0.63445	0.89982	0.05878	0.14125	-0.39367	-0.02836	-0.14023	-0.05971	0.43916	0.17956	-0.46072	-0.34473	-0.38259	0.02326	0.36323	0.02756	0.49303	-0.96835	-0.69140	-0.53704	0.16420	0.22166	0.31078	0.15473	0.09661	0.36080	0.49806	-0.07803	-0.02512	-0.51577
ABalappaap	-7.98570	0.06215	1.69307	-0.77253	-1.10201	0.89719	0.48765	0.66737	0.09509	0.27403	-0.38629	-0.38397	-0.90212	0.05913	-0.22335	-0.15282	0.40533	0.37399	-0.40340	0.10272	0.22613	0.55731	0.02074	-0.00292	0.51112	-0.74935	-0.62726	0.46147	0.35487	0.11533	-0.26693	0.27288	0.52155	-0.17601	0.17227	0.29304	-0.09690	0.29332
ABalappap	-6.35760	0.14381	3.51271	0.60197	-0.71845	-0.98871	0.11571	0.99379	0.46935	-0.00847	-0.09994	-0.94928	-0.13239	0.12542	0.58762	0.36256	0.04272	0.64492	-0.73332	0.28623	0.16509	0.51556	0.09190	0.26377	0.45977	-0.29913	0.01874	-0.11418	0.27640	-0.39041	-0.28440	0.03160	0.42998	-0.36520	-0.00052	0.58952	-0.08118	-0.57177
ABalappapa	-7.67912	0.10717	2.12837	-0.12409	-0.96783	0.14901	0.11446	1.10824	0.64491	0.16997	-0.07706	-0.54256	0.24591	0.32185	0.61361	0.79579	-0.17859	0.05653	0.10856	0.11615	0.03088	0.84406	0.44656	0.36198	-0.13748	-0.36021	-0.59288	-0.13483	-0.37972	0.30982	0.33039	0.32885	0.37701	0.23032	0.14237	0.23171	-0.46331	-0.62836
ABalappapp	-7.03053	-0.36200	2.60227	0.17736	-0.80405	0.28526	0.62589	1.56121	0.50302	0.32549	-1.28632	0.01152	-0.11623	0.66331	0.25852	0.02429	0.55579	0.51440	0.19894	-0.04788	0.80688	0.28194	0.03365	0.40732	0.18477	-0.73489	-0.19221	0.55217	0.23430	-0.43709	0.17600	0.21494	-0.05326	-0.25983	0.18499	0.76080	0.11596	-0.59741
ABalappp	-2.92023	0.58407	4.18101	-0.11116	-0.93390	1.13215	0.08148	0.76428	0.19650	0.15429	0.57636	-0.15500	0.09485	-0.43312	0.52630	-0.11824	-0.03525	0.80788	0.30645	-0.31626	0.01076	0.01608	-0.57367	-0.76971	0.55290	-0.34858	-0.13077	0.00132	0.04840	-0.14568	-0.09910	0.56797	0.41376	0.01796	0.22754	0.20045	-0.14183	-0.29764
ABalapppa	-5.84157	0.01123	3.78071	0.81785	-0.59375	-0.74961	0.53812	0.96518	0.36172	0.29630	-0.56871	-0.48480	-0.08085	0.40325	0.19806	0.19066	0.01563	0.48469	-0.35984	0.17931	-0.14227	0.13278	0.07359	0.34461	0.12327	-0.41265	0.28967	0.08234	0.22808	-0.46165	-0.15244	0.78865	0.66038	-0.16652	-0.26074	0.72452	0.08424	-0.61456
ABalapppaa	-8.07466	0.18146	1.69213	-0.41122	-1.31528	0.41233	0.70243	0.94519	0.84882	0.69124	-0.28020	-0.43295	-1.03120	0.02011	-0.18959	0.32683	0.44918	0.95095	-0.34131	0.10995	-0.41022	0.04435	0.04810	0.02190	0.65362	-0.92821	-0.87163	0.44655	-0.03677	0.60581	0.01937	0.02071	0.37227	-0.04153	0.43618	0.41222	-0.15579	-0.10024
ABalapppap	-7.82658	0.03674	1.83016	0.11809	-1.38018	0.99997	0.33063	0.47149	0.29015	-0.50610	0.17796	-0.60397	-0.66789	0.24300	-0.29651	0.04039	0.32356	0.60780	-0.76065	0.10127	-0.63917	0.33895	-0.18311	0.25342	-0.38662	-0.71581	-0.04253	0.38608	-0.21752	0.74114	0.11022	0.11790	0.66144	-0.10421	0.33642	0.51431	0.42699	-0.36671
ABalapppp	-5.92958	-0.32171	3.96401	0.23437	-0.51449	-0.92595	-0.28044	1.22167	0.53709	-0.13532	-0.16338	-0.68274	-0.14765	0.00631	0.61948	0.11832	0.68684	0.35323	-0.16534	0.57542	-0.02232	-0.26333	0.35338	0.16884	-0.23172	-0.38454	-0.24988	0.36514	0.13907	-0.51970	0.17170	-0.00195	0.78594	-0.31395	-0.07685	0.63545	-0.01937	-0.29424
ABalappppa	-7.85095	-0.18855	1.83276	0.32894	-1.08804	0.86603	0.18680	1.06296	0.75317	0.22741	-0.09406	-0.09751	-0.33325	0.53318	0.02764	0.00123	0.44397	0.15837	-0.40727	-0.02450	0.65826	0.68792	-0.11844	-0.07440	-0.07406	-0.65254	0.00522	0.32309	0.37466	0.30486	0.44826	0.20665	0.17209	0.08355	0.26285	0.14225	-0.22218	0.21459
ABalappppp	-7.66406	-0.72012	1.97114	-0.09239	-0.96907	1.04050	0.47308	1.46632	0.48278	-0.05329	0.04549	-0.12667	-0.47281	0.68591	0.58135	0.14328	0.64844	0.22906	-0.20045	-0.43949	0.45905	0.58585	0.05449	-0.04997	-0.00499	-0.66486	0.17246	0.69406	0.04632	0.48984	0.50137	-0.02776	0.08321	-0.04276	0.04180	0.60185	0.34718	-0.16304
ABalp	0.04050	0.03225	0.18936	-0.00062	0.11746	-0.39477	0.08492	0.08351	0.07570	0.10438	-0.06254	-0.14432	-0.12311	0.11768	-0.09604	0.07959	0.13695	0.11114	0.23453	-0.10814	-0.09501	-0.04764	0.02833	0.08036	0.22033	-0.33671	-0.00159	0.08989	0.19367	0.16953	-0.00156	-0.09570	0.03877	-0.07295	0.49606	0.42847	-0.19817	-0.18088
ABalpa	0.04050	0.03225	0.18936	-0.00062	0.11746	-0.39477	0.08492	0.08351	0.07570	0.10438	-0.06254	-0.14432	-0.12311	0.11768	-0.09604	0.07959	0.13695	0.11114	0.23453	-0.10814	-0.09501	-0.04764	0.02833	0.08036	0.22033	-0.33671	-0.00159	0.08989	0.19367	0.16953	-0.00156	-0.09570	0.03877	-0.07295	0.49606	0.42847	-0.19817	-0.18088
ABalpaa	-1.20412	0.52030	2.51314	-0.32069	-0.36958	1.00795	0.35958	0.36002	-0.05994	1.29865	0.09903	-1.30570	0.68538	1.05382	-0.03270	-0.02478	0.42173	0.66782	-0.29068	0.11775	0.17587	-0.16994	0.29706	0.02000	-0.04445	-0.42296	-0.01513	0.26243	0.01356	0.07750	0.07683	-0.37437	0.19853	0.31209	0.51090	0.76763	-0.43211	-0.13549
ABalpaaa	-4.09124	1.67214	4.26904	0.46410	0.06606	0.57459	-0.41196	0.29133	-0.53475	0.28633	-0.10085	-0.11465	-0.29759	0.14493	-0.10405	0.12223	-0.18324	-0.24076	-0.03691	0.31786	-0.32812	0.01672	0.45216	0.05839	0.73707	-0.28942	0.15416	0.46343	0.05230	0.65489	0.04753	-0.17651	0.01040	0.34245	0.21701	0.56648	-0.51556	0.01216
ABalpaaaa	-7.05816	1.48594	2.54242	0.43687	-0.23671	-0.45293	-0.14930	0.55836	-0.45775	0.27282	-0.21541	-0.86798	0.91134	-0.40103	-0.48699	-0.61080	-0.06105	0.37789	-0.39667	0.15747	0.71535	0.12011	-0.29427	-0.11527	0.49388	-0.66525	-0.05698	0.07255	0.20315	0.70632	-0.40553	0.00010	0.43000	-0.35593	0.85966	0.19764	-0.42229	-0.15100
ABalpaaaaa	-7.71256	1.37016	1.66236	-0.22837	0.07753	0.92276	-0.17540	0.54220	-0.55332	0.19176	-0.86517	0.15200	0.45733	0.34587	-0.48759	0.30118	0.86370	0.73646	-0.23499	-0.21381	0.18332	-0.54303	0.32400	-0.26826	0.12570	-0.39984	0.77140	-0.20720	0.67746	0.06909	0.13188	0.04817	-0.17066	-0.32704	0.39770	-0.05824	-0.54149	-0.37224
ABalpaaaap	-7.41121	1.31511	2.18016	-0.67950	0.25706	0.24036	0.20708	0.04276	-0.62519	-0.09871	-0.60529	-0.91736	-0.30598	-0.48857	0.30336	-0.34424	0.77881	1.17666	-0.87624	-0.13849	-0.53276	-0.36792	0.18623	-0.07794	0.28379	0.04247	0.24257	0.69555	0.42974	0.62136	-0.44603	-0.21716	0.05163	-0.35472	0.89199	0.67130	0.24040	-0.01358
ABalpaaap	-6.78581	1.87927	2.70147	0.02036	0.50069	-0.16242	0.50127	-0.16108	-0.33993	-0.11080	-0.72664	-0.38220	0.83558	0.30308	-0.97328	-0.24594	-0.19983	0.84373	-0.07899	0.19577	0.07646	-0.39962	0.30666	-0.09938	0.52145	-0.31745	0.23209	0.42988	0.43646	0.24389	-0.54478	-0.18720	0.24466	-0.23860	0.91151	0.38500	-0.04394	0.01539
ABalpaaapa	-7.81127	1.66645	1.59804	-0.41913	0.20888	0.73118	0.41139	0.41564	-0.32717	-0.21039	-0.15762	-0.69588	0.33466	-0.19378	0.30726	-0.46522	0.35932	0.67145	-0.58699	-0.20859	-0.56139	-0.18528	0.10419	0.20114	-0.16104	0.06585	-0.08388	0.69095	-0.10807	0.84356	-0.04255	-0.40874	-0.06469	0.13029	0.65749	0.49898	0.47300	-0.18507
ABalpaaapp	-7.93471	1.75689	1.24347	-0.39630	0.49536	1.27094	0.32396	0.40797	-0.60834	0.37622	-0.25794	0.04281	0.54322	0.53276	-0.47503	0.14695	0.35760	0.53371	0.33028	-0.21701	-0.44680	-0.42618	0.22583	0.25683	0.51255	-0.38994	-0.30270	0.40751	0.25174	0.10759	-0.21444	-0.32941	0.05146	-0.23425	0.15199	0.29533	-0.08055	-0.21342
ABalpaap	-2.87877	1.22933	3.85889	-0.13357	-0.11399	0.89189	0.01710	0.36452	-0.12115	0.63260	-0.24040	-0.47271	-0.22289	0.59511	-0.05285	-0.15046	0.02661	0.17969	-0.11381	0.00839	-0.16180	0.24009	0.36641	0.41722	0.60046	-0.38638	0.24600	-0.26308	0.02058	0.47245	0.11918	-0.51513	0.08413	0.02699	0.20225	0.68356	-0.55106	-0.54794
ABalpaapa	-5.93268	1.17214	3.49301	0.40762	-0.26113	-0.81523	-0.24217	1.00596	-0.27987	0.22479	-0.80180	-1.12050	0.52819	-0.13252	-0.17888	0.44638	-0.11846	-0.45001	-0.15473	-0.08408	-0.15741	-0.56567	0.45077	-0.05603	0.07460	-0.25027	0.00954	0.09770	-0.07412	0.30534	-0.21201	-0.05712	-0.42373	0.22444	-0.01377	0.03246	-0.66269	-0.01431
ABalpaapaa	-8.03068	1.21538	1.57517	-0.40668	-0.36124	0.43382	-0.03090	0.77941	-0.05315	0.90224	-0.69727	-0.32156	0.14306	-0.57671	-0.59692	-0.16807	0.76573	0.64572	-0.53927	-0.80316	-0.38035	-0.20873	0.15385	-0.18367	0.26278	0.03360	0.05673	0.52896	-0.15532	-0.31095	0.14013	-0.33289	-0.17657	-0.51427	0.30438	0.02163	-0.56699	-0.43524
ABalpaapap	-7.42783	1.27943	2.04500	-1.08048	-0.10914	0.38187	0.55496	0.59041	-0.38970	0.04597	-1.10617	-0.50947	0.17838	-0.20243	0.24781	0.12090	0.85989	-0.22353	-0.37216	-0.04448	-0.22331	-0.03821	0.04245	-1.00380	-0.12986	-0.01925	-0.22644	0.58290	-0.44427	0.15529	0.27710	-0.16101	-0.44412	-0.16346	0.38811	0.16467	-0.22289	-0.19361
ABalpaapp	-6.46988	1.17807	3.20984	0.09555	0.45777	-0.71342	0.09431	0.16150	-0.87261	0.53395	-0.41517	-0.05793	0.60885	0.59273	-0.98666	0.52653	-0.08439	0.44311	-0.32113	-0.33737	-0.36519	-0.33399	0.56465	0.01547	-0.22548	-0.05275	-0.41292	0.15489	-0.35869	0.63263	-0.13964	0.46420	0.09312	-0.28762	0.43638	0.32432	-0.44319	-0.65535
ABalpaappa	-7.94224	1.27479	1.53211	0.35838	-0.03380	0.86577	0.10488	0.58406	-0.37044	0.14526	-0.05802	-0.48086	0.37418	-0.26466	0.27747	-0.89458	1.00938	0.46819	-0.28970	-0.57864	0.15110	-0.39681	0.25167	-0.01625	-0.02745	-0.38289	0.02066	0.12625	0.26220	0.11165	0.20783	0.14763	-0.50881	-0.25358	0.30906	0.33444	-0.77783	-0.15536
ABalpaappp	-7.81600	1.29158	1.69235	-0.79969	-0.00749	0.98138	-0.07928	0.81026	-0.50717	-0.31380	0.19300	-0.01704	0.39699	-0.30812	-0.47353	0.02579	0.28184	0.69883	-0.17132	-0.17338	-0.36069	-0.96960	0.63013	-0.51785	0.13346	-0.51431	-0.09777	0.29201	0.02701	-0.25211	-0.21014	0.23713	-0.41471	-0.43401	0.38148	0.88069	-0.14856	-0.23026
ABalpap	-1.30832	0.59648	2.63236	-0.30296	-0.44792	1.05236	0.22002	0.18808	-0.06209	1.19823	0.03651	-1.19075	0.71732	0.86983	0.00870	0.03763	0.34386	0.65086	-0.35570	0.03273	0.12008	-0.16602	0.20589	-0.03603	0.09985	-0.51750	-0.00161	0.15692	0.01893	0.17705	-0.08238	-0.29692	0.14228	0.31154	0.25395	0.55674	-0.23314	-0.31472
ABalpapa	-3.57425	1.51251	4.25102	0.06874	-0.06554	0.74728	0.13798	0.55458	-0.55352	0.53542	-0.47695	0.18966	-0.60002	0.27715	-0.04266	0.12183	-0.35868	0.09735	-0.26940	0.12850	-0.09763	-0.08411	0.23997	0.28868	0.44295	-0.59064	0.11925	-0.20625	-0.26342	0.62019	0.03107	-0.61732	0.51442	-0.10223	0.26638	0.41443	-0.08074	-0.13516
ABalpapaa	-6.92637	1.82803	2.46855	-0.22519	0.28475	0.02921	0.11479	0.22762	0.00000	0.60287	-0.95956	0.28313	0.42989	0.39707	-1.47440	0.02171	0.19983	1.11978	-0.45830	-0.16063	-0.21530	-0.01842	-0.13067	-0.07175	0.37486	-0.28995	0.40747	0.81040	0.48835	0.49867	-0.13220	-0.00176	0.19755	0.08457	0.65495	0.12140	0.01788	0.04254
ABalpapaaa	-7.74732	1.52835	1.54585	-0.38842	0.49271	1.07609	0.36242	0.14999	-0.51238	-0.17277	-0.06527	-0.40697	0.37359	0.51847	-0.65836	0.06456	-0.19433	0.67729	0.23441	0.27551	0.08603	-0.76751	0.26561	0.27503	-0.00535	-0.01076	0.14285	0.37015	0.32508	0.77254	-0.34323	-0.06316	0.12391	-0.15612	0.29516	0.23117	-0.09022	-0.39790
ABalpapaap	-8.06229	0.85788	1.67339	-0.56607	-0.00798	0.42377	0.31566	0.65614	0.20181	0.27163	0.04814	-0.50249	0.21236	0.25511	0.14417	0.79101	-0.26974	0.66091	-0.02743	-0.44540	-0.74342	-0.25607	-0.11380	-0.02915	0.07408	-0.08466	-0.39927	0.44977	0.03304	0.91587	-0.33597	-0.24707	1.03978	0.08629	0.78461	0.84992	-0.37086	-0.26579
ABalpapap	-6.68716	1.45107	2.87961	0.12149	0.86953	-0.11392	-0.79483	-0.02652	-0.29537	0.94898	0.25877	0.38446	0.77627	0.52206	-0.97067	-0.38950	0.50598	0.25831	0.00014	-0.19800	0.04682	0.20602	-0.30756	-0.44534	0.30196	-0.91895	-0.37808	0.02218	0.00288	0.15654	0.58755	-0.11749	0.62611	-0.36453	0.61322	0.50951	0.31760	0.22759
ABalpapapa	-7.69025	1.83320	1.58066	-0.21189	0.42452	0.88055	0.11338	0.11609	0.10617	0.59932	-0.74816	-0.12910	0.67849	0.34305	-0.26858	-0.05754	0.00015	0.29713	0.11748	0.20609	-0.38383	-0.27891	-0.23254	0.38820	-0.01479	0.09201	0.10255	0.60086	0.39162	0.72649	-0.31558	0.12827	0.60729	0.26398	0.60212	0.21841	0.25257	0.00314
ABalpapapp	-7.90827	1.44607	1.42570	-0.76837	0.85692	1.00654	0.21807	0.49446	0.57621	-0.19404	-0.11579	-0.16184	0.13330	0.56356	-0.16135	0.15260	0.26627	0.90101	-0.29590	0.46992	0.15478	-0.40611	0.12601	-0.21963	0.39235	-0.45253	-0.35884	0.80382	-0.14526	0.55066	0.69101	-0.21075	0.57769	0.15008	0.00951	-0.26146	-0.17372	-0.38877
ABalpapp	-2.82734	1.41631	3.63509	-0.33792	-0.10118	0.80356	0.22270	0.41038	-0.37584	0.84049	-0.38239	-0.45734	-0.26388	0.54903	-0.26023	-0.00010	-0.00870	0.16832	-0.58721	0.04773	-0.08875	0.11245	0.30069	0.43572	0.47869	-0.63586	0.11434	-0.43584	-0.09101	0.62611	0.14322	-0.71752	0.40036	0.01185	0.41672	0.72090	-0.16394	-0.65397
ABalpappa	-6.12368	1.21766	3.24455	0.39582	0.63879	-0.71105	-0.12751	0.32342	0.36134	1.02367	-0.11978	-0.29697	-0.02948	0.25865	-0.33728	-0.52673	-0.34336	-0.15610	-0.42362	-0.52750	0.64989	-0.19536	-0.00357	-0.19159	-0.07081	-0.06055	-0.89744	-0.13799	-0.16346	0.45782	0.24886	-0.10813	0.41752	0.00287	0.29648	0.84650	0.22874	-0.31278
ABalpappaa	-8.04000	1.30577	1.43432	-0.36174	0.42710	0.78370	0.30507	0.29805	-0.29312	0.67272	-0.24867	-0.45313	0.35330	0.37384	-0.35229	0.00260	0.75191	0.25106	0.52443	-0.43640	-0.53165	-0.99683	-0.11612	0.52396	0.66751	-1.10958	-0.22110	0.79422	0.23186	0.54385	-0.29024	-0.42015	0.55482	-0.53200	0.31957	0.40230	0.04277	0.13742
ABalpappap	-8.05131	1.38114	1.41474	-0.67680	0.21216	0.85886	0.79244	0.54796	-0.32155	0.13653	0.02916	-0.79641	-0.16343	-0.32917	0.01404	-0.45028	0.26155	-0.01028	-0.09937	0.07561	0.37571	-0.52940	0.02126	0.12573	0.26020	-0.29803	-0.29217	0.48367	-0.13236	0.07156	-0.24397	0.16235	-0.01421	0.58322	0.36397	0.17582	-0.30125	-0.58727
ABalpappp	-5.38762	1.27277	3.99906	-0.59299	0.59718	-0.52909	-0.29070	0.30072	0.68238	0.76640	-0.53684	-0.26929	-0.01369	-0.19966	-0.38542	0.27132	0.11452	-0.53273	-0.29305	-0.70393	-0.25337	-0.31613	-0.18541	-0.15255	0.23936	-0.07473	-0.23907	0.72352	-0.47716	0.27997	0.57682	-0.91795	0.76424	0.31598	0.22585	0.51516	0.18029	0.08490
ABalpapppa	-7.93402	1.37444	1.50699	-1.12461	0.69366	0.79879	0.36596	0.36882	-0.71336	0.43069	-0.19311	-0.70196	-0.02122	-0.07041	0.46537	0.01664	0.43604	-0.13815	-0.34572	-0.71014	-0.11037	0.06154	0.29321	-0.41458	0.47020	-0.24071	-0.11878	0.44332	0.29894	-0.02625	0.02588	-0.12680	0.23491	-0.17309	0.13582	0.32408	0.01167	0.06025
ABalpapppp	-7.88142	0.83928	1.92488	-1.22852	0.65238	0.22827	0.29603	0.39434	-0.32716	0.99407	-0.18914	-0.43051	-0.20443	-0.32665	0.05232	0.21205	1.00762	-0.02740	-0.26125	-0.66137	-0.50549	-0.46182	0.24597	-0.17971	0.42636	-0.09472	0.66930	0.31395	-0.32519	-0.54893	0.07026	0.40794	0.38748	0.28612	0.26646	0.11184	-0.35115	-0.33730
ABalpp	0.08546	0.02126	0.21315	0.00609	0.08049	-0.32903	0.06158	0.08282	0.04537	0.16890	0.02230	-0.12900	-0.04594	-0.00632	0.04570	0.12382	0.12697	0.21834	0.19205	-0.06681	-0.03956	-0.15494	-0.09038	-0.07388	0.20825	-0.37417	-0.00593	0.09895	0.08485	0.19870	-0.20339	-0.03833	0.14563	-0.03110	0.18563	0.15252	-0.05307	-0.01412
ABalppa	-1.45383	0.58821	2.85247	-0.30237	-0.44369	1.11712	0.19190	0.22068	-0.03724	1.13310	0.15086	-1.10625	0.82973	0.66366	0.17758	0.04324	0.38146	0.69962	-0.38441	0.05401	0.13490	-0.29270	0.00885	-0.29259	0.15272	-0.48710	-0.03653	0.13510	-0.11296	0.20478	-0.38742	-0.11389	0.27528	0.36127	-0.11611	0.20899	-0.08593	-0.08452
ABalppaa	-4.26490	1.51233	4.35919	0.46371	0.25944	0.31416	-0.32147	0.38374	-0.35011	0.18674	-0.24430	-0.08191	-0.47505	0.50724	-0.10362	-0.12644	-0.13103	-0.02272	-0.00591	0.13940	-0.13056	0.10769	0.40506	0.06111	0.58191	-0.25795	0.17021	0.33078	0.21623	0.54742	0.00914	-0.26778	0.17199	0.15958	-0.13495	0.86609	-0.41240	-0.07430
ABalppaaa	-7.39767	0.91045	2.35065	0.37171	-0.13877	-0.42479	-0.40100	0.65707	-0.50178	0.70534	-0.95922	-1.12870	0.71603	0.24113	0.08464	0.09867	0.33521	0.62470	0.87881	-0.41938	-0.22301	0.43285	0.02185	-0.07096	-0.02278	-0.10318	0.15009	0.05056	0.21390	0.76864	-0.02794	-0.03727	0.24339	0.02248	0.70911	-0.17203	-0.48694	-0.20538
ABalppaaaa	-8.29524	0.16480	1.48711	-0.46732	0.08460	0.64254	-0.75123	1.10839	0.14758	1.01465	-0.66896	-0.62629	0.09238	-1.02770	-0.51918	-0.31289	-0.30046	1.30791	-0.12610	-0.53793	-0.70911	-0.20613	0.18144	-0.29541	0.82928	-0.96345	-0.12804	0.06700	-0.11278	0.29846	0.15191	-0.33113	0.26919	0.94718	0.82945	0.74662	-0.00344	-0.21567
ABalppaaap	-7.73138	1.11112	1.67116	0.47071	-0.01915	0.74651	-0.64448	0.92511	0.38784	0.00757	-0.82558	-1.01166	0.74494	-0.17976	-0.35856	-1.00806	-0.56255	1.05762	0.54548	0.14105	-0.80767	0.01809	0.09774	-0.12985	-0.26628	-0.91901	0.27486	0.19029	0.03726	0.22993	0.34113	0.13144	-0.17868	0.18880	-0.01540	0.36358	-0.03253	-0.36504
ABalppaap	-7.16563	1.05632	2.60829	0.45555	0.43718	-0.47498	-0.45785	0.24594	0.25922	1.07407	-0.03181	-0.60737	0.69496	-0.11318	-0.06538	-0.86566	0.11193	0.71265	0.31025	0.01486	0.09180	0.17312	0.38053	0.03434	-0.03597	0.09841	-0.13435	0.33444	0.12338	0.93210	-0.34768	0.13431	0.26819	-0.13172	1.11606	0.13478	-0.58647	-0.20473
ABalppaapa	-8.04655	0.54446	1.49635	0.26430	-0.23686	1.06757	-0.93174	0.30122	0.78237	0.20617	-0.79463	-0.83144	0.66480	-0.22748	-0.51904	-0.85315	0.00580	0.46917	0.34682	-0.02836	-0.50884	0.64606	0.25059	-0.57849	0.30820	-0.90346	0.21785	0.21429	-0.45299	0.49547	0.05126	-0.57056	0.17287	0.37030	0.38868	0.19836	-0.22154	-0.00738
ABalppaapp	-7.70481	1.26503	1.85485	0.35242	-0.08651	0.38595	-0.54055	0.82940	0.10218	0.33214	-0.66973	-0.58650	1.12644	0.34391	0.40987	-0.13269	0.18070	0.56988	1.09233	0.04696	-0.38323	-0.20495	-0.11789	-0.04404	0.26923	-1.12301	0.07462	-0.21857	0.70621	0.32492	-0.19358	0.11300	0.12875	-0.06140	0.77991	0.58268	-0.31510	-0.13539
ABalppap	-3.60103	1.33077	4.07568	0.33831	-0.09902	0.52838	-0.01146	0.39703	-0.37081	0.44239	-0.29033	0.09937	-0.61456	0.57101	0.14411	-0.12411	-0.34779	0.20714	0.09174	0.14893	-0.08802	0.21222	0.46668	0.49226	0.54635	-0.37397	0.33780	-0.00902	-0.04603	0.47768	0.19053	-0.50640	0.23669	-0.09601	0.09505	0.83322	-0.40110	-0.08285
ABalppapa	-6.07527	1.64765	3.28240	0.21099	0.50869	-0.33986	-0.07252	-0.16507	-0.25000	0.25761	0.50068	-0.56605	-0.16460	0.48581	-0.13485	-0.56112	0.06724	0.61954	-0.18400	0.16523	-0.00802	0.98608	0.30342	-0.33894	0.41659	-0.43880	-0.19297	0.31929	0.29050	0.80623	0.01769	0.39121	0.32688	0.16834	0.69438	0.24425	-0.57125	0.18643
ABalppapaa	-7.77545	1.05023	1.74162	0.15287	0.22639	0.80433	0.16256	0.02937	-0.03198	0.01445	0.11860	0.07078	1.04887	0.52860	0.10302	0.17045	0.39454	0.37281	0.35051	0.74014	0.29533	0.29938	0.19385	-0.21164	0.11029	-0.16158	-0.23402	0.29110	0.39204	0.68390	0.16473	-0.45402	0.08951	-0.21362	0.33339	0.23062	-0.66254	-0.68764
ABalppapap	-8.06525	1.33215	1.51630	-0.28313	-0.10839	0.71651	0.07375	0.31713	0.48870	0.25898	-0.42923	-0.19162	0.93732	-0.24029	0.13421	-0.32028	0.08713	0.48530	-0.13269	0.54145	-0.65494	0.06449	0.01609	-0.39211	0.04727	-0.70683	-0.20288	0.15104	0.63923	0.17848	0.38184	-0.72736	0.27089	-0.01938	0.46689	0.70578	0.54100	-0.52473
ABalppapp	-6.33295	1.13894	3.36296	0.52028	0.59073	-0.84952	-0.07687	0.22518	0.28358	0.88851	0.20093	-0.66456	0.17062	0.29582	0.05967	-0.23767	-0.18542	0.08228	-0.55513	-0.39367	-0.02248	0.56291	0.23230	-0.25012	0.24902	0.11716	0.49190	0.64096	-0.10080	0.36640	-0.03568	0.31438	0.13872	-0.06803	0.81055	0.43001	-0.29479	-0.03329
ABalppappa	-8.06569	1.32096	1.35177	-0.81611	0.33798	1.09115	-0.05956	0.16801	0.49374	0.43025	-0.21239	-0.57478	0.18519	0.32620	0.12601	0.04559	-0.30842	-0.34676	0.08618	0.20766	0.15761	-0.05428	0.41172	-0.44045	0.43346	-0.57988	-0.26158	-0.04146	-0.04626	0.27584	-0.10649	-0.02572	0.57226	-0.38965	0.39582	0.51281	0.03454	-0.29954
ABalppappp	-7.37708	1.81979	2.00143	-0.18973	0.78075	0.47756	0.16635	0.33262	0.25652	0.19522	0.31473	-0.03373	0.46189	0.60173	0.19559	-0.39714	-0.04635	0.43484	-0.06588	0.82367	0.37376	0.12344	0.41893	-0.22115	-0.14634	-0.32976	-0.22232	-0.05125	-0.01125	0.64471	-0.26122	0.38792	0.19899	0.19556	0.74837	0.05375	0.14240	-0.60585
ABalppp	-0.99201	0.42151	2.26401	-0.33919	-0.39847	0.90515	0.24129	0.36627	-0.05942	1.24075	0.17177	-1.22173	0.80221	0.93661	0.06599	-0.02560	0.43341	0.68682	-0.36189	0.12012	0.15356	-0.31328	0.11027	-0.15995	0.04688	-0.41389	-0.03547	0.24532	-0.04241	0.20201	-0.22444	-0.29527	0.23773	0.38209	0.13827	0.45624	-0.20293	-0.02805
ABalpppa	-3.22005	0.91070	4.19820	0.14435	-0.27461	0.82955	0.09551	0.03189	-0.21210	0.44846	-0.17705	0.15264	-0.24002	0.54980	0.33202	-0.19637	-0.44764	0.41872	0.35626	-0.19345	0.02452	-0.02271	0.28989	0.18141	0.40874	-0.33522	0.14319	0.32857	0.14759	0.01393	0.05286	-0.10613	0.33398	-0.08449	0.20616	0.53314	-0.45486	-0.25655
ABalpppaa	-7.00013	1.03054	2.82677	0.56759	-0.09708	-0.67683	-0.37912	0.05100	-0.18810	0.65220	0.01284	-1.09912	0.12635	-0.29881	0.22860	-0.44056	0.64168	0.82959	0.21491	-0.02037	-0.35836	0.53094	0.23018	-0.02672	-0.04626	0.04847	0.08034	0.21866	0.02985	0.89516	-0.23269	0.50777	0.43853	0.04432	0.86201	0.08779	-0.69478	-0.27421
ABalpppaaa	-7.70017	0.85725	1.96848	0.84967	-0.28790	0.12354	-0.43892	0.10192	0.78737	0.38790	-0.17915	-1.46530	0.10471	-0.42360	-0.23292	-0.69165	0.38141	1.17631	0.38342	0.03300	-0.85640	-0.13632	0.54786	-0.31177	0.57761	-0.68737	-0.16682	0.21732	-0.21889	0.72092	-0.07522	-0.33446	0.14075	-0.30135	0.26095	0.03853	-0.26470	-0.36582
ABalpppaap	-7.68091	0.75696	2.10349	0.64003	0.03676	-0.03792	-0.61113	-0.00576	0.62712	0.35982	0.15021	-1.58867	0.19044	-0.32357	-0.30651	-0.67101	0.45723	1.00337	0.68322	0.08144	-0.75690	-0.34429	0.39204	0.03342	0.63950	-0.85517	-0.14445	0.35732	-0.35332	0.45080	-0.13125	-0.27868	0.59554	-0.42269	0.20392	-0.12317	-0.24959	-0.21839
ABalpppap	-6.31399	0.76484	3.43450	0.64795	0.48590	-0.64075	-0.77854	-0.28674	-0.25627	0.70852	0.44025	-0.90093	0.14096	0.24206	0.09222	-0.36932	0.42782	0.30332	-0.12658	0.17653	-0.64768	-0.09960	-0.39816	0.16248	0.19351	0.02532	-0.08995	0.50245	-0.21461	0.76197	0.60745	-0.06540	0.21289	-0.11712	0.81541	0.31374	-0.27395	0.24399
ABalpppapa	-7.79154	1.10032	1.98320	0.56422	-0.35025	-0.07935	-0.27461	0.34290	0.58220	0.55794	0.26733	-1.34591	0.56360	-0.37574	-0.42908	-0.46424	0.17551	0.48813	0.88885	-0.29626	-0.42499	-0.14771	0.49226	-0.16481	0.26475	-0.58839	0.05949	0.15028	-0.18642	0.48688	-0.50189	-0.39905	0.14863	-0.34749	0.53065	0.18273	-0.19784	-0.27213
ABalpppapp	-7.91023	1.25076	1.74600	0.06900	-0.38147	0.21779	-0.42716	0.41012	0.69040	0.61944	-0.53240	-0.89193	0.61249	-0.54760	-0.32155	-0.21387	0.02865	0.79819	0.52007	0.23211	-0.17844	0.37667	-0.28657	-0.20159	-0.16776	0.27502	0.19794	0.27156	-0.30266	0.54888	0.50080	-0.46671	-0.13680	0.18908	0.17062	0.22957	-0.39815	-0.35966
ABalpppp	-3.13497	1.16850	4.11695	0.30484	-0.16187	1.05666	-0.12731	-0.04640	-0.38873	0.62956	-0.14521	-0.22756	-0.24646	0.47975	0.27979	-0.01075	-0.42858	0.51936	0.39395	-0.23973	0.12451	-0.17182	0.22902	-0.31554	0.32865	-0.35154	0.02092	0.78138	0.28009	-0.03700	0.01549	-0.08831	0.24725	0.03197	0.36575	0.55284	-0.36132	-0.58400
ABalppppa	-6.50753	0.76950	3.29452	0.82547	0.24030	-0.80160	-0.77260	-0.18350	-0.67285	0.38811	-0.10130	-1.32479	0.23825	0.49794	-0.06909	0.15820	0.21366	0.38851	0.10572	0.09851	-0.30703	-0.30730	-0.02754	0.75464	0.23246	0.10336	-0.53331	0.37622	-0.00793	0.40820	0.44930	-0.04447	0.23600	-0.23698	0.41797	0.30747	0.14133	0.10502
ABalppppaa	-7.87911	1.21386	1.77905	0.18921	-0.35331	0.27333	-0.54633	0.39236	0.58478	0.47475	-0.02407	-1.18280	0.53117	-0.55917	-0.28929	-0.64375	0.06185	0.66170	0.42809	0.01822	-0.32478	-0.10568	0.56287	-0.15510	0.01444	-0.09718	0.39661	-0.02167	-0.21450	0.35174	0.27770	-0.27709	-0.41351	-0.26365	0.24296	0.20544	-0.00948	-0.51421
ABalppppap	-7.95503	0.48998	1.86392	-0.25614	-0.48628	0.15203	-0.01136	0.37204	0.81565	0.74409	-0.10849	-1.19238	-0.12283	0.16915	-0.37477	0.27211	-0.02118	0.07934	0.94996	-0.09010	0.36314	0.15531	0.24370	-0.44593	0.68158	-0.32626	-0.01338	0.43692	-0.35987	0.95203	-0.37005	-0.15107	0.16199	-0.11622	0.40571	0.29773	-0.65621	-0.11065
ABalppppp	-6.06020	0.99739	3.67101	0.39415	0.67612	-0.92312	-0.62059	0.20162	0.20357	0.66607	0.35857	-0.82890	0.27134	0.28119	0.13435	-0.09419	0.13982	-0.27576	-0.10726	-0.23495	0.02877	-0.10968	0.09373	0.23815	0.14459	-0.12515	-0.35683	0.59350	-0.44135	0.50910	0.68230	0.16451	0.15630	0.35587	0.53367	0.47603	-0.06897	0.16208
ABalpppppa	-8.05332	0.69136	1.44211	-0.25842	-0.04851	1.39351	-0.29117	-0.48847	0.32758	0.09346	-0.02420	-0.65653	-0.18985	0.23550	-0.14749	0.00985	0.21038	0.28718	0.18162	0.27251	-0.11043	-0.06145	-0.27782	0.05129	0.24460	0.16494	0.09023	0.47114	0.27699	0.91134	-0.52407	-0.39042	0.51521	-0.09585	0.14701	0.76713	-0.74830	0.32662
ABalpppppp	-7.48041	1.07750	2.09930	0.35132	0.11787	0.47293	-0.30620	-0.53137	-0.19077	-0.10374	-0.00840	-0.84771	0.62992	0.39390	0.53241	0.05745	0.14498	0.22121	-0.11253	0.34005	-0.46672	0.56710	-0.63389	-0.11302	0.20968	-0.14859	0.02752	0.03421	0.20368	0.88911	-0.02452	-0.50308	0.26168	-0.07742	0.38406	0.38964	-0.45337	0.20845
ABar	0.05618	-0.17779	0.13055	0.23168	0.47206	-0.26072	0.04636	0.15157	0.15419	0.00064	-0.31441	-0.19486	-0.00570	0.08632	0.01058	-0.03469	-0.01963	0.34949	0.07041	-0.16768	-0.18676	-0.00230	0.21458	-0.02242	0.47631	-0.43191	-0.10223	0.25951	0.04271	0.27584	0.11581	-0.02294	0.21631	0.01547	0.32356	0.25339	-0.25115	-0.23246
ABara	0.04050	0.03225	0.18936	-0.00062	0.11746	-0.39477	0.08492	0.08351	0.07570	0.10438	-0.06254	-0.14432	-0.12311	0.11768	-0.09604	0.07959	0.13695	0.11114	0.23453	-0.10814	-0.09501	-0.04764	0.02833	0.08036	0.22033	-0.33671	-0.00159	0.08989	0.19367	0.16953	-0.00156	-0.09570	0.03877	-0.07295	0.49606	0.42847	-0.19817	-0.18088
ABaraa	-0.05269	0.05057	0.34730	-0.00968	0.13451	-0.32777	0.08985	0.10422	0.09734	0.05600	-0.05854	-0.10896	-0.15360	0.05761	-0.11626	0.06289	0.11835	0.05664	0.27819	-0.14058	-0.13457	-0.03567	-0.00423	0.08761	0.31253	-0.27970	-0.00049	0.05081	0.24988	0.21562	0.02997	-0.04577	0.02720	-0.14461	0.51385	0.36463	-0.13087	-0.26982
ABaraaa	-1.12713	0.50174	2.36380	-0.30703	-0.37512	0.91868	0.34666	0.33005	-0.07782	1.28981	0.07600	-1.27754	0.66174	1.06887	-0.01433	-0.00993	0.40130	0.68369	-0.28934	0.13236	0.20018	-0.17112	0.33902	0.03184	-0.10886	-0.48043	0.00150	0.30359	-0.04214	0.02853	0.08956	-0.42098	0.21104	0.31901	0.53988	0.82870	-0.50101	-0.06421
ABaraaaa	-3.23715	1.60503	4.02793	0.18242	0.04727	0.80575	-0.05903	0.31692	-0.39919	0.61326	-0.24422	-0.44343	-0.43688	0.42260	-0.12566	-0.00770	-0.15356	-0.01420	0.00119	0.03336	-0.07007	0.11563	0.52347	0.19415	0.55455	-0.48004	0.35664	0.19924	0.23188	0.55822	0.24393	-0.79848	0.21689	0.18227	0.06662	0.76284	-0.60839	-0.51591
ABaraaaaa	-6.33318	1.38050	3.19510	0.63182	0.02822	-0.65380	-0.59177	0.50566	0.01833	0.82409	0.18437	-0.02769	1.02320	-0.36897	-1.02691	-0.19298	0.42687	0.38948	-0.19769	0.01815	-0.14953	-0.25820	0.85277	-0.74738	0.38096	-0.33458	0.23585	-0.11803	-0.10437	0.10504	-0.39586	0.17983	-0.16158	-0.34000	0.47976	0.22270	-0.77037	-0.03296
ABaraaaaaa	-7.38749	1.70440	1.98719	-0.26550	-0.19113	0.41877	0.13515	0.58323	-0.77749	0.13592	-1.00520	-0.19716	0.51061	0.17382	-1.21266	0.01980	0.27343	0.86351	-0.25991	-0.35261	0.13470	0.12855	-0.17961	0.10720	0.66545	-0.06693	0.20034	0.69691	0.22625	-0.29897	-0.24088	-0.15436	-0.26084	0.03853	0.45876	-0.19814	-0.03418	0.09250
ABaraaaaap	-7.85422	0.79490	1.75448	-0.15602	-0.52265	0.56354	0.03378	0.97487	0.16833	-0.04040	-0.97157	-0.19101	0.68777	-0.55066	-0.49358	-0.22777	-0.12056	0.96407	-1.21162	0.10341	-0.49186	0.19131	-0.21349	-0.19671	0.79737	-0.76565	-0.04827	1.29049	0.17271	0.00062	0.37990	-0.36326	-0.18796	0.31875	0.57994	0.23931	0.08611	-0.44519
ABaraaaap	-7.41249	1.52924	2.19047	0.08396	-0.06550	-0.23943	-0.06343	0.49968	0.06012	1.24152	-0.92982	-0.55391	0.30266	-0.25513	-0.83073	0.05732	0.31202	0.73437	0.38562	-0.43953	-0.11242	-0.14304	-0.03942	0.16865	0.25820	0.02354	0.10395	0.63535	0.35485	0.65289	-0.26635	0.34490	0.79742	0.33617	0.81569	-0.03454	-0.22581	0.04086
ABaraaaapa	-7.76246	1.44739	1.74181	-0.49918	0.10862	0.47853	0.66988	0.65307	0.03238	0.07488	-0.30235	-0.42014	-0.06507	0.11924	-0.10138	-0.02469	1.02160	0.95540	0.41021	-0.24166	0.48900	-0.01847	0.00513	-0.56459	0.69681	-0.28467	-0.19678	0.69922	0.24387	0.22079	0.10775	-0.03073	-0.36968	0.28842	0.29435	0.33978	-0.76884	0.06875
ABaraaaapp	-8.44058	0.65165	1.24022	-0.21397	-0.92151	0.87277	-0.05803	0.93170	0.37653	0.73163	-0.11014	-0.30886	-0.03825	-0.25668	-0.68015	-0.05823	0.27875	0.62240	-0.17050	-0.85240	-0.62515	-0.20838	0.09753	-0.13255	0.35363	-0.57835	-0.42746	0.32626	-0.30153	0.44437	0.07395	-0.33970	-0.04494	-0.04135	0.34919	0.57707	-0.21733	-0.02908
ABaraaap	-2.84323	1.13264	4.08831	-0.31864	-0.23796	1.05426	0.08605	0.01072	-0.00463	0.72102	-0.17685	-0.41625	-0.06082	0.52772	0.03644	-0.05083	-0.15339	0.24976	-0.01917	-0.25789	-0.19445	0.25173	0.32388	0.43955	0.45064	-0.53681	0.20090	-0.14008	0.27244	0.45117	0.04373	-0.33437	-0.10603	-0.01947	0.09539	0.44700	-0.51704	-0.56356
ABaraaapa	-5.24061	1.79689	3.55121	0.17573	-0.44931	-0.10521	-0.29185	0.09316	-0.41469	0.51673	-0.97724	-0.38069	0.45772	-0.53178	-0.85812	-0.40152	0.18546	-0.14260	-0.58024	0.30509	0.04105	-0.39549	0.38080	0.34654	0.41073	-0.71605	-0.18871	0.05455	0.25776	0.71695	-0.28901	0.41963	0.54604	-0.07607	0.31116	0.58961	-0.65748	-0.21675
ABaraaapaa	-7.65243	1.24758	1.71867	-0.27142	-0.16114	0.63552	-0.01471	1.00322	-1.04198	0.36400	-0.12105	0.09639	0.52054	-0.06923	-0.59637	-0.10360	0.72946	0.64027	-0.26538	-0.15006	0.71129	0.34193	-0.17019	-0.06916	0.37633	-0.17227	-0.32595	0.34707	0.11548	0.40900	-0.27334	-0.08967	0.10642	-0.24104	0.09068	0.00840	-0.78337	-0.26118
ABaraaapap	-7.35362	1.30828	1.99030	0.07253	-0.21051	0.34151	0.28296	0.67724	-1.34788	0.43957	-0.69216	-0.09706	0.87252	0.37726	-0.91067	-0.08134	0.17670	0.44770	-0.02633	0.08103	0.57706	0.31396	-0.41217	-0.03933	0.72029	-0.49303	-0.27814	0.05806	-0.00276	0.35092	0.00090	0.06653	-0.26437	-0.38176	-0.06455	0.01339	-0.59189	-0.27118
ABaraaapp	-6.28488	1.38368	3.20496	0.18208	0.04059	-0.71423	-0.20802	0.18677	-0.06741	0.32928	-0.43205	-0.97027	0.06527	0.36322	-0.82324	0.29634	-0.33774	0.66166	0.06788	0.89026	-0.13158	-0.34407	0.75505	-0.00760	0.85947	0.33846	-0.53859	0.35091	0.21538	-0.18615	-0.63352	-0.08089	-0.22104	-0.26547	0.04778	0.25479	-0.39443	0.09780
ABaraaappa	-8.04741	1.59199	1.27008	-0.33398	-0.13097	1.03550	0.48605	0.52125	-0.49739	0.27019	-0.88018	-0.44242	0.43437	0.09728	-0.22747	0.06535	0.42170	0.27463	0.28909	-0.22164	-0.03553	-0.49724	-0.31597	0.35812	0.31079	-0.22594	-0.20302	0.69811	0.06673	0.45058	-0.12742	0.11852	0.12736	-0.01913	0.24997	0.32877	-0.28639	-0.24506
ABaraaappp	-7.85482	1.30697	1.62692	-0.48466	-0.14826	0.58200	0.54530	0.38560	-0.62427	0.30492	-0.76811	-0.45343	0.81652	-0.41452	-0.10937	-0.43380	0.55301	0.13804	0.10567	0.08773	0.32527	0.09319	-0.41716	-0.31263	0.46869	-0.08061	-0.31358	0.32463	-0.17672	0.25333	-0.34104	-0.10731	0.26261	-0.42114	0.03699	0.62175	-0.54102	-0.24016
ABaraap	-1.24652	0.50550	2.47536	-0.32606	-0.34651	0.85630	0.33233	0.32247	-0.01996	1.06938	0.10840	-1.07954	0.51366	0.91225	-0.04854	-0.09793	0.37239	0.46083	-0.11197	0.03406	0.07879	-0.16117	0.23394	0.03968	0.10444	-0.26063	0.03811	0.19992	0.09603	0.08759	0.17569	-0.33107	0.12990	0.11518	0.76999	0.79297	-0.31220	-0.33771
ABaraapa	-3.17511	1.30411	4.11950	-0.48448	-0.12836	0.80706	0.25817	0.06457	-0.23945	0.69869	-0.37255	-0.15148	-0.16052	0.45467	-0.15705	0.07560	-0.27328	0.08528	-0.45162	-0.21637	-0.18705	0.11811	0.30704	0.52992	0.34967	-0.75131	0.07676	-0.27741	0.19698	0.70422	0.05209	-0.47246	0.13065	-0.08142	0.25043	0.44356	-0.12145	-0.55229
ABaraapaa	-6.03598	1.71173	3.29229	-0.11680	-0.11680	-0.61125	-0.07794	0.80398	-0.45817	-0.32358	-0.16047	-0.64974	0.55007	-0.19123	-0.41653	0.36989	0.04108	0.26867	-0.65880	-0.03288	0.72513	0.33082	0.49911	-0.28816	0.54768	-0.66361	0.06319	0.13221	-0.14584	0.31023	-0.61019	-0.05011	0.23264	0.13473	0.64605	-0.00106	-0.30886	-0.52904
ABaraapap	-6.04016	1.71849	3.47695	-0.27309	0.46382	-0.85518	0.19427	0.22423	-0.17941	0.48873	-0.54880	-0.44393	0.21658	0.34820	-0.98909	0.40784	-0.39004	0.32034	-0.14417	-0.17336	-0.43201	-0.09518	0.95052	-0.18244	0.22333	0.07261	-0.33059	0.50094	-0.31646	0.26263	-0.20175	0.36093	0.22369	0.25747	0.57062	0.30246	0.14876	-0.13108
ABaraapapa	-7.29119	1.43310	1.99470	-0.33290	0.40719	0.52087	0.19272	0.74669	-1.11533	0.60365	-0.39325	0.04782	0.09879	0.94895	-0.71079	0.16799	-0.02944	0.13446	-0.34877	-0.09473	0.46064	-0.04283	-0.05001	-0.15527	0.41945	-0.23262	-0.90401	0.50994	0.35246	0.20249	0.31274	0.04089	-0.42076	-0.16276	0.24014	-0.28376	-0.37388	0.26563
ABaraapapp	-8.18360	0.76432	1.32103	-0.74913	0.92067	0.87247	0.44354	0.43428	-0.03263	0.85488	-0.33107	-0.62497	0.01481	-0.30079	0.25262	0.18553	-0.23414	0.33881	-0.28019	-0.10176	0.09223	-0.54894	0.33886	-0.07776	0.94195	0.20338	-0.55144	0.58022	-0.13162	0.46497	0.14773	-0.12460	0.28168	0.36075	0.17980	0.10876	-0.31701	-0.34402
ABaraapp	-3.24824	1.42716	4.04205	-0.77249	-0.18991	0.86114	0.47994	-0.11577	-0.02642	0.57144	-0.47899	-0.36750	-0.24654	0.29867	-0.48286	0.03984	-0.40236	0.12323	-0.23666	-0.23606	-0.45811	0.09159	0.28869	0.43081	0.44732	-0.61744	0.09719	-0.00584	0.03925	0.50087	-0.04920	-0.58383	0.23404	-0.02874	0.07623	0.58890	0.07122	-0.47836
ABaraappa	-5.87950	1.79918	3.39961	-0.09538	-0.27784	-0.45074	-0.12779	0.33671	-0.75833	-0.41267	-0.64537	-1.11760	-0.07182	0.14536	-0.75460	0.20301	-0.05658	0.20133	0.07862	0.38869	-0.17119	-0.08896	0.27700	-0.23203	0.56482	-0.67804	-0.67360	0.15978	0.09114	0.34641	-0.23699	0.09971	0.33115	0.42283	-0.01051	0.35977	-0.12201	0.08840
ABaraappaa	-8.13512	1.56515	1.42618	-0.45919	0.17504	0.34940	0.44037	0.79726	0.26305	0.90673	-0.12451	-0.74138	-0.01084	-0.14433	0.17085	0.33736	0.50805	0.29223	0.24869	-0.62935	-0.21564	-0.61275	0.07308	-0.28190	0.83527	-0.55873	-0.44379	0.31060	-0.10503	-0.01930	-0.19959	-0.06154	0.25526	-0.13442	0.50928	0.39234	-0.50756	-0.36102
ABaraappap	-7.73875	1.53095	1.62414	-0.57401	0.03174	0.84401	0.56044	0.28159	-1.10037	-0.28380	-0.45397	-0.42817	0.50471	0.49559	-0.49289	0.68274	0.28552	0.54576	0.08288	-0.48094	-0.16516	-0.22057	-0.22453	0.02247	0.71390	-0.27692	0.18731	0.46421	-0.08135	0.53722	0.13371	0.08295	-0.13332	0.15826	0.13809	0.35566	-0.12104	-0.18887
ABaraappp	-5.44674	1.53960	3.69775	-1.05304	0.50039	-0.62399	0.11957	-0.54146	0.05169	0.09510	0.21472	-0.60465	0.02964	0.28608	-0.71268	-0.39092	0.08561	0.41121	-0.34363	-0.04457	-0.00651	0.22063	0.36073	-0.11956	0.15454	-0.71777	-0.82357	0.28008	0.23055	0.53558	-0.04413	-0.00970	0.86340	0.07633	-0.36823	0.64559	0.12612	-0.07268
ABaraapppa	-7.12798	1.32279	2.31521	-1.02726	0.21228	0.39250	-0.11251	0.12725	-0.98895	-0.18908	-0.14499	-0.52387	-0.36419	0.59206	-0.41553	0.49437	0.24749	0.26201	-0.64174	-0.24633	-0.04588	0.37469	-0.03243	-0.12289	0.61197	0.12671	-1.38122	0.62999	-0.16811	-0.02374	0.10335	-0.14016	0.00174	-0.04479	-0.01276	0.20252	-0.25678	0.00113
ABaraapppp	-8.15814	0.62204	1.56913	-1.46804	0.70709	0.87258	-0.10488	-0.17956	-0.58487	0.47095	-0.24315	-0.54591	0.53804	-0.36063	-0.02009	-0.25358	0.22487	0.15773	0.32068	0.39216	0.43389	-0.56843	-0.14518	0.32768	0.70671	-0.27249	-0.02539	0.44019	-0.17573	0.72145	0.27737	-0.30196	0.18458	-0.29464	0.28673	0.67501	0.10651	-0.43021
ABarap	0.05642	0.02831	0.15680	0.00071	0.11783	-0.41710	0.08312	0.07701	0.08282	0.08375	-0.06742	-0.12597	-0.14167	0.10330	-0.11072	0.07371	0.12809	0.09308	0.25564	-0.11482	-0.10795	-0.04035	0.02529	0.08997	0.23800	-0.31881	-0.00494	0.08926	0.21343	0.16405	0.01311	-0.09106	0.02640	-0.10465	0.52834	0.44234	-0.19100	-0.21148
ABarapa	-1.15333	0.48717	2.31741	-0.31701	-0.36356	0.78930	0.32740	0.30176	-0.04160	1.11776	0.10440	-1.11490	0.54415	0.97232	-0.02833	-0.08123	0.39098	0.51533	-0.15563	0.06650	0.11835	-0.17315	0.26650	0.03242	0.01223	-0.31764	0.03701	0.23900	0.03982	0.04150	0.14417	-0.38100	0.14147	0.18685	0.75221	0.85681	-0.37949	-0.24876
ABarapaa	-3.25819	1.24653	4.17177	-0.13971	-0.20155	0.80695	0.25943	-0.08457	-0.10229	0.66320	-0.14447	-0.21933	-0.25032	0.51367	0.15942	-0.05790	-0.32673	0.30628	0.05993	-0.19274	-0.09775	0.37451	0.48902	0.57267	0.46711	-0.59606	0.31717	-0.00324	0.32387	0.37997	0.20320	-0.36947	0.05636	-0.13743	0.08017	0.63488	-0.44318	-0.35475
ABarapaaa	-6.48250	1.46149	3.07040	0.61246	0.57433	-0.53382	-0.28975	0.26105	-0.12811	1.21652	-0.65104	-0.29251	0.50976	0.24472	-0.76757	-0.57931	-0.26405	0.15665	-0.06472	-0.74693	-0.16840	-0.54739	0.43751	0.09280	-0.25020	-0.49092	-0.88609	-0.54480	0.23324	0.39406	-0.03114	-0.00874	0.44774	-0.33875	0.22153	0.63772	0.14738	-0.26093
ABarapaaaa	-7.91424	1.29290	1.54565	-0.13498	-0.21139	0.99293	-0.60763	0.65316	-0.30078	0.42210	-0.93412	-0.01985	0.40063	-0.05625	0.03176	-0.62681	1.05556	0.27436	-0.45366	-0.57459	-0.01553	-0.25343	0.26873	-0.53567	0.03710	-0.39066	-0.52920	-0.31647	0.12663	0.16568	0.19527	-0.13420	-0.07099	0.09867	0.99920	0.48265	0.00608	0.38122
ABarapaaap	-7.80073	1.23367	1.65432	-0.49456	0.09581	0.61003	0.37420	0.07988	-0.50379	0.32765	-0.36361	-0.40460	0.61657	-0.00626	-0.52340	-0.39828	1.13289	0.67389	0.81017	-0.59968	0.06744	-0.00658	0.11119	-0.80712	0.81218	-1.03736	-0.46039	0.02453	-0.00749	-0.00362	-0.44238	-0.47636	0.24773	-0.26976	0.57917	0.41980	-0.43192	-0.33756
ABarapaap	-5.88866	1.74263	3.36472	-0.27878	0.73064	-0.52393	-0.09785	0.34415	0.09663	0.53543	-0.05367	-0.58153	0.33647	0.22442	-0.15015	-0.66565	0.00708	-0.50476	-0.56648	-0.84605	0.02006	0.40546	0.73169	-0.17526	-0.07058	-0.92834	-0.70620	-0.24882	0.20807	0.50741	0.16540	0.01698	0.78568	-0.02169	0.36377	0.73123	-0.00656	-0.12852
ABarapaapa	-7.87845	1.46657	1.65610	-0.73928	0.20275	0.48437	0.54463	0.44970	-0.54974	0.24827	-0.49983	-0.84255	0.28664	-0.01549	0.43431	-0.17564	0.61927	-0.23538	0.15210	-0.56296	-0.21526	0.42639	0.00478	-0.64037	0.33127	-0.53530	-0.24183	0.16228	-0.23261	-0.25682	0.02500	0.04676	0.20265	-0.19879	0.23522	0.28273	-0.24503	-0.24589
ABarapaapp	-7.43996	1.31106	2.03375	-0.26754	0.36426	0.35204	-0.22814	0.71128	-0.57987	0.78394	-0.16036	0.08630	0.43855	0.31662	-0.16315	-0.35179	0.50197	0.05439	-0.09783	0.34848	0.17865	0.67441	0.69549	-0.72791	0.22547	-0.59789	-0.94683	0.11641	0.44801	-0.23324	0.23144	-0.47833	-0.14193	-0.26774	0.46127	-0.07228	0.31831	-0.16565
ABarapap	-3.51520	0.81322	4.40210	-0.31978	-0.09995	0.67644	0.13560	-0.04362	0.24350	0.17651	0.24658	-0.01945	0.08509	0.33555	0.27958	-0.36442	-0.07742	0.18165	-0.16529	-0.24645	0.01832	0.39278	0.39402	0.21025	0.47518	-0.35293	0.06820	0.18716	0.12683	0.21451	0.09712	-0.25261	0.28964	-0.11357	0.22773	0.71158	-0.68310	-0.30439
ABarapapa	-6.11700	1.60527	3.25817	-0.36779	0.62922	-0.62376	-0.05712	0.24420	-0.13924	0.29739	-0.21620	-0.74468	0.48616	0.25986	-0.09780	-0.44142	-0.09875	-0.51877	-0.62050	-0.30891	-0.02418	0.29879	0.18535	-0.06116	-0.19019	-0.73118	-0.76820	0.03079	0.03620	0.82437	0.17099	0.21020	0.34367	0.40826	0.56288	0.54241	-0.22991	-0.01916
ABarapapaa	-7.81598	1.51554	1.47033	-1.15755	0.33049	1.00880	-0.23334	0.73543	-0.25147	0.59822	0.10806	-0.03986	-0.14039	0.09505	-0.54047	0.04640	0.30653	0.34217	-0.20641	0.02592	-0.02608	-0.16113	0.64746	-0.58782	0.45091	-0.44969	-0.63839	0.59555	0.03911	0.21795	0.58511	-0.34888	-0.50758	-0.22323	-0.01323	0.15444	0.22867	-0.10234
ABarapapap	-7.69737	1.09776	1.71732	-0.91023	0.34107	0.48243	0.05104	0.77018	-0.32146	1.00404	-0.19626	-0.57071	0.25415	-0.37307	-0.05343	-0.83720	-0.14809	0.18281	0.18181	0.02931	-0.13203	0.66533	-0.04176	-0.15563	0.45549	-0.59181	-0.64293	0.28546	0.50463	-0.70959	-0.10690	-0.50515	0.11728	0.32256	0.43071	0.17501	0.24453	-0.18044
ABarapapp	-4.85607	1.25299	4.07868	0.14925	0.69152	0.18407	-0.36085	0.32946	0.35678	-0.03305	-0.10068	0.02019	-0.14267	0.19614	0.21095	-0.54733	0.12509	0.37285	-0.39449	-0.29844	-0.58744	0.41251	1.02100	-0.03558	0.54498	-0.78569	-0.36721	-0.17204	-0.12490	0.18710	0.23319	-0.20685	0.36198	-0.07157	0.13536	0.21624	-0.70134	0.25290
ABarapappa	-7.83523	1.19279	1.73330	-0.54350	0.59167	0.46542	-0.01587	0.36686	-0.79573	0.57420	-0.05281	-0.48513	0.75190	-0.00832	0.73620	0.18688	0.50925	0.14630	0.11385	-0.43035	-0.28847	-0.02421	0.13123	-0.14285	0.53770	-0.87984	-0.21491	0.12045	0.05500	0.89676	-0.06426	-0.22943	0.26883	-0.71107	0.68735	0.74178	-0.12498	-0.47308
ABarapappp	-7.18240	0.89658	2.23341	-1.36944	1.04068	0.70514	-0.00848	-0.58908	-0.35348	0.97685	-0.10768	0.01428	0.31517	-0.36077	0.00170	-0.49155	0.05450	0.30349	0.71870	0.32126	0.47162	0.34640	0.44415	-0.81862	0.18145	0.18505	-0.12148	0.22554	0.55141	0.10977	0.15393	0.21576	-0.60626	0.82345	-0.12241	0.72938	0.13271	0.37411
ABarapp	-1.34223	0.50442	2.57136	-0.31305	-0.32611	0.86902	0.33016	0.35753	-0.01529	1.06350	0.10020	-1.09087	0.60924	0.93768	0.00433	-0.09649	0.40875	0.52303	-0.18667	0.07332	0.11595	-0.19435	0.24074	-0.04186	0.04662	-0.33443	0.00271	0.24259	-0.01196	0.05577	0.05187	-0.28648	0.21627	0.24640	0.58688	0.75865	-0.46118	-0.10442
ABarappa	-3.07393	1.11980	4.11502	0.11527	0.17444	0.98654	0.12408	0.75937	-0.26152	0.35975	-0.09624	-0.62723	-0.14876	0.64709	-0.22036	-0.32629	0.08619	-0.01574	0.31970	0.06556	-0.15870	-0.03628	0.28014	-0.17168	0.74721	-0.01604	0.21091	0.38403	0.26138	0.26211	0.26007	-0.20426	0.55007	-0.02266	0.43283	0.75680	-0.64548	-0.48479
ABarappaa	-6.76742	1.34470	2.73569	0.38565	0.97348	-0.23671	0.46276	0.09135	-0.55278	0.74136	0.24418	-0.46038	0.30603	1.02565	-0.11307	0.16269	-0.08948	0.08819	0.35620	-0.31807	-0.67232	-0.36975	0.66477	-0.77278	0.10201	-0.38805	-0.22197	-0.47541	0.06700	0.33735	0.23963	0.53428	-0.19430	-0.09980	0.31198	0.34025	-0.66685	0.07068
ABarappaaa	-7.69708	1.62032	1.72691	-0.88903	0.41503	0.62316	-0.00241	0.40460	0.05850	0.39572	-0.68890	-0.46583	0.51803	0.23790	0.35303	-0.40129	0.08046	-0.10870	0.25016	0.47820	-0.06950	-0.03689	0.06522	-0.51223	0.27378	-0.09067	-0.97078	0.47872	-0.19713	0.29475	-0.07963	-0.33815	-0.07362	-0.10907	0.68474	0.45858	0.33361	0.05525
ABarappaap	-7.37702	1.37578	1.81344	-0.81943	0.68949	1.24736	-0.39706	0.07567	0.06742	0.77406	-0.57531	0.08286	0.16312	0.71450	-0.47537	0.02119	-0.31518	-0.10003	0.73844	0.64074	-0.28399	-0.24191	0.98589	-0.61004	0.37431	-0.59210	-0.19751	-0.49223	0.01946	0.19346	-0.11229	0.35780	0.40392	0.62748	0.65639	0.39083	0.67719	-0.16699
ABarappap	-5.85843	1.23967	3.53654	-0.06093	0.50075	-0.33699	-0.75856	-0.15010	0.36027	0.53275	0.03859	-0.60873	-0.13437	0.19990	0.62359	-0.71194	0.36779	-0.10728	0.11070	-0.49712	-0.35504	0.31771	0.69069	-0.11152	-0.54810	-0.76294	-0.90206	0.19274	0.75256	0.39631	-0.27701	0.08102	0.24474	0.07167	0.05872	0.46057	-0.26368	-0.01749
ABarappapa	-7.59521	1.83779	1.76270	-0.74476	0.62314	0.74215	-0.37949	0.27397	0.25910	0.17025	-0.19391	-0.24139	0.68065	0.58026	-0.11358	-0.05945	0.04434	0.08456	0.48401	0.51328	-0.27973	-0.02836	0.47353	-0.91265	0.20829	-0.39820	-0.67567	-0.18874	-0.00637	-0.07251	-0.05298	-0.48181	0.17117	-0.11967	0.63705	0.18472	0.29468	-0.06991
ABarappapp	-7.58221	1.68631	1.71304	-0.35275	0.26754	0.79870	-0.02003	0.32801	0.25313	0.29302	-0.88396	-0.12640	0.52829	0.79072	-0.34427	0.07073	0.18298	0.20419	0.35437	0.84120	-0.55486	-0.25088	0.70036	-0.88037	0.06637	-0.68142	-0.46583	-0.10635	0.42886	0.09220	0.46719	-0.44532	-0.08848	0.06428	0.40736	0.17015	0.70598	-0.33055
ABarappp	-2.76443	0.72938	4.06191	-0.21568	-0.11154	1.02746	0.44957	0.38511	0.00917	0.54814	-0.01040	-0.48002	0.13572	0.69037	0.05573	-0.24897	-0.01849	0.26032	0.26069	-0.08865	-0.11554	0.03410	0.29695	0.15414	0.51500	-0.22084	0.14543	0.20226	0.27552	0.12807	0.18551	-0.04799	0.35566	-0.15795	0.44081	0.48364	-0.51151	-0.22823
ABarapppa	-6.00210	1.56636	3.46646	0.56597	0.52321	-0.70522	-0.48836	-0.06292	-0.33864	0.74043	0.09451	-0.62336	-0.09151	0.66427	-0.36462	0.05855	0.02814	0.33389	0.12354	-0.14989	-0.65436	0.16947	1.07256	-0.12656	0.30528	-0.35906	-0.79573	-0.23967	0.22849	0.19076	0.12913	0.56020	0.12155	0.19571	0.19022	0.35381	-0.28053	0.19280
ABarapppaa	-7.87548	1.64181	1.57661	-0.59849	0.06326	0.71652	-0.01526	0.37594	0.24249	0.29290	-0.36619	-0.61521	0.47027	0.13576	0.05373	0.04865	0.20686	-0.51738	0.41560	0.22429	-0.11104	-0.26988	0.07709	-0.81437	0.08639	-0.60063	-0.54151	-0.00014	-0.21066	-0.05460	0.16569	0.04709	0.26773	-0.35068	0.30679	0.28729	-0.29451	-0.30925
ABarapppap	-7.53617	1.48637	1.95110	-0.14316	-0.09005	0.48166	-0.64180	0.01547	0.70633	0.51966	-0.42745	-1.02412	0.07510	0.09295	0.37951	-0.18348	0.30477	0.02573	0.70510	0.38150	-0.70478	-0.15453	0.36322	-0.87090	0.30226	-0.02013	-0.67846	-0.38727	-0.03497	-0.26472	0.18770	-0.11229	0.11269	-0.08947	0.28894	0.34340	-0.41682	0.10774
ABarapppp	-5.67697	1.30199	3.61831	-0.22673	0.45176	-0.28452	-0.38231	-0.29227	0.03935	0.23950	0.22480	-0.30205	-0.24529	0.43653	0.26204	-0.40811	0.24203	0.63305	0.31108	-0.19849	0.23960	0.67908	0.86534	-0.26621	-0.43075	-0.32693	-0.95675	0.34746	0.57172	0.72109	-0.28926	0.23052	0.25649	0.20319	0.16403	0.38997	-0.19506	-0.22125
ABarappppa	-7.73361	1.65211	1.70938	-0.33554	0.00558	0.69187	-0.57528	0.49251	0.69606	0.12393	-0.42936	-0.77445	0.64389	0.24184	0.38036	-0.26917	0.28874	-0.31212	0.79290	0.37445	-0.20081	0.00668	0.44044	-0.80221	0.10746	-0.50350	-0.40341	0.03085	-0.01572	-0.26345	0.08987	0.04997	0.14650	-0.06413	0.32350	0.27557	-0.07881	-0.06905
ABarappppp	-7.29667	1.65721	2.09753	-0.02992	0.34324	0.49055	-0.83768	0.46665	0.60054	0.31099	-0.05841	-0.38225	0.83485	0.30152	0.85472	0.07147	0.22719	-0.51098	0.31676	0.50587	0.22084	0.04252	0.85596	0.00887	0.19690	-0.30951	-0.88688	0.09869	0.29926	-0.00534	0.11469	-0.09459	0.20880	-0.05535	0.34333	0.37870	-0.10242	-0.06298
ABarp	0.04050	0.03225	0.18936	-0.00062	0.11746	-0.39477	0.08492	0.08351	0.07570	0.10438	-0.06254	-0.14432	-0.12311	0.11768	-0.09604	0.07959	0.13695	0.11114	0.23453	-0.10814	-0.09501	-0.04764	0.02833	0.08036	0.22033	-0.33671	-0.00159	0.08989	0.19367	0.16953	-0.00156	-0.09570	0.03877	-0.07295	0.49606	0.42847	-0.19817	-0.18088
ABarpa	0.04050	0.03225	0.18936	-0.00062	0.11746	-0.39477	0.08492	0.08351	0.07570	0.10438	-0.06254	-0.14432	-0.12311	0.11768	-0.09604	0.07959	0.13695	0.11114	0.23453	-0.10814	-0.09501	-0.04764	0.02833	0.08036	0.22033	-0.33671	-0.00159	0.08989	0.19367	0.16953	-0.00156	-0.09570	0.03877	-0.07295	0.49606	0.42847	-0.19817	-0.18088
ABarpaa	-0.93585	0.39442	2.11500	-0.37581	-0.39825	0.74607	0.27906	0.44602	0.04652	1.01619	0.26005	-1.11446	0.74382	0.89954	-0.06768	-0.19985	0.53206	0.50638	-0.24767	-0.02651	-0.06349	-0.24037	-0.05956	-0.13500	0.28620	-0.10162	-0.10238	0.02459	0.30682	0.25502	-0.17759	-0.07862	0.10258	0.40852	0.28602	0.51865	-0.09337	-0.39141
ABarpaaa	-3.93868	0.23627	4.44892	0.32719	-1.02517	0.60255	-0.02923	0.22925	0.06949	-0.36213	0.36753	0.45490	0.26396	-0.45689	-0.03074	-0.18321	0.15216	0.43157	0.25198	-0.62141	-0.28270	-0.05055	-0.14015	-0.16604	0.31594	-0.51895	-0.01026	0.06922	0.27879	0.44319	-0.21981	-0.20245	0.22895	0.00835	0.24963	0.64945	-0.33437	-0.08109
ABarpaaaa	-6.65616	-0.63004	3.41936	0.22299	-0.96249	-0.64817	0.23166	-0.44313	-0.55143	-0.02717	0.56322	-0.43696	0.41845	-0.19707	-0.45820	0.42289	0.10459	0.68228	-0.02712	-0.04244	-0.33408	0.23258	0.64638	0.03245	0.10942	-0.88872	-1.08011	-0.10329	0.34433	0.28643	0.10350	0.17600	0.02856	0.37691	0.35933	0.17342	-0.83623	-0.22126
ABarpaaaaa	-7.81794	-0.76070	2.09938	-0.15663	-1.18844	0.19109	0.41856	0.33790	-0.17048	0.73944	0.24281	-0.38633	-0.09244	-0.37879	0.43834	0.41701	0.70629	1.04070	-0.12206	-0.19783	-0.90148	0.29734	-0.04464	0.42531	0.25508	-0.94615	-0.42222	0.52384	0.53033	0.79723	0.17131	-0.17117	-0.24345	0.35570	0.46383	0.01365	-0.68080	-0.36742
ABarpaaaap	-7.78227	-0.72744	2.19791	-0.00969	-1.23834	0.23649	0.61688	-0.40650	0.26894	0.41893	-0.00397	-0.79154	0.05441	-0.65826	-0.37573	-0.64513	-0.00442	0.88215	0.05267	0.44529	-0.53685	0.17920	0.09536	0.04260	-0.27711	-0.47846	-0.34984	0.09325	0.41484	0.15399	0.14993	-0.10376	-0.28587	0.11603	0.17640	-0.17167	-0.60383	-0.40187
ABarpaaap	-7.26147	-0.95113	2.95177	-0.18663	-0.76607	-0.45606	0.10784	-0.41106	-0.40436	0.00256	0.32508	-1.25913	0.25090	-0.54262	-0.31797	0.03506	0.38002	0.39864	0.68313	0.10522	-0.67503	-0.46625	0.23710	-0.10143	-0.37968	-0.62715	-0.95846	0.83486	0.23871	-0.07083	0.08132	0.03585	0.57427	0.33165	0.30163	0.30172	-0.41388	-0.59160
ABarpaap	-2.55778	0.75827	4.00967	0.06823	-0.77611	1.17077	0.04609	0.53985	-0.01681	0.30410	-0.04475	-0.27553	0.11159	-0.09577	0.17055	-0.10729	0.21418	0.33721	0.49629	-0.37568	-0.06593	-0.36749	-0.47031	-0.48801	0.58607	-0.17442	0.03179	-0.09233	0.15211	0.08208	-0.30298	0.60996	0.20400	0.17647	0.00221	-0.43708	-0.04298	-0.49527
ABarpaapa	-6.42777	-1.58462	3.57746	0.17577	-0.81827	-0.20113	-0.10640	-0.36962	-0.48796	0.07547	0.61271	-0.91914	0.48766	-0.69242	0.15041	0.44856	0.23507	0.05159	-0.00353	-0.01308	-0.19911	-0.93895	-0.41367	0.13505	0.01374	-1.03105	-0.54923	0.16811	-0.00777	0.12211	0.53869	-0.08735	0.11079	0.33783	0.11086	-0.21622	-0.14004	0.04921
ABarpaapaa	-7.77084	-1.42852	2.29640	-0.92697	-1.18756	0.45693	0.12687	-0.42665	-0.65318	0.66175	-0.23053	-0.68682	-0.12406	-0.60746	-0.08074	0.11733	0.14495	0.29490	0.30911	-0.04692	-0.60919	0.55683	0.54394	-0.31034	0.26136	-0.27556	-0.47015	0.16802	0.18942	0.36165	0.09334	0.05153	-0.26600	0.11566	0.10383	0.47475	-0.18815	0.29268
ABarpaapap	-7.73976	-1.77194	2.39599	-0.53998	-0.82173	0.56606	-0.47022	-0.31636	-0.40714	0.39173	-0.17349	-0.78000	0.46335	-0.13224	-0.43867	0.32441	-0.22537	-0.20392	0.56248	-0.46431	-0.10756	0.20473	0.30390	-0.96699	-0.09786	-0.03116	0.03967	0.66213	0.15086	0.13880	0.22677	0.05828	0.15803	0.39437	0.43539	0.66978	0.03330	-0.26488
ABarpaapp	-6.02967	-1.65081	3.87939	-0.12292	-0.49284	-0.07031	-0.54384	-0.09614	-0.20727	0.26989	0.26874	-0.83767	0.08853	-1.16903	0.36757	-0.00079	0.32697	0.43378	0.45700	-0.10437	0.06110	-0.75486	-0.11716	0.03529	-0.58712	-0.86779	-0.03552	-0.05823	0.40734	0.32584	0.35865	-0.56419	0.49593	0.58927	-0.30945	0.27792	0.38164	0.03093
ABarpaappa	-7.25048	-1.70617	2.74791	-0.34303	-1.17293	0.22628	-0.30689	-0.27293	-0.08973	0.72682	-0.24272	-0.47166	0.31897	-0.68352	-0.12530	0.48975	0.21192	0.22314	0.50772	0.22913	0.35549	-0.27346	0.49201	-0.09573	0.21863	-0.56591	-0.92390	-0.15967	0.58383	0.42965	-0.10144	0.04822	0.20115	0.15354	0.68929	0.27926	-0.50852	-0.04472
ABarpaappp	-7.32042	-2.05800	2.76374	-0.26320	-1.14148	0.48441	-0.58709	-0.43531	-0.46918	0.33319	-0.12194	-0.55201	0.22562	-0.12394	0.20344	0.59915	0.16361	-0.01291	0.22349	-0.09431	0.08213	0.34079	0.35234	-0.04761	-0.03964	-0.07785	-0.49761	-0.09134	0.17062	0.08612	0.27628	0.30291	0.21191	0.21006	0.38045	0.51488	-0.06257	-0.18128
ABarpap	-0.81814	0.38168	2.05463	-0.35259	-0.45216	0.79428	0.25227	0.43982	-0.02378	1.12031	0.30850	-1.08215	0.80294	0.82312	0.08589	-0.15209	0.47217	0.64599	-0.28416	0.03102	0.01884	-0.36547	-0.13261	-0.24895	0.24177	-0.19239	-0.08593	0.06943	0.18668	0.27218	-0.35033	-0.06626	0.25398	0.48518	-0.07282	0.23345	-0.00999	-0.17287
ABarpapa	-2.89150	0.53880	4.14175	-0.01444	-0.85892	1.01623	0.03371	0.76979	-0.03901	0.19953	-0.21199	-0.20377	0.00955	0.15531	0.18080	0.04672	-0.21332	0.54316	0.51365	-0.31907	-0.20247	-0.29860	-0.31287	-0.35581	0.28223	-0.63493	0.03015	0.05953	0.20739	-0.20081	-0.07201	0.44257	0.06919	0.19111	0.36715	0.19323	-0.31893	-0.43710
ABarpapaa	-5.97925	-0.66327	3.86222	0.37216	-0.85487	-0.63450	0.22495	0.26906	0.32338	-0.05906	0.50380	0.27935	0.98322	-0.03001	-0.46234	0.52195	0.65979	0.58369	-0.30565	-0.09311	-0.27855	-0.60379	0.13415	-0.04440	-0.05098	-0.74790	0.21723	0.59506	-0.34337	0.21821	0.65811	0.28906	-0.23334	-0.06799	0.14943	0.51099	-0.40235	-0.15125
ABarpapap	-6.16865	-0.50206	3.71143	0.06994	-0.70123	-0.41942	-0.27967	0.08164	0.48137	-0.16305	0.33022	0.00799	0.80418	-0.25219	-0.67700	0.25755	0.30635	0.86811	0.03816	-0.45909	0.54576	-1.11486	0.23493	0.07870	0.14865	-0.73427	-0.08732	0.46757	-0.19412	0.13244	0.96676	0.14387	-0.61278	-0.35836	0.36010	0.43356	-0.49586	0.29654
ABarpapapa	-7.70509	-1.01452	2.12839	0.65917	-1.46522	0.56408	0.30240	0.02228	0.82842	0.47514	0.12824	-0.13615	0.81964	0.36003	-0.28524	0.19721	-0.27342	0.31633	-0.17024	-0.15137	0.11902	0.32234	-0.45502	-0.16124	0.24818	-0.68100	-0.07664	0.33011	-0.16342	0.31820	0.70201	-0.13614	-0.39604	-0.11564	0.68314	0.19354	-0.21622	-0.24901
ABarpapapp	-7.41968	-1.14294	2.44487	0.14397	-1.36295	0.54488	-0.65281	-0.04348	0.46051	0.23490	0.15655	-0.35862	0.78163	0.29739	0.02344	0.90009	-0.02475	-0.09461	-0.10717	-0.87549	-0.10308	-0.00803	0.38174	-0.35938	0.15101	-0.69773	-0.17651	-0.19845	-0.30293	0.30367	0.98660	0.23210	-0.41078	-0.39629	0.15305	0.79929	0.39681	-0.21845
ABarpapp	-2.73189	0.72161	4.13688	-0.12621	-0.72782	1.20410	-0.04802	0.47863	0.27927	0.22190	0.39153	-0.34689	0.20324	-0.39654	0.27932	-0.16292	0.42625	0.37446	0.16150	-0.39305	0.11225	-0.08101	-0.45073	-0.71204	0.55759	-0.14653	-0.15689	-0.05719	-0.07750	0.05469	-0.27398	0.36198	0.26155	0.09683	0.21712	-0.26706	-0.25315	-0.48934
ABarpappa	-6.69259	-0.92254	3.38794	0.20445	-0.84458	-0.61036	-0.35470	-0.09277	0.01368	0.17832	0.24673	-0.82212	0.31315	-0.29406	0.33033	0.15291	0.65495	0.82186	0.09638	0.10056	-0.26281	-0.24812	0.36796	-0.14793	-0.24678	-0.42618	0.23780	0.64924	0.39671	0.12502	0.28508	0.32389	0.29693	-0.72466	0.86491	0.21164	0.28338	0.21627
ABarpappaa	-8.13588	-1.10435	1.69275	0.56210	-0.89072	1.07997	0.11544	0.95865	0.04902	0.88891	0.48617	0.03512	0.33116	-0.08396	-0.13983	0.00078	0.40466	0.03285	0.11198	-0.34991	-0.25585	0.11334	0.19510	0.41202	0.52284	-0.62435	-0.12316	0.22788	-0.08828	-0.40628	0.09239	-0.23688	0.20192	0.26979	0.69265	0.36766	-0.28051	-0.12595
ABarpappap	-7.47856	-1.27292	2.42087	0.40826	-1.09053	0.48885	0.18917	0.14313	0.20276	-0.02160	0.51827	-0.62123	0.65016	0.11259	0.20880	0.34334	-0.22221	0.09613	0.25248	-0.40583	0.10851	0.20264	0.30326	0.65607	-0.43916	-0.27494	-0.25583	0.01915	-0.40438	0.32123	-0.03147	0.22975	0.20010	0.32039	0.49859	0.42820	0.02415	-0.84324
ABarpappp	-5.84200	-0.92948	4.03431	0.32376	-0.84677	-0.38946	0.04922	-0.29989	-0.19937	-0.28966	0.66587	-0.14660	0.35534	-0.12533	-0.38175	0.56963	0.58231	0.50138	0.03778	-0.08993	-0.31595	-0.57356	0.18198	0.29423	0.12509	-0.76973	-0.34409	0.45793	0.00406	-0.28643	0.63656	-0.03349	0.18154	0.15366	0.37562	0.23817	-0.69385	-0.23028
ABarpapppa	-7.73667	-1.28202	2.08530	0.14361	-1.13712	0.88289	0.58062	-0.16024	-0.04498	0.48092	0.39043	-0.60233	-0.40397	-0.33285	-0.35305	-0.43895	0.25591	0.71592	0.06955	-0.36322	0.02030	-0.09036	0.06607	0.40010	0.17894	0.05570	-0.22352	0.59380	0.28883	-0.28190	-0.27558	0.23990	0.02672	0.09892	0.29992	0.44981	-0.07724	0.01907
ABarpapppp	-7.54035	-0.84088	2.19125	0.05619	-0.92809	1.01158	0.79620	-0.22926	0.12757	-0.49954	0.38278	-0.47944	0.71156	0.17216	0.14554	0.00380	-0.00262	-0.24710	0.55684	0.04735	-0.40059	-0.08951	0.11980	-0.24106	-0.63555	-0.41983	-0.11926	0.35278	-0.21678	0.18094	-0.02543	0.24780	0.27859	0.25986	0.54492	0.76988	0.29034	-0.13046
ABarpp	0.01271	0.02301	0.29731	-0.01041	0.09743	-0.31151	0.06503	0.08833	0.08533	0.12929	0.05870	-0.14598	-0.02789	-0.05389	0.03388	0.12029	0.17688	0.18594	0.18606	-0.08302	-0.06644	-0.13714	-0.13604	-0.11416	0.24061	-0.32086	-0.02673	0.06318	0.09617	0.21071	-0.23249	0.00669	0.10109	-0.06591	0.23403	0.16178	0.00864	-0.06589
ABarppa	-1.00662	0.39538	2.29154	-0.36481	-0.39987	0.85172	0.25884	0.45010	0.04614	0.96147	0.31715	-0.99889	0.74565	0.64897	0.07020	-0.14435	0.46880	0.55608	-0.18792	-0.03389	-0.07765	-0.33062	-0.22089	-0.29643	0.36331	-0.11825	-0.11306	0.04110	0.23955	0.29429	-0.37245	0.06863	0.19350	0.33634	-0.00864	0.05260	0.11633	-0.26923
ABarppaa	-3.03059	0.40144	4.09082	0.00827	-0.64310	0.97325	-0.24055	0.33080	-0.05408	-0.00822	0.65704	0.57176	0.57705	-0.55613	0.45379	-0.27262	-0.22210	0.81084	0.08215	-0.39414	-0.42101	-0.23362	-0.64855	-0.38387	0.49516	0.02253	-0.23781	0.09941	0.27050	0.43810	-0.43867	0.04290	0.37277	-0.11433	-0.02333	0.26008	0.15278	-0.31488
ABarppaaa	-6.82155	-1.85023	3.39101	-0.59592	-0.39717	-0.32879	-0.54187	-0.43756	-0.34767	0.63071	0.23285	-0.39251	0.38011	-0.29501	0.34507	0.80575	0.46701	0.28873	0.13481	0.33198	-0.13140	-0.21622	0.40442	0.35967	0.26033	-0.31811	-0.18003	0.77501	0.54652	0.05133	0.32090	-0.11214	0.46360	-0.41074	0.58343	0.42076	-0.06054	-0.14053
ABarppaaaa	-7.74164	-1.90167	2.13087	-0.49699	-0.62550	1.15539	-0.51901	0.07240	0.33099	0.80632	0.32435	0.09791	0.53870	0.01048	0.06280	0.59136	-0.50346	0.35407	-0.34005	-0.03414	0.36078	-0.31567	0.25073	0.24324	0.27932	-0.07080	0.58201	0.62217	0.38471	0.29387	-0.43093	-0.09794	0.08286	-0.12449	0.53727	0.03586	-0.02315	-0.15245
ABarppaaap	-7.24330	-1.91233	2.69830	-0.35816	-0.59380	0.71944	-0.32499	-0.50494	-0.26997	0.68958	0.22345	0.29279	0.21784	0.20009	-0.39722	0.40959	-0.04565	0.54981	0.06416	0.68863	0.11824	0.17529	0.59102	-0.37483	0.22143	0.13614	-0.07315	0.13537	0.58741	-0.12680	0.00725	-0.20892	-0.18286	-0.33751	0.63207	0.25409	-0.19448	0.01074
ABarppaap	-6.20953	-1.73385	3.70928	-0.70509	-0.09719	-0.08051	-0.91708	-0.12599	-0.62183	0.44877	0.58764	-0.73089	0.31685	-0.78309	0.48448	0.33401	-0.16617	0.43668	0.02889	0.45773	-0.13086	-0.89691	-0.04601	0.40511	0.08132	-0.31655	0.28858	0.38339	0.03919	0.32553	-0.32149	-0.13593	0.28008	-0.30298	-0.10123	0.54139	-0.40758	0.17975
ABarppaapa	-7.36144	-2.34477	2.62521	-0.37491	-0.16786	0.66614	-0.32300	-0.06616	-0.32284	0.57657	-0.26649	-0.15975	0.72539	0.03314	0.22565	0.38941	-0.48329	0.09027	-0.26417	-0.10629	-0.12024	0.31790	0.76881	-0.41567	0.11653	0.03683	0.25758	0.52657	0.13993	0.33122	0.22820	-0.08963	0.11335	-0.25308	0.57566	0.24905	-0.02940	-0.09644
ABarppaapp	-7.74007	-2.19475	2.19456	-0.03108	-0.13252	0.88799	-0.15484	-0.18825	0.02977	0.85869	-0.10151	-0.23984	0.75129	-0.06751	0.07373	-0.09692	-0.67180	0.38785	0.04028	-0.04591	0.52960	0.34377	0.40755	-0.04491	0.50663	-0.20630	0.02510	0.31560	0.38477	0.45597	0.25171	-0.11450	0.23625	-0.06519	0.52047	0.18102	-0.10273	-0.14631
ABarppap	-3.52983	0.30159	4.38330	-0.17648	-0.46965	0.88067	-0.41109	0.11747	-0.15923	0.03816	0.53001	0.46505	0.50751	-0.63502	0.44845	-0.13990	-0.34232	0.81548	-0.06041	-0.29280	-0.05136	-0.31208	-0.15589	-0.33758	0.39590	-0.21145	0.03361	0.15078	0.15928	0.53717	-0.19169	-0.01352	0.38025	-0.17154	-0.11268	0.62732	0.01938	0.14173
ABarppapa	-6.72085	-1.78926	3.40482	-0.12893	-0.24124	-0.41259	-0.07117	-0.05418	-0.61828	0.32874	0.73520	-0.71140	0.95438	-0.29682	0.02862	0.38294	-0.32808	-0.14091	-0.04794	0.10196	0.04533	-0.75383	-0.00561	0.30155	0.22802	-0.73201	-0.17269	0.26341	0.24404	0.33784	0.38757	-0.24226	0.01263	-0.12319	0.14859	0.62168	0.03047	-0.04588
ABarppapaa	-7.35102	-1.33857	2.34545	0.35791	-0.76824	0.77878	0.45658	-0.07604	-0.16924	0.51047	0.28381	0.14183	1.14558	0.30311	-0.37132	-0.23781	-0.59821	-0.24528	-0.29417	0.32858	0.42882	0.68707	-0.52729	0.15066	0.38421	-0.56115	-0.17992	0.34037	0.50372	-0.04930	-0.17605	-0.31792	0.30980	-0.06429	0.51435	0.28442	-0.28666	0.16082
ABarppapap	-7.45350	-1.63706	2.28489	0.87732	-0.33577	0.68905	0.55683	-0.16250	-0.08385	0.88548	-0.41855	-0.12284	0.99927	0.59624	-0.38831	-0.04182	-0.96122	0.23925	-0.05415	-0.08285	-0.07687	0.31261	-0.13001	0.29583	0.49676	-0.40976	-0.30084	0.40887	0.37381	-0.00139	0.35371	-0.12607	0.21209	0.22622	0.48271	-0.25446	-0.22225	0.04192
ABarppapp	-6.95259	-1.85008	3.15649	0.05732	-0.41364	-0.04250	0.28886	-0.74479	-0.22811	0.76060	0.49252	-0.39930	0.08158	0.06377	-0.07619	0.11368	-0.35338	0.46103	-0.53919	0.01720	-0.36469	0.14220	0.12076	0.00099	0.36560	-0.41433	0.62116	0.30446	0.33773	0.33561	-0.33388	0.48266	0.11607	-0.22147	1.03276	0.57444	-0.14042	-0.26464
ABarppappa	-7.21883	-1.67459	2.75428	0.86670	-0.29975	0.38925	0.42360	-0.06617	-0.32819	0.03095	0.11935	-0.58363	0.23451	0.31705	-0.06617	-0.23533	-0.49873	0.39646	-0.97440	0.30964	-0.71003	0.48359	0.12798	0.08877	0.40478	-0.05522	0.08240	0.32403	-0.23976	-0.17333	0.01127	-0.20906	0.46643	-0.09550	0.77151	-0.00590	-0.46952	-0.24201
ABarppappp	-7.32014	-1.65257	2.55170	0.53754	-0.44767	0.53249	0.72972	-0.74126	-0.10508	0.07570	0.30710	-0.88656	0.31619	0.18113	-0.23428	-0.34446	-0.85641	0.50317	-0.45942	-0.05400	-0.84489	0.53892	-0.03517	0.02363	0.31474	-0.16692	-0.38637	0.56729	-0.09967	-0.12041	0.07116	-0.17248	0.46858	0.17487	0.42799	0.01267	-0.09749	-0.11249
ABarppp	-1.02304	0.39685	2.30941	-0.34385	-0.40994	0.87029	0.26752	0.48239	0.00914	1.03500	0.28610	-1.04290	0.84203	0.75571	0.10938	-0.13362	0.47625	0.65570	-0.24571	0.02787	-0.01694	-0.38619	-0.17648	-0.32106	0.24248	-0.21223	-0.12132	0.11156	0.16586	0.21622	-0.45254	0.06333	0.30648	0.50011	-0.17691	0.07330	-0.07501	-0.00996
ABarpppa	-3.18594	0.57959	4.34195	-0.19972	-0.48702	0.84722	-0.02195	0.43526	0.18565	0.08746	0.64340	0.48575	-0.02921	-0.26647	0.66846	-0.24442	-0.48041	0.54140	0.14405	-0.29953	-0.18018	-0.06619	-0.37613	-0.42838	0.51493	-0.18871	-0.23050	0.14075	0.33460	0.04718	-0.27497	-0.01668	0.34345	0.07216	0.03098	0.20991	-0.16807	-0.26490
ABarpppaa	-6.79296	-1.11376	3.27075	0.37044	-0.03135	-0.24077	0.43532	-0.75343	-0.57424	0.03217	1.00213	-0.41375	0.73761	0.28082	0.28259	0.16771	0.23337	1.00831	0.08223	0.52723	-0.58227	-0.43415	-0.18267	-0.32267	0.12563	-0.56393	-0.41706	-0.03176	0.35684	-0.12973	0.15820	-0.27406	0.31461	0.22368	0.65140	-0.08011	0.40584	0.41364
ABarpppaaa	-7.49314	-1.14561	2.32411	0.01494	-0.59016	0.82779	0.85396	-0.98020	0.10125	-0.08331	0.63447	-0.18139	0.55677	0.67141	-0.12396	0.72221	-0.34218	0.55178	0.16098	0.33554	-0.87275	0.36980	-0.21242	-0.12196	0.58533	-0.11344	-0.27203	0.14187	-0.00933	-0.10642	0.07264	-0.48430	0.26884	0.40803	0.57415	0.45470	-0.06627	-0.12756
ABarpppaap	-7.40786	-1.27297	2.48370	0.03152	-0.51169	0.66329	0.95487	-1.06916	-0.17958	-0.02248	0.41458	-0.20643	0.49446	0.58032	-0.21524	0.48938	-0.19427	0.58889	0.06486	0.11662	-0.68434	0.51318	-0.23673	-0.30013	0.51957	0.04668	-0.27994	0.04978	0.20204	-0.35151	0.06533	-0.45546	0.33488	0.38861	0.56924	0.36564	-0.18048	0.10973
ABarpppap	-5.70644	-1.37710	4.09675	-0.04393	-0.23617	-0.26861	0.10652	-0.41955	-0.42934	0.48829	1.01100	0.34115	0.41443	-0.04771	-0.47675	0.16934	0.20258	0.36384	-0.29120	0.62856	-0.75205	-0.45197	0.21242	-0.05010	0.38225	-0.73552	0.38635	0.69003	0.22521	0.19213	0.24457	0.01485	0.17655	-0.10802	0.32984	0.45741	-0.66555	0.00828
ABarpppapa	-7.43810	-1.65341	2.21365	0.26258	-0.49640	1.01872	0.04076	-0.19704	0.53279	0.56272	0.40512	-0.46406	0.39743	-0.17478	-0.22947	-0.32470	-0.66806	0.42739	-0.24874	0.68462	-0.91146	-0.08555	0.68736	0.15598	0.60513	-0.43943	0.28618	0.45891	0.02391	-0.40450	-0.71864	-0.27022	0.32383	-0.53438	0.05484	0.41818	-0.07909	-0.57956
ABarpppapp	-7.47043	-1.88627	2.40734	0.47770	-0.17269	0.70373	0.26932	-0.11280	-0.31584	0.18433	0.46659	-0.55469	0.51782	0.17810	-0.09831	-0.01806	-0.87088	0.40022	-0.89101	-0.78176	-0.10113	0.08253	0.27694	0.09569	0.20262	-0.27491	0.04282	0.45559	0.19956	0.28664	0.20301	0.10760	0.31678	0.33759	0.67542	-0.06177	-0.17531	0.01396
ABarpppp	-2.96681	0.41289	4.10937	-0.25184	-0.44665	0.85423	-0.05480	0.61479	0.27705	0.03914	0.63920	0.27933	0.16362	-0.27688	0.57014	-0.16685	-0.31300	0.49316	0.11802	-0.27147	-0.29881	-0.21150	-0.57754	-0.67881	0.55300	-0.14346	-0.38674	0.14474	0.39663	0.06176	-0.47675	0.14506	0.25967	0.05294	0.07038	-0.16046	0.06497	-0.30473
ABarppppa	-6.87672	-1.42149	3.02228	0.16811	-0.20999	0.02598	0.89938	-0.40516	-1.21198	0.26873	0.89950	-0.20078	0.56940	0.21062	0.25211	0.21322	0.16194	0.67450	-0.08281	0.41556	-0.47543	-0.24505	0.13435	-0.37000	0.69052	-0.38078	-0.49527	0.05035	0.40394	0.06734	-0.16916	-0.14910	-0.31673	-0.26088	0.34545	0.86130	-0.20022	-0.00422
ABarppppaa	-7.56310	-1.17625	2.23017	0.81048	-0.59667	0.78961	0.85733	-0.02048	-0.25883	0.37342	0.59815	-0.26343	0.38765	0.19252	0.17618	-0.36284	-0.23049	0.15444	-0.49948	0.91219	-0.33665	-0.27163	-0.18588	0.40000	0.92002	-0.21772	-0.41977	-0.09448	-0.21342	0.01339	-0.27668	-0.25229	-0.00129	-0.11553	0.51947	0.98644	-0.32272	-0.10262
ABarppppap	-7.49313	-1.33014	2.07661	0.87074	0.07794	1.10662	0.86537	0.10564	-0.36978	0.38071	0.85040	0.30146	0.89914	0.23894	-0.21301	-0.29607	-0.28360	0.68507	-0.73320	-0.40861	-0.20286	-0.33566	0.56753	-0.00057	0.97541	-0.53871	-0.26645	-0.02699	0.26877	-0.59338	-0.25976	-0.19669	-0.07670	0.22511	0.25419	0.39386	-0.31049	0.14773
ABarppppp	-7.12003	-0.97375	2.82282	0.32862	-0.39475	-0.13521	0.09741	0.58348	-0.93216	0.87239	0.09765	-0.27189	0.20868	0.00394	0.19989	0.33358	0.74073	0.16117	-0.03534	0.44584	-0.71710	0.17095	-0.03034	-0.43668	0.39408	0.09150	-0.40894	0.93252	0.33997	0.07645	-0.29995	-0.43803	0.33963	-0.55288	0.24633	0.89724	-0.48573	-0.37147
ABarpppppa	-7.23803	-1.55176	2.67619	0.93652	-0.12936	0.50529	0.50973	-0.14248	-0.58375	-0.15011	0.59052	-0.44480	0.23026	0.57144	-0.35976	-0.15726	-0.41768	0.79810	-0.50496	0.32565	-0.49785	0.66672	0.22329	-0.08475	0.50904	-0.18654	-0.31103	-0.03108	-0.25911	0.06204	0.24402	-0.25919	0.44522	0.26680	0.59688	-0.03682	-0.38200	-0.18326
ABarpppppp	-7.49275	-1.43506	2.28555	1.22324	-0.06891	0.84151	1.02738	-0.18717	-0.61806	0.40360	-0.37059	-0.44562	0.25677	0.48948	0.06339	-0.63054	-0.34118	0.50590	-0.35554	0.41548	-0.41210	-0.27253	0.05017	0.43082	0.90953	-0.26051	-0.50378	0.06281	0.04982	-0.14601	0.11840	0.06081	0.04835	0.14757	0.53184	0.43492	-0.26538	0.11847
ABp	-0.03089	-0.10900	-0.03891	0.36018	0.45117	-0.14924	-0.02830	0.11673	0.49527	0.22296	-0.40479	0.01640	0.01016	-0.02033	-0.26915	-0.32150	-0.10623	0.41179	0.17259	0.09213	0.19727	-0.28091	0.15076	0.06141	0.67416	-0.44765	-0.29018	0.22860	0.21199	0.11480	0.07253	-0.02930	0.08652	-0.12600	0.38125	0.27121	-0.35818	-0.23134
ABpl	0.10113	-0.18877	0.15435	0.23839	0.43509	-0.19499	0.02302	0.15088	0.12385	0.06516	-0.22956	-0.17954	0.07146	-0.03768	0.15233	0.00954	-0.02961	0.45669	0.02793	-0.12635	-0.13131	-0.10960	0.09587	-0.17665	0.46424	-0.46937	-0.10658	0.26857	-0.06611	0.30502	-0.08603	0.03444	0.32317	0.05732	0.01313	-0.02256	-0.10605	-0.06570
ABpla	0.10113	-0.18877	0.15435	0.23839	0.43509	-0.19499	0.02302	0.15088	0.12385	0.06516	-0.22956	-0.17954	0.07146	-0.03768	0.15233	0.00954	-0.02961	0.45669	0.02793	-0.12635	-0.13131	-0.10960	0.09587	-0.17665	0.46424	-0.46937	-0.10658	0.26857	-0.06611	0.30502	-0.08603	0.03444	0.32317	0.05732	0.01313	-0.02256	-0.10605	-0.06570
ABplaa	0.10113	-0.18877	0.15435	0.23839	0.43509	-0.19499	0.02302	0.15088	0.12385	0.06516	-0.22956	-0.17954	0.07146	-0.03768	0.15233	0.00954	-0.02961	0.45669	0.02793	-0.12635	-0.13131	-0.10960	0.09587	-0.17665	0.46424	-0.46937	-0.10658	0.26857	-0.06611	0.30502	-0.08603	0.03444	0.32317	0.05732	0.01313	-0.02256	-0.10605	-0.06570
ABplaaa	-1.03679	0.47795	2.25801	-0.01631	0.01757	1.17192	0.32527	0.07284	-0.00373	1.13617	-0.02528	-1.25695	0.53405	0.24651	-0.01901	0.66014	0.31893	0.86984	-0.26843	0.18573	0.29266	0.03019	0.16285	-0.04411	-0.43620	-0.87279	-0.09779	0.22706	-0.11897	-0.11163	-0.25711	-0.15458	0.14905	0.05709	0.14651	0.42036	-0.28442	0.26440
ABplaaaa	-2.59067	0.79927	4.07821	0.28750	0.00204	1.42509	0.23402	0.12423	-0.12989	0.73130	-0.07694	-0.23490	-0.08356	-0.16522	0.31697	0.51340	-0.12416	0.54608	0.19747	-0.01231	0.14625	-0.11644	-0.12884	-0.16716	0.09998	-0.54794	-0.06330	0.27084	-0.24743	0.22995	-0.38227	-0.06047	-0.10862	-0.28409	0.24694	0.05725	0.23937	-0.18645
ABplaaaaa	-6.52643	0.15275	3.33830	1.09399	-0.54863	-0.71335	0.25628	-0.37194	0.92243	0.76538	-0.04439	-0.33937	0.71588	-0.07474	-0.28627	-0.34889	0.34986	0.45560	-0.06424	-0.84686	0.77717	0.25699	0.18793	0.41079	0.06251	-0.51691	-0.20445	0.08802	0.18265	0.48354	-0.11826	0.15503	0.24495	-0.08120	0.27532	0.37591	0.13543	-0.32715
ABplaaaaaa	-7.78731	0.34536	1.93798	0.53730	-0.81243	0.42460	0.05429	0.05284	1.30783	1.00157	0.03768	-0.69342	-1.06478	0.46912	-0.53390	0.38066	0.83025	0.31526	0.01665	0.04865	-0.17744	0.17549	-0.14216	-0.43342	0.59307	-0.32213	0.05721	0.85127	-0.13141	0.83094	0.04473	0.19615	0.31675	0.30535	0.30132	0.46572	-0.30610	-0.38368
ABplaaaaap	-7.38289	-0.18170	2.32019	0.07067	-0.91964	0.33968	0.32327	-0.85095	1.02797	0.98846	-0.21675	-0.62131	-0.41327	0.48103	-0.51232	-0.19632	0.06340	0.19707	-0.20839	-0.16567	-0.02558	0.73598	-0.53908	-0.32809	0.60511	-0.22026	-0.02355	0.16233	-0.54441	0.14674	0.26268	0.37703	-0.45678	0.02929	0.24578	-0.15145	-0.40107	0.27626
ABplaaaap	-5.95164	0.26722	3.81928	0.17211	0.25846	-0.93253	-0.74579	-0.50961	0.70080	0.97199	0.16265	-0.59263	-0.11184	0.18922	-0.21602	-0.13682	0.20657	0.17461	-0.49876	0.04249	0.63198	-0.56625	0.35568	-0.03060	0.43660	-0.16978	-0.20700	0.52724	0.29163	0.34636	-0.31728	0.23305	0.05777	-0.64614	-0.22532	0.64252	0.12136	0.11588
ABplaaaapa	-7.53511	0.35700	2.22177	-0.29530	-0.04765	0.02992	-0.17482	-0.92545	0.52456	1.37754	-0.25100	-0.65655	-0.03098	-0.37885	-0.39530	-0.19144	0.23005	1.01677	0.40476	-0.10378	-0.30060	0.16114	-0.29538	-0.44903	0.02227	-0.05808	-0.08273	0.59339	0.37737	1.17079	0.02949	0.04905	0.01504	-0.37492	0.01530	0.43025	-0.71255	-0.10203
ABplaaaapp	-7.59219	-1.22006	2.24833	-1.02441	-0.22740	0.70524	0.11462	-0.25347	0.31113	1.07882	-0.04730	-0.67465	-0.79944	0.22946	0.17831	-0.27024	-0.37140	0.53766	0.37740	-0.33068	0.48141	0.43861	-0.03864	0.14862	0.68712	0.12464	-0.32480	0.01625	0.27604	0.19872	-0.23990	-0.30560	-0.38220	-0.36091	-0.26118	0.61777	0.14007	0.27531
ABplaaap	-2.69641	0.74938	4.09117	0.10050	0.01100	1.36923	0.11141	0.05480	0.13579	0.59841	0.37938	-0.17732	-0.03819	-0.48237	0.49409	0.39219	0.02648	0.56195	-0.06841	-0.06379	0.30405	0.10415	-0.18367	-0.43276	0.12734	-0.46739	-0.21030	0.27851	-0.44394	0.19410	-0.38572	-0.25296	-0.00814	-0.33883	0.40440	0.15770	0.08794	-0.24646
ABplaaapa	-7.00960	-0.38975	2.91642	-0.31340	-0.07703	-0.33189	-0.59764	-0.58070	0.50513	1.59341	0.30102	-0.74741	-0.18863	-0.36315	0.40130	0.01680	0.72067	0.62188	0.59115	0.22295	0.79777	0.11362	-0.14526	0.12607	0.74480	-0.51071	0.43816	0.04569	0.22087	0.58531	-0.00227	0.68347	0.35840	0.13691	0.23656	-0.52330	0.18683	0.54499
ABplaaapaa	-7.94293	-0.69011	1.90283	0.09404	-0.73393	0.63051	-0.69918	0.19384	0.60456	1.14906	0.73876	-0.71729	-0.76064	0.14388	0.16940	0.78358	0.10598	0.22543	0.18698	-0.21516	0.18856	-0.12249	0.38881	-0.21397	0.72073	-1.10010	-0.00010	0.16004	1.07519	0.26511	-0.09058	0.33886	0.28935	0.18805	0.20451	0.50176	-0.19484	-0.50852
ABplaaapap	-7.35700	-0.45550	2.25835	-0.30282	0.49662	0.57003	0.46180	-1.29123	1.05845	1.11706	0.20105	-0.64475	-0.41394	0.12909	-0.02295	0.77350	-0.17418	0.06395	0.36788	0.18396	0.11208	-0.00469	-0.37255	0.04361	1.08119	-0.39521	0.03564	-0.13433	-0.17339	0.76222	-0.47505	0.41896	-0.26538	-0.07467	0.50587	0.68368	-0.07214	0.26518
ABplaaapp	-5.51984	-0.10090	3.97891	-0.47414	0.89154	-0.62610	-0.91302	-0.40568	0.25770	1.16794	-0.03073	-0.43493	-0.07609	-0.67630	0.12938	0.95064	0.43308	-0.14993	-0.43041	0.06936	0.43518	-0.19365	-0.06179	-0.09768	0.39926	-0.18729	0.07123	0.38557	0.18955	0.39863	-0.26412	0.00817	0.04794	0.00689	-0.57413	0.24396	0.24656	0.09012
ABplaaappa	-7.90940	-0.57892	1.79781	-0.34674	-0.12318	0.93850	-0.06855	-0.62994	0.76770	0.47940	0.08693	-1.02970	-0.51742	-0.24532	0.12965	0.76681	-0.17769	0.12062	0.69800	0.21437	0.25203	-0.00599	-0.24563	-0.38859	0.52916	-0.25843	-0.03161	0.00886	0.21708	0.37763	-0.30732	0.31625	-0.46989	0.29181	0.14633	0.82296	-0.17855	-0.06004
ABplaaappp	-7.95209	-0.52785	1.87210	-0.79171	-0.18023	0.85244	-0.24428	-0.40550	0.97125	0.55019	0.03296	-0.71397	0.07491	0.13759	0.29545	0.59469	-0.60757	0.12600	0.37406	-0.08336	0.52743	-0.36837	0.26645	-0.02593	0.55954	0.11571	-0.13992	0.12799	0.11971	0.66908	0.16574	-0.11944	-0.51229	0.48733	0.01390	1.12500	0.24413	-0.28408
ABplaap	-1.30652	0.52682	2.67644	-0.06998	-0.07446	1.17794	0.33793	0.12318	-0.01761	1.19350	-0.01097	-1.13089	0.61801	0.41870	0.14390	0.43572	0.42591	0.82493	-0.31984	0.18355	0.28228	-0.13671	0.02158	-0.20984	-0.31811	-0.91156	-0.09398	0.27994	-0.35975	-0.01654	-0.55874	-0.21226	0.07462	0.36875	-0.05511	0.29349	-0.33979	0.25391
ABplaapa	-2.83590	0.81190	4.29016	0.30987	0.05322	1.36293	0.21902	0.11507	-0.13790	0.57983	-0.16367	-0.05505	-0.17602	-0.15784	0.38273	0.47912	-0.21449	0.47113	0.27187	-0.04640	0.10851	-0.14345	-0.07885	-0.17178	0.12344	-0.59335	-0.03710	0.30724	-0.27666	0.20303	-0.42729	-0.06452	-0.06478	-0.23408	0.19106	-0.04175	0.07803	-0.09527
ABplaapaa	-6.67225	0.84847	3.03574	1.03182	0.57785	-0.43746	-0.27439	-0.16014	0.56501	0.97462	0.83058	-0.63295	-0.42013	0.88316	-0.41848	-0.51110	0.33046	0.65191	0.04129	-0.24408	0.17733	0.34876	0.24668	-0.50365	0.80686	-0.45328	-0.05856	-0.17851	0.27611	0.16069	-0.29746	-0.29185	0.02814	-0.33359	0.38139	0.11749	-0.08907	-0.05052
ABplaapaaa	-7.69678	0.44529	1.95060	1.01014	-0.65868	0.49297	-0.22623	0.30299	0.92820	0.71429	0.25080	-0.72913	-0.70030	0.72537	-0.16252	0.28766	0.68388	0.06117	-0.58931	-0.37973	0.08281	0.00283	-0.28316	-0.48813	0.57882	-0.59937	-0.02590	0.07219	0.36644	0.09664	0.70295	-0.54853	-0.13499	-0.36400	-0.31091	-0.04247	-0.38776	-0.61549
ABplaapaap	-7.75168	0.17679	1.93516	0.69198	-0.72560	0.69609	0.18328	0.18330	0.98103	0.26338	0.32543	-1.21732	-1.20742	0.59863	-0.49213	-0.09334	0.27690	0.08746	-0.06329	-0.12398	0.25115	-0.02730	0.11886	-0.22639	0.09298	0.02755	-0.07183	0.50852	-0.06200	0.34666	-0.30237	-0.34134	0.29074	-0.05907	-0.15516	0.24150	-0.19018	-0.56729
ABplaapap	-6.59012	0.59350	3.15986	0.76192	0.29756	-0.71246	-0.06515	-0.28580	0.95377	1.02875	0.38659	-0.76969	0.23141	0.51235	-0.02187	-0.32439	-0.18192	0.17724	-0.01934	-0.80241	0.90055	0.17366	0.04466	0.10269	0.30993	-0.19693	-0.37921	0.42693	0.25679	0.52836	-0.38586	-0.06521	-0.14571	0.00546	0.35257	0.22332	0.11154	-0.24702
ABplaapapa	-7.75058	0.50875	1.83696	0.52053	-0.16758	0.71804	-0.27780	-0.18121	0.77841	0.69458	0.70759	-1.27889	-0.68797	0.68239	-0.30358	-0.35507	-0.16529	-0.17538	0.25033	0.09958	-0.38381	0.16450	0.33000	-0.14017	0.41163	-0.12449	-0.23228	0.21264	-0.48303	0.14724	-0.39591	-0.31627	0.01636	-0.56000	0.09546	0.28128	-0.15653	-0.25443
ABplaapapp	-7.68537	0.27591	1.99022	0.70307	-0.22631	0.57637	0.47097	0.19050	1.01624	0.38620	0.56615	-0.95816	-0.57333	0.89043	-0.73332	-0.03410	-0.46408	-0.22408	-0.44370	-0.43698	0.37152	-0.11742	0.03311	-0.18535	0.29308	0.05706	-0.05552	0.66065	-0.11559	0.42183	-0.12745	-0.70753	0.08259	-0.13848	-0.04164	0.30425	0.01121	-0.35156
ABplaapp	-2.44498	0.76090	4.08831	0.23870	0.01989	1.54627	0.27362	0.21397	-0.08451	0.75009	-0.10989	-0.35131	-0.13869	-0.14730	0.23952	0.49687	-0.09022	0.46479	0.30722	-0.03448	0.06811	-0.13674	-0.14903	-0.21686	0.09691	-0.58452	-0.10759	0.30048	-0.17534	0.13144	-0.36138	-0.17504	-0.08284	-0.29870	0.45450	-0.16403	0.08479	-0.25970
ABplaappa	-6.90243	-0.11322	2.86949	0.46469	0.51728	-0.16581	0.03928	-0.88140	-0.18324	1.31133	0.18850	-0.14976	0.04890	1.08428	-0.86462	0.08754	0.42831	0.88782	0.68868	-0.18163	0.12389	-0.15165	-0.68202	0.33250	0.45671	-0.40408	-0.08972	0.17831	0.49820	0.54881	0.12168	-0.22896	0.15288	-0.10323	-0.12308	-0.18238	-0.38801	-0.34804
ABplaappaa	-7.99265	-0.42571	1.68229	1.05295	-0.32054	0.76633	-0.40560	0.08856	0.59770	1.12735	0.36969	-0.50667	0.29041	0.15556	-0.30539	0.39970	0.38886	0.16330	0.16780	-0.90228	-0.00936	0.02135	0.36435	-0.06910	0.61387	-0.92320	-0.02111	0.47444	0.27939	0.52002	-0.13795	-0.25139	0.50006	0.29914	0.34208	-0.05548	-0.47644	-0.71844
ABplaappap	-7.66802	-0.04041	1.98616	0.83688	-0.49274	0.75436	0.34455	-0.70112	0.87134	0.86856	0.57839	-0.18986	0.54662	0.31026	-0.16882	-0.32546	0.18630	0.01253	-0.15647	-0.56500	-0.14983	-0.32150	-0.00484	0.14199	0.17974	-0.61995	0.42782	-0.80329	-0.66403	0.41347	0.23270	0.43591	-0.54553	0.11768	0.51327	0.27229	-0.24449	-0.27961
ABplaappp	-6.24484	-0.13384	3.44082	0.51470	0.62250	-0.35614	0.01036	-0.89070	0.45594	0.52199	0.53372	-0.01344	0.00291	0.44539	-0.80093	0.10149	0.64494	0.80198	0.19653	-0.32327	0.32525	-0.16539	-0.21779	0.47897	-0.22751	-0.52636	-1.02161	-0.07722	-0.33149	0.50519	-0.06855	0.07622	-0.22134	-0.80557	-0.17104	0.31659	-0.23740	-0.03599
ABplaapppa	-7.64282	-0.40849	1.66299	0.92538	0.01363	1.40982	0.28396	-0.77596	0.80437	1.32398	-0.15274	0.27824	-0.23612	0.42107	-0.05076	0.59342	0.77046	0.18093	-0.13284	0.05975	-0.82215	-0.19238	0.10710	0.72708	-0.03924	-0.50489	0.08578	-0.30634	0.47615	0.52732	-0.08733	0.21476	-0.20603	0.12690	0.28777	0.18460	-0.04893	-0.14349
ABplaapppp	-7.48214	-0.57729	1.95741	0.78739	-0.39959	1.17176	0.52676	-0.86675	-0.05272	0.39053	-0.79296	-0.32985	0.07261	0.27531	-0.03996	0.26416	0.78453	-0.09912	0.45695	0.33236	0.30077	0.47446	-0.38466	0.46193	-0.05998	-0.63723	-0.06552	-0.29728	0.55694	0.28845	-0.36426	0.24626	-0.07278	0.01474	0.33899	0.04095	-0.28869	-0.00881
ABplap	0.02839	-0.18702	0.23851	0.22189	0.45203	-0.17746	0.02647	0.15639	0.16381	0.02555	-0.19316	-0.19652	0.08951	-0.08526	0.14051	0.00602	0.02030	0.42429	0.02194	-0.14256	-0.15820	-0.09180	0.05021	-0.21693	0.49659	-0.41606	-0.12737	0.23280	-0.05479	0.31703	-0.11512	0.07946	0.27864	0.02250	0.06153	-0.01330	-0.04434	-0.11747
ABplapa	-0.84385	0.10353	1.90115	0.16560	0.49542	1.08233	0.32032	0.31556	0.15645	0.88794	-0.21326	-1.27850	0.61234	0.27920	0.00621	0.42861	0.25619	0.96880	-0.35622	0.12722	0.12997	0.06622	0.32598	-0.15790	-0.12671	-0.78042	-0.24128	0.44321	-0.22395	0.02112	-0.07824	-0.06196	0.29382	0.06872	0.20272	0.33666	-0.36951	0.26183
ABplapaa	-2.91884	0.59257	3.93604	0.33646	0.66790	1.51124	0.37384	-0.12567	0.35334	0.16727	0.05724	-0.18786	0.38082	-0.46314	0.99516	0.33227	0.18434	0.76739	-0.35086	-0.00998	0.19317	-0.28014	0.02792	-0.78141	0.50515	-0.46141	-0.30880	0.20972	-0.54231	0.27427	-0.38878	-0.00817	0.26270	0.02853	0.15978	0.22788	-0.05070	0.07054
ABplapaaa	-6.16635	-0.09128	3.34841	0.74760	0.89089	-0.15677	0.17623	0.10308	1.45357	0.65262	-1.27053	0.17181	-0.03153	-0.05358	0.67296	0.24217	1.06663	0.61419	-0.41208	0.55008	0.15523	0.06336	0.53481	-0.28281	0.20557	0.12893	-0.64328	0.40909	0.10821	-0.02746	0.24110	0.10237	0.37939	-0.27483	0.43287	0.64746	0.01213	-0.23102
ABplapaaaa	-7.83625	-0.18862	1.64934	0.82477	0.21365	1.02850	0.33667	-0.88946	1.24623	0.27007	-0.57527	-0.48538	0.72477	0.28443	-0.30654	0.36730	-0.16518	0.31293	-0.25591	-0.22121	-0.25968	0.07591	-0.17628	-0.53525	0.50714	-0.31845	-0.38095	0.60949	-0.31124	0.83019	0.27778	-0.53667	-0.40423	-0.09704	0.26558	0.49278	-0.06269	-0.38540
ABplapaaap	-7.16561	-0.93987	2.49116	0.39105	0.63934	0.56344	0.80885	-0.52005	1.22406	0.47035	-0.63243	-0.67247	-0.68846	-0.14906	0.04121	-0.00131	0.47962	0.68003	-0.33374	0.57123	0.02179	-0.26422	0.61896	-0.61345	0.65107	-0.10250	0.50593	0.45605	-0.31105	0.52987	-0.28172	0.53872	0.02939	-0.61531	0.62491	0.72591	0.03476	-0.06945
ABplapaap	-6.26665	0.15974	3.33551	0.84425	0.39785	-0.31739	0.24597	-0.74803	0.85247	0.56177	-0.42684	-0.19546	0.29712	0.28270	0.38485	0.01403	0.27153	0.37950	-0.94218	0.24622	0.10491	-0.68965	0.57418	-0.55681	0.40319	-0.00728	-0.73785	1.03608	0.22051	-0.03246	0.51556	0.80083	0.01790	-0.18488	0.39614	0.64420	-0.51847	-0.70388
ABplapaapa	-8.04231	-0.26550	1.52453	0.92039	-0.14828	1.20504	0.29898	0.18117	0.93905	0.48017	-0.22444	-0.01924	0.37714	0.51304	0.31544	0.26163	0.40791	0.49668	-0.55982	-0.04458	-0.03485	-0.07749	0.28675	0.20293	0.38727	0.11569	-0.00636	0.22760	-0.19520	1.07440	0.45908	-0.48616	0.31447	-0.09359	0.34923	0.19017	-0.27952	-0.00300
ABplapaapp	-7.72354	-0.32559	1.88554	0.96661	-0.11890	1.00197	0.24394	-0.50131	1.03848	0.79565	-0.37747	0.07974	0.16277	0.59091	0.42484	-0.06991	0.61023	0.57699	-0.39145	0.60349	-0.45438	0.28939	0.12732	0.06147	0.46589	0.03120	-0.14180	0.00215	-0.45056	1.17075	0.41784	0.01069	0.36420	-0.20981	0.28173	0.39121	-0.28691	-0.24179
ABplapap	-2.38754	0.57080	3.76262	0.04891	0.62817	1.74017	0.61430	-0.06833	0.43967	0.33858	0.10593	-0.55580	0.52758	-0.40235	0.87924	0.27810	0.31691	0.70105	-0.32205	-0.04342	0.14395	-0.19666	0.03734	-0.73389	0.54237	-0.55371	-0.22343	0.10155	-0.41764	0.16984	-0.28539	-0.14141	0.38203	-0.00581	0.28882	0.10278	-0.27341	-0.15358
ABplapapa	-5.70361	-0.56482	3.78674	1.14030	0.63571	-0.27769	0.43063	-0.85679	0.76065	0.08943	-0.50764	-0.20002	0.59645	-0.14487	0.38355	0.37794	0.70141	0.34528	-0.69418	-0.39318	-0.33325	-0.19468	0.50644	-0.11334	-0.11883	-0.15531	-0.55919	0.46144	0.02697	0.35535	-0.41047	-0.01441	0.28888	-0.40606	0.48906	0.40308	0.20937	-0.13888
ABplapapaa	-7.09705	-0.81553	2.32017	0.53509	0.63499	0.87952	0.94026	-0.93814	1.08675	0.89774	-1.09082	-0.34823	-0.44823	0.50612	0.02566	0.35868	0.17383	0.08889	0.33427	0.05237	-0.01399	0.31567	0.17791	0.46121	0.23663	-0.05006	-0.65885	-0.06122	0.10805	0.09783	-0.47331	0.15170	0.29178	0.41085	-0.47076	0.18910	0.10278	-0.29645
ABplapapap	-7.83868	-0.76597	1.76880	1.22032	0.76937	1.05114	0.69938	-0.03240	0.03527	0.72933	0.00781	-0.33393	0.30248	-0.23048	0.15906	-0.50241	0.51420	0.03202	-0.18940	-0.23195	-0.12969	0.20200	0.67643	0.28611	0.42054	-0.43700	-0.34047	-0.37562	-0.42472	0.06680	-0.26747	-0.32312	-0.16342	-0.25775	0.36968	0.35970	-0.16908	-0.13071
ABplapapp	-5.82638	0.24138	3.53612	0.99925	0.58571	-0.35046	0.16218	-0.28902	0.90440	0.85196	-1.27946	-0.17002	0.58986	0.61908	0.53184	0.27760	0.09967	0.33394	-0.42082	0.22075	0.15941	-0.42403	0.07439	-0.03010	0.97193	-0.08329	-0.11881	0.77630	0.94269	-0.18972	-0.24817	0.10993	0.48298	0.13913	-0.16900	0.52860	-0.27754	-0.47950
ABplapappa	-7.54666	-0.60107	2.05718	0.92737	0.16245	0.76309	0.92360	-0.32693	-0.16410	0.96248	-0.75672	-0.49754	-0.24710	0.90971	0.28834	-0.03604	0.08847	0.02899	-0.31992	0.32306	0.00422	0.22511	0.05430	0.29324	1.32283	-0.11766	-0.52092	-0.14891	-0.02042	0.07975	0.26130	-0.03921	0.00623	0.14149	0.06203	0.00693	-0.30076	0.25785
ABplapappp	-7.78287	-0.57633	1.81027	1.03437	0.46045	1.03682	0.62990	-0.07787	-0.08698	1.53235	-0.62852	0.22135	0.52770	0.51596	0.10867	-0.38279	0.55830	-0.03727	0.17793	-0.24358	-0.45529	0.18560	0.60486	0.39156	0.72898	-0.28213	-0.00607	-0.23506	-0.19080	0.19071	0.05419	0.13104	0.27659	0.10390	0.11524	0.30230	-0.07801	0.00450
ABplapp	-0.81114	0.05499	1.92523	0.11486	0.51121	1.15102	0.26952	0.38348	0.21101	0.89104	-0.19681	-1.40469	0.77473	0.31924	-0.08374	0.43034	0.34346	0.96101	-0.46366	0.11117	0.06140	0.05501	0.24566	-0.19499	-0.04674	-0.73664	-0.30387	0.39935	-0.12794	0.12493	-0.19820	0.00504	0.22077	0.12012	0.09121	0.30503	-0.26824	0.20775
ABplappa	-2.90548	0.48362	4.14745	0.72294	0.28612	1.52518	0.00731	0.01319	-0.26358	0.39545	-0.38159	0.02404	0.48194	-0.40436	0.16536	0.20792	-0.11020	0.91657	0.03722	-0.19744	-0.19926	-0.13962	-0.02574	-0.01792	0.27870	-0.51264	-0.08276	0.38945	-0.40099	0.58406	-0.39345	-0.14165	0.26779	-0.27385	-0.11423	0.05052	0.01770	-0.13593
ABplappaa	-6.78667	-0.90946	2.85690	0.99409	0.76066	0.25274	1.19995	-1.23480	0.85640	0.35975	-0.21546	-0.54735	0.29353	-0.16877	-0.12597	-0.07655	0.25685	0.61535	0.03967	-0.22638	-0.00443	-0.30998	-0.23308	0.28718	0.36746	-0.26935	-0.77238	0.23604	-0.02653	0.04377	-0.44986	0.01525	0.48727	-0.12655	0.07326	0.49221	-0.11908	-0.66147
ABplappaaa	-7.32973	-1.43873	2.13381	0.52929	0.81759	1.34708	1.00947	-0.48525	0.26260	0.70420	-0.55991	0.49062	0.65454	0.06621	0.28018	-0.60765	0.63066	-0.00883	0.04106	-0.19411	0.43231	0.65392	-0.04249	0.09543	0.14379	-0.55030	-0.34854	0.52092	0.01988	0.24329	-0.38626	-0.13084	0.09305	0.13547	0.45331	0.32437	-0.03997	-0.21079
ABplappaap	-7.38253	-1.38563	2.23818	0.96427	0.62424	0.88219	0.85351	-0.97276	0.50482	0.87758	-0.27130	0.18741	0.98712	0.06590	-0.11225	0.07900	-0.03762	-0.10078	-0.30182	-0.06910	0.11752	0.37418	-0.16480	-0.07005	0.44785	-0.27011	-0.21851	0.17662	-0.18921	0.18876	-0.00065	0.13496	0.15997	0.28235	0.79769	0.00329	-0.41480	-0.07457
ABplappap	-6.60911	-1.03643	3.02126	1.40962	1.07931	0.11838	1.02855	-1.07387	-0.28059	0.58113	-0.41120	-0.63330	0.19640	0.36344	-0.05232	-0.01427	0.16528	0.31891	-0.08233	-0.32717	-0.51657	-0.18157	-0.08689	-0.20725	0.06148	-0.67902	-0.14309	0.54711	0.53365	0.57208	-0.24335	0.21783	0.36396	0.15797	0.19222	0.32367	-0.29067	-0.79201
ABplappapa	-7.66784	-1.34909	2.00065	0.93042	-0.32546	0.95947	0.73941	-0.40274	-0.02335	0.71409	-0.88210	-0.31196	0.91596	0.32797	0.05990	0.00200	0.11108	0.07596	0.46963	-0.07728	0.25345	-0.02462	0.26994	0.08236	0.31801	-0.22597	0.07072	0.06160	0.13536	0.06384	0.15025	0.12173	0.39439	0.41983	0.51554	-0.30435	-0.37278	-0.20812
ABplappapp	-7.63958	-1.28416	2.02739	0.32706	0.42327	1.12285	0.99410	-0.60132	0.54868	1.23150	-0.34021	0.20207	0.68239	0.10645	0.08289	-0.75645	0.36608	0.12489	0.27095	-0.64647	-0.37631	0.19320	0.48687	-0.15763	0.54797	-0.19934	-0.22304	0.32603	-0.17279	-0.41194	-0.17952	-0.41153	0.47765	0.09825	0.12628	0.38527	0.10828	-0.25352
ABplappp	-3.16516	0.44136	3.96389	0.72018	0.49646	1.56300	-0.12509	0.02558	0.48548	0.25939	-0.02231	0.20577	0.51798	-1.06511	-0.21841	-0.08360	-0.05767	0.80795	-0.07762	0.02377	0.25279	-0.05816	-0.01795	-0.03505	0.39734	-0.43182	-0.51536	0.37768	0.00931	0.26768	-0.21972	-0.32981	0.44354	-0.62499	0.16238	0.00546	-0.44327	0.10580
ABplapppa	-6.89457	-0.18874	2.51536	1.49686	1.14505	0.33390	0.35975	-0.36661	0.75730	1.23179	-0.87255	-0.05435	0.89533	0.29712	0.09882	-0.06449	0.59712	0.41735	0.64056	-0.74497	-0.16577	-0.05514	0.32582	-0.42433	0.02527	-0.73093	-0.03924	0.45530	0.87220	0.32151	-0.28774	-0.07981	0.47812	-0.30543	0.16105	0.41572	0.31799	-0.35624
ABplapppaa	-7.39741	-0.95432	1.99285	1.39837	0.60726	1.24795	0.96290	-0.35734	0.09442	0.77974	-0.38656	-0.15724	-0.04785	0.28118	0.10193	-0.27621	0.47063	0.28564	0.13024	0.63151	-0.47544	-0.17906	0.34651	0.72974	0.37897	-0.17890	-0.35118	0.18789	-0.54721	0.58246	-0.30652	0.52397	0.02598	0.03143	0.44299	0.42529	-0.03515	-0.35753
ABplapppap	-7.41663	-0.83551	2.27456	1.01026	0.59541	0.83299	0.46776	-0.42714	0.44548	1.04387	-0.20658	0.06839	0.37021	0.36332	0.45379	-0.51190	0.84748	0.27068	0.08388	0.06515	-0.30261	0.07289	0.15281	-0.14993	0.36031	-0.01977	-0.16899	-0.31827	0.17449	-0.11503	0.18612	-0.26900	1.04968	-0.37790	0.00954	0.08825	-0.37849	-0.48011
ABplapppp	-6.64488	-0.02272	2.60047	1.44746	1.31271	0.66238	1.04836	-0.47409	-0.12140	0.41263	-0.20791	0.23894	0.78566	0.69282	-0.47753	-0.47116	0.57453	0.57828	0.26190	-0.84058	0.15133	-0.19610	0.29208	-0.40515	0.40148	-1.37859	-0.26241	0.67456	0.53467	0.15739	-0.29524	0.24715	-0.28012	-0.50016	-0.07915	0.66132	0.11011	-0.50825
ABplappppa	-7.45390	-0.92110	2.15009	1.44243	0.42200	0.93253	1.12609	0.03060	-0.22227	0.68794	-0.43674	-0.33486	0.50779	0.68760	-0.06717	-0.78211	0.02978	0.08865	-0.11021	-0.56839	-0.00528	-0.47615	0.50213	0.27453	0.68083	-0.31524	-0.14370	-0.38619	-0.12924	-0.26261	0.13867	-0.41019	0.19720	-0.29111	0.10298	0.29320	0.07061	-0.14322
ABplappppp	-7.07177	-0.95794	2.22960	1.11872	1.52760	0.75477	0.78457	0.00642	0.22884	0.94879	-0.44627	0.19085	0.53810	0.25495	-0.40089	0.50661	0.71116	0.67473	0.95596	-0.12063	0.04773	0.03666	0.57968	-0.06799	0.41612	-0.60518	0.23864	-0.41940	0.52538	0.17503	0.07247	-0.03950	0.62923	-0.51632	0.15928	0.25805	-0.10274	-0.31121
ABplp	0.10113	-0.18877	0.15435	0.23839	0.43509	-0.19499	0.02302	0.15088	0.12385	0.06516	-0.22956	-0.17954	0.07146	-0.03768	0.15233	0.00954	-0.02961	0.45669	0.02793	-0.12635	-0.13131	-0.10960	0.09587	-0.17665	0.46424	-0.46937	-0.10658	0.26857	-0.06611	0.30502	-0.08603	0.03444	0.32317	0.05732	0.01313	-0.02256	-0.10605	-0.06570
ABplpa	0.00905	-0.16337	0.23796	0.26127	0.44789	-0.15448	-0.01290	0.06830	0.05598	0.17497	-0.34137	-0.23804	0.06548	0.06144	0.21353	0.10289	-0.11044	0.53295	-0.02710	-0.05283	0.00484	-0.12203	0.25727	-0.15945	0.27829	-0.68834	-0.03766	0.42771	-0.30116	0.21453	-0.06434	-0.12910	0.36165	0.02893	0.05694	0.07942	-0.23526	0.08804
ABplpaa	-1.18456	0.50906	2.49913	-0.08321	-0.08733	1.12469	0.33669	0.07094	-0.01076	1.23510	0.00928	-1.20589	0.59521	0.42077	0.11149	0.48214	0.45772	0.83444	-0.34424	0.18580	0.29345	-0.08291	0.05054	-0.17623	-0.38274	-0.93026	-0.08835	0.28044	-0.36973	-0.04004	-0.50100	-0.29448	-0.02808	0.29815	0.13030	0.44489	-0.28738	0.15820
ABplpaaa	-3.53580	1.13218	4.33369	0.25644	0.35023	0.95270	0.12215	-0.14387	0.09864	0.33962	-0.31580	-0.00421	-0.55870	0.00304	0.16785	0.37993	-0.14308	0.22094	0.23836	-0.34523	-0.11798	0.21693	0.19155	0.31980	0.05181	-0.69035	-0.11305	0.18243	0.03240	0.50524	0.05869	-0.23988	-0.47916	0.00178	0.49585	0.06229	-0.07408	-0.02064
ABplpaaaa	-6.55613	1.07837	3.11788	-0.00383	0.59131	-0.49966	-0.86851	0.18422	0.27858	0.68363	0.67993	-0.22255	-0.24358	0.91691	-0.10845	0.94731	0.60899	0.62600	-0.38640	0.35351	-0.51135	0.04020	-0.00868	-0.06615	0.68671	0.14091	0.18537	0.91215	-0.11859	0.28396	0.35294	0.09780	0.19677	0.04711	0.73528	0.00138	-0.19917	0.17663
ABplpaaaaa	-7.84741	1.79653	1.50561	-0.76065	0.68378	0.80291	0.03873	0.59324	0.38447	0.21976	0.20612	-0.23194	0.18752	0.70081	-0.14473	0.36376	0.22708	0.46308	0.31507	-0.02777	-0.08001	-0.33318	0.27267	-0.47675	0.54019	-0.85851	-0.47130	0.24698	0.29767	0.12433	-0.38041	-0.25667	0.71725	-0.18695	0.60053	0.18828	-0.34367	-0.48610
ABplpaaaap	-7.95047	1.25020	1.49838	0.05690	0.93798	0.48828	-0.02267	0.84659	0.51665	0.91989	-0.01307	-0.47383	0.25387	0.36555	0.61900	0.43541	-0.01820	0.38594	-0.27384	-0.27647	-0.14023	-0.54544	0.41767	-0.23132	0.66295	-0.65143	-0.59092	0.18662	0.22748	0.47847	-0.01692	-0.07852	0.87343	-0.29237	0.49358	-0.09064	-0.68615	-0.59841
ABplpaaap	-7.16350	1.17892	2.46455	0.13139	0.80158	-0.18005	-0.65002	0.61685	0.74228	1.12238	0.81419	-0.11257	0.10638	0.63480	-0.15000	0.39846	0.50807	0.79006	0.38095	0.21662	0.37521	0.08999	0.05758	0.29573	0.58884	-0.02088	0.18099	0.86009	0.04935	0.59309	0.25492	-0.00113	0.36684	0.35417	0.73101	-0.07103	-0.11395	-0.00243
ABplpaaapa	-8.04757	1.76387	1.26133	-0.62953	0.45088	1.04824	0.10211	0.50374	0.45613	0.37304	0.05645	-0.42996	0.18619	0.36988	0.19501	0.13976	0.01348	-0.20114	-0.13102	0.00513	-0.11089	-0.26489	0.11106	-0.15293	0.22361	-0.47020	-0.36648	0.40370	0.28325	-0.00640	-0.14033	-0.15103	0.68792	-0.29433	0.26646	0.11853	-0.26207	-0.36633
ABplpaaapp	-7.78247	1.45169	1.55294	-0.23201	0.43870	0.95874	-0.28132	0.71509	0.55926	0.36087	0.12602	-0.17638	0.35618	0.56141	0.65317	0.23475	0.29180	-0.21197	-0.27131	0.14555	0.02945	-0.19289	0.40325	-0.00388	0.18085	-0.31061	0.19003	0.48248	0.50149	-0.15989	-0.25092	-0.03786	0.16828	-0.50987	0.32277	-0.01006	-0.85243	-0.38256
ABplpaap	-3.13513	1.11405	4.13089	0.16943	0.26245	1.21880	0.07525	-0.18574	0.12031	0.55014	-0.26990	-0.25354	-0.49783	0.02519	0.20902	0.39479	-0.07824	0.47235	0.27440	-0.40534	-0.05442	0.20573	0.06667	0.13293	0.05534	-0.67349	-0.20524	0.17395	-0.02693	0.30754	0.00592	-0.15552	-0.46125	-0.01634	0.64262	0.01125	-0.08689	-0.25493
ABplpaapa	-6.96913	1.19298	2.68846	0.36813	0.31426	-0.32711	-1.21400	0.30120	0.84938	0.81322	0.40650	-0.79424	-0.08098	0.41169	0.18599	0.66871	0.40465	0.34413	-0.47905	0.02269	-0.04029	-0.33417	-0.04937	0.79724	1.18524	-0.27414	-0.08853	0.61985	0.22871	-0.49054	0.09611	-0.35852	0.33260	-0.30827	0.58330	0.08554	-0.23884	-0.10875
ABplpaapaa	-7.91310	1.40189	1.39861	-0.08519	0.48865	1.17353	-0.12079	0.43182	0.66534	0.34880	0.36870	-0.53653	0.17569	0.62103	0.41107	0.15388	0.15660	-0.30786	0.19440	-0.01973	-0.00867	-0.05581	-0.02234	-0.04175	0.35588	-0.17665	0.00314	0.67381	0.24808	-0.26244	0.00283	-0.14813	0.37835	-0.26299	0.00600	0.38267	-0.20069	-0.25337
ABplpaapap	-7.99265	0.48907	1.49528	0.75273	0.60338	0.95121	-0.01773	0.60492	-0.15594	0.60344	0.21089	-0.29848	0.59823	0.35555	0.96989	0.39837	0.60846	0.21786	-0.42688	-0.56987	-0.70471	0.13017	0.53923	0.07292	0.51526	-0.08859	-0.18275	0.73245	0.01726	0.20572	0.46941	-0.29350	0.40202	-0.21682	-0.10491	0.40353	-0.21264	-0.76875
ABplpaapp	-6.19327	1.19383	3.04595	0.31526	1.24192	0.16991	-0.95498	0.28360	0.39648	0.52993	-0.00040	-0.15005	-0.32950	0.64643	0.39254	1.51537	1.16265	0.25402	0.34691	0.28845	-1.04047	-0.65582	0.44185	0.48236	0.43827	-0.31552	0.08479	0.34716	0.12734	-0.06860	-0.03529	0.07093	-0.11860	0.36325	0.51387	0.35889	-0.10933	0.07147
ABplpaappa	-7.87913	0.42478	1.67340	0.40325	-0.11987	1.16900	0.24686	-0.40610	0.26651	0.57410	0.45621	0.07524	-0.38572	0.66683	-0.15708	0.41276	1.26181	0.64662	-0.23557	-0.30766	-1.28252	0.23324	0.51051	-0.30148	0.59931	0.08120	0.05271	0.46300	-0.25396	0.47293	0.13023	-0.32511	0.03739	0.20960	0.03207	0.91284	0.11087	-0.22842
ABplpaappp	-7.74180	0.83111	1.71588	0.48784	0.11876	1.28452	-0.91506	-0.24648	0.48082	0.01929	0.52481	-0.08237	-0.01329	0.86893	-0.09360	-0.06171	1.18217	0.79172	-0.06086	0.27490	-0.20633	-0.12058	0.04009	0.18475	0.48351	-0.39675	0.22125	-0.02059	0.26287	0.42934	0.22892	-0.69675	0.19616	0.00934	0.48644	0.31572	0.22474	0.41313
ABplpap	-0.97857	0.41753	2.10292	-0.05155	0.07831	1.06224	0.27058	0.10875	0.06500	1.02610	-0.13024	-1.32065	0.57678	0.39187	-0.20683	0.62673	0.37475	0.76570	-0.34298	0.13669	0.19628	0.12969	0.25126	0.06826	-0.37791	-0.88215	-0.14575	0.22329	-0.01546	-0.05171	-0.17715	-0.18670	-0.00041	0.07582	0.31116	0.66147	-0.41650	0.14062
ABplpapa	-3.00745	0.96968	4.08301	0.04312	0.29187	1.21125	0.42217	0.01171	-0.14265	0.54880	-0.46841	-0.05370	-0.47556	0.02060	-0.01611	0.43934	-0.19201	0.31769	0.11180	-0.36265	0.02591	-0.16672	-0.02903	0.05521	-0.17284	-0.82207	-0.41363	0.33571	-0.03934	0.11658	0.06659	-0.33851	0.07748	-0.11633	1.15959	-0.19464	0.15807	-0.34273
ABplpapaa	-7.03254	1.78973	2.44022	-0.12444	1.08406	0.13627	-0.44312	0.30003	0.56198	0.60279	0.51246	0.31500	0.45125	0.81661	-0.16476	0.49005	0.58532	0.38664	-0.55853	0.08306	0.14382	-0.41043	-0.16930	-0.01564	1.01829	-0.83629	0.58448	0.45293	0.20522	-0.16735	0.01038	0.02819	0.49018	-0.01570	1.13177	0.21426	0.18960	-0.01904
ABplpapaaa	-7.95767	1.36290	1.46749	-0.30622	0.57058	0.99908	-0.14836	0.56136	0.33116	0.18553	0.54880	-0.47531	-0.09812	0.63311	0.19771	-0.30947	0.08870	-0.16970	-0.49631	0.09340	0.23018	-0.72229	0.34961	0.29721	-0.11562	-0.83117	-0.21597	0.02015	-0.00085	0.23344	-0.05217	0.13862	0.68003	-0.26726	0.61086	0.05490	-0.20260	-0.29491
ABplpapaap	-7.47733	1.99892	1.81567	-0.46929	0.89974	0.80469	0.31051	0.21514	0.44356	0.12967	0.50933	0.05532	0.13284	0.50247	-0.61873	0.05073	-0.32687	0.28879	-0.74786	0.14694	-0.29583	-0.46186	0.12763	-0.37304	0.10992	-0.49735	0.38653	0.23477	-0.12131	-0.38184	-0.34552	0.36403	0.23537	-0.08347	0.28707	0.33465	-0.43921	-0.58670
ABplpapap	-6.50459	1.12280	2.87535	0.00594	1.08059	-0.05106	0.65538	-1.06863	0.24570	0.66813	0.22856	-0.27665	-0.35364	0.29656	-0.69986	0.22166	-0.09894	0.44281	-0.13155	0.00661	-0.11736	-0.25348	-0.29372	-0.89521	0.08201	-0.26110	-1.04553	0.11783	-0.05845	0.19393	-0.15785	0.52337	-0.20688	-0.28064	0.38100	0.74444	-0.23920	-0.13590
ABplpapapa	-7.84687	1.32885	1.48855	-0.12018	1.13407	0.75678	-0.11605	0.44431	0.65901	1.09682	-0.04315	-0.04274	0.14840	0.19908	0.21687	0.44334	0.28398	-0.11827	-0.26513	-0.20189	-0.25767	-0.30183	0.01392	-0.22554	-0.03066	-0.39176	-0.39374	-0.16596	-0.03507	0.36784	-0.24610	0.28411	0.16576	-0.18453	0.74897	0.06258	-0.62493	-0.46096
ABplpapapp	-7.88438	1.20150	1.18204	-0.59791	1.21922	1.14118	0.38299	0.28348	0.29130	0.26736	-0.18765	-0.59590	-0.10302	-0.52749	-0.30949	0.64087	-0.22334	-0.11225	-0.00862	0.39232	0.18999	0.09345	-0.52807	0.10774	-0.25433	-0.19841	-0.30628	0.29974	0.33447	0.20203	-0.11532	-0.10584	0.49481	0.17390	0.44333	0.28995	-0.57932	-0.17802
ABplpapp	-2.83835	0.97236	4.01112	-0.20148	0.32347	1.21730	0.63303	-0.02093	-0.08270	0.59528	-0.42081	-0.32384	-0.29314	0.07164	-0.11617	0.47042	-0.05091	0.19313	-0.04674	-0.33385	-0.01618	-0.00928	0.11815	0.23546	-0.08906	-0.87685	-0.23256	0.12543	-0.03630	0.35259	0.24712	-0.38138	-0.00400	-0.21901	1.16906	-0.02085	0.25380	-0.50441
ABplpappa	-5.78188	0.89374	3.57364	-0.12465	1.56656	-0.29621	-0.22433	-0.35301	0.29291	0.17476	0.12168	-0.23906	-0.55534	0.20243	-0.04062	0.88169	0.51551	0.55471	-0.86904	-0.43818	-0.22392	-0.80330	-0.61466	-0.13265	-0.57737	-0.20022	-0.34844	-0.15224	0.16518	-0.00546	-0.21667	-0.35935	-0.21198	0.45578	0.37852	0.34065	0.03972	-0.11679
ABplpappaa	-7.44480	1.43178	1.78385	-1.24551	1.32798	0.83821	0.29879	-0.26882	0.67254	0.35023	0.07219	0.30261	0.13573	0.06599	-0.49796	0.64439	0.30755	0.52323	-0.12374	0.33915	0.08997	-0.18789	-0.44934	-0.07344	-0.35047	-0.42287	0.29719	0.88871	0.03818	0.03958	-0.31703	0.19535	-0.05263	0.16454	0.21675	0.00362	-0.36443	-0.43597
ABplpappap	-8.08488	-0.14613	1.44137	-0.36137	0.90308	1.14921	-0.22508	0.05439	0.91124	1.21339	-0.15718	-0.06820	-0.17292	-0.72148	-1.03253	0.10783	0.15876	0.57198	-0.35255	-0.26061	-0.61135	-0.25045	0.08761	0.38853	0.08967	-0.73057	0.19228	-0.13943	-0.84089	0.87814	0.35042	-0.06881	0.60943	0.13081	0.17028	0.02971	-0.06552	0.14370
ABplpappp	-6.23597	1.21606	2.99757	0.16456	1.37827	-0.00488	-0.24178	-0.03017	0.47070	0.74978	-0.41484	0.11457	-0.59595	0.31547	-0.32076	0.89850	0.49094	0.74664	-0.67270	-0.13612	0.30747	-0.16643	-0.60846	-0.45910	0.15839	0.24936	-0.63837	-0.34120	0.33902	-0.33808	-0.33456	-0.25738	0.20518	0.17648	0.53462	0.83810	-0.29202	-0.15808
ABplpapppa	-7.59416	0.59623	1.41114	-0.57834	1.02401	1.07745	-0.33690	-0.04218	-0.00677	0.89751	0.08888	-0.73989	-1.04917	-0.55974	-1.19510	0.72888	-0.14860	0.63018	-0.09395	-0.00352	-0.00880	0.45295	0.21905	-0.29702	0.19738	-0.05601	-0.44092	-0.49933	0.44161	-0.43206	-0.07733	-0.15059	0.51191	0.03669	0.35229	0.04899	-0.67946	-0.01702
ABplpapppp	-7.70028	0.49783	1.65558	0.17550	1.76128	1.09575	-0.06370	0.64006	0.10827	0.89285	-0.05251	0.15376	0.05231	-0.11955	0.21821	0.05416	-0.04328	0.02858	-0.51740	-0.15492	-0.02452	0.24380	-0.69486	-0.26023	-0.06252	-0.70033	-0.09360	0.02809	0.39487	-0.21668	-0.01943	0.45880	0.51912	0.52052	0.32337	0.49845	-0.44951	-0.24260
ABplpp	-0.06370	-0.16161	0.32213	0.24477	0.46483	-0.13695	-0.00945	0.07381	0.09594	0.13536	-0.30497	-0.25503	0.08352	0.01387	0.20171	0.09936	-0.06053	0.50054	-0.03309	-0.06904	-0.02205	-0.10423	0.21160	-0.19973	0.31065	-0.63503	-0.05845	0.39193	-0.28984	0.22654	-0.09344	-0.08408	0.31712	-0.00589	0.10534	0.08868	-0.17355	0.03626
ABplppa	-1.18125	0.28574	2.43379	0.19765	0.41381	1.39944	0.29317	0.16514	0.12955	0.97138	-0.25709	-1.32310	0.66325	0.12250	0.06765	0.56033	0.19334	1.07090	-0.44432	0.10282	0.17011	0.12012	0.31975	-0.18030	-0.11825	-0.94647	-0.22600	0.36168	-0.27548	0.03155	-0.14278	-0.01957	0.28713	0.06279	0.01187	0.23469	-0.29939	0.17251
ABplppaa	-3.88470	0.92510	4.21862	0.71758	1.15716	1.02308	0.19803	-0.37293	0.12138	-0.21053	-0.64865	-0.06348	-0.12631	0.12142	0.46482	0.28163	-0.03259	0.24004	0.16248	-0.36404	-0.12026	-0.39629	0.38113	-0.34362	0.29451	-0.52014	-0.28326	0.70531	0.24584	0.33019	0.11773	-0.02602	-0.13515	0.42391	0.49507	0.35610	-0.20562	-0.17685
ABplppaaa	-6.77784	1.34429	2.57378	0.75665	1.66552	0.02523	-0.37076	0.20090	0.92885	0.66487	-0.07841	-0.08358	0.73337	0.24787	0.14799	0.84973	0.07481	0.35234	-0.16876	-0.05484	-0.01417	-0.04269	0.05011	-0.09380	1.24712	-0.82376	-0.59402	-0.16456	-0.32883	0.21186	0.01285	-0.14544	0.02151	0.49941	0.78468	0.38960	0.00975	-0.41136
ABplppaaaa	-7.13931	1.50266	2.07255	0.73383	1.08243	0.87509	-0.43617	0.02418	0.44057	0.28407	0.17945	-0.50985	0.00287	0.60978	0.53461	-0.50014	-0.09295	0.09799	-1.13462	0.18427	-0.42337	-0.42062	-0.35248	0.02975	0.68208	-0.64943	-0.09056	0.07402	0.17625	0.10829	0.01920	0.25316	0.27505	0.23242	0.59255	0.07529	0.05875	-0.15760
ABplppaaap	-8.11021	0.41894	1.22331	0.93917	0.64824	1.32361	0.10830	0.48759	0.56354	0.37163	0.10671	-0.39790	0.04415	-0.11914	0.17373	-0.29433	0.48292	0.56011	-0.51485	-0.52979	-0.42698	-0.45725	0.92016	0.14977	0.25250	-0.50605	-0.48181	0.25041	-0.35995	0.86248	-0.18162	-0.17719	-0.44873	-0.27887	0.24253	0.38338	-0.53730	-0.14441
ABplppaap	-6.18916	1.10564	2.96281	1.22219	1.43625	0.14694	-0.00904	-0.09532	0.65233	0.38065	-0.35023	-0.49638	-0.05382	0.63305	0.15995	0.44167	-0.17352	0.91428	-0.04495	0.80732	-0.39211	-0.33653	0.13853	0.07918	1.11127	-0.36950	0.33493	0.40341	-0.02197	0.42998	-0.32837	0.27376	-0.62801	0.22509	0.80545	0.12027	-0.45232	-0.32858
ABplppaapa	-7.41547	0.96841	1.44399	0.68035	1.30780	1.52121	-0.53539	0.01389	0.54918	0.35660	-0.39556	0.02100	0.03365	-0.12262	0.22235	0.27329	0.74297	0.40722	-0.78069	0.16204	-0.67201	-0.06490	-0.51202	0.18558	0.12260	-0.66940	-0.23348	0.22429	0.27334	0.60854	0.44434	0.14326	0.26230	-0.38470	0.41502	0.34521	-0.42214	-0.32495
ABplppaapp	-7.62489	1.10046	1.52679	0.90738	1.28592	0.81583	0.46813	0.61932	0.01711	0.57032	-0.14776	-0.81033	0.17539	0.32724	0.24982	0.08582	-0.30870	0.19313	-0.37197	-0.39792	-0.33650	-0.67427	0.42152	0.31758	0.71127	-0.53256	-0.43150	0.26867	-0.02305	0.10674	-0.00017	0.28338	-0.79206	-0.25237	0.03966	-0.02826	-0.66547	-0.11927
ABplppap	-3.45492	1.01162	4.15248	0.70221	0.98329	1.37938	0.25374	-0.40912	0.04361	-0.00281	-0.63429	-0.11294	-0.26763	0.05460	0.57716	0.28095	-0.17848	0.39657	0.33759	-0.48386	-0.08426	-0.39209	0.31720	-0.40239	0.31003	-0.56174	-0.24242	0.72865	0.25065	0.15996	0.15492	-0.19035	-0.04798	0.37815	0.68876	0.33087	-0.33777	-0.45941
ABplppapa	-6.46756	0.90327	2.81805	1.13796	1.53415	0.09832	0.18784	-0.16742	-0.11886	0.06956	-0.65739	-1.13571	-0.05412	0.66234	0.64799	-0.11037	0.08004	0.23697	-0.16009	0.29217	-0.48087	0.26445	-0.56883	0.00079	0.45611	-0.65566	0.12748	0.32393	0.24000	0.63630	-0.21635	0.52970	-0.22041	0.29853	0.53568	0.22338	-0.13224	0.10527
ABplppapaa	-7.43374	0.70409	1.82240	0.81270	1.55829	1.05577	0.12144	0.30624	-0.51945	0.27007	0.19804	-0.30273	0.37069	-0.02158	0.58045	-0.43608	0.80593	0.16370	-0.49686	-0.84143	-0.45237	0.32421	0.13580	0.13467	-0.03246	-0.29001	0.09089	0.63704	-0.20255	0.28109	-0.22800	0.47878	-0.14505	-0.22309	0.20961	0.52745	-0.30987	-0.19906
ABplppapap	-7.18125	0.76453	2.13080	1.04662	1.54929	0.71600	-0.18347	-0.01430	-0.46300	0.35884	0.38196	-0.33087	-0.02760	0.04343	0.42460	-0.15645	0.98206	1.14122	-0.43118	-0.47214	-0.87325	0.42017	0.48728	0.01240	0.31551	0.20804	-0.08264	0.10521	-0.11672	0.04277	-0.27918	0.22716	-0.24031	0.09271	0.29054	0.31605	-0.06302	-0.07975
ABplppapp	-6.70387	0.89058	2.50787	1.01147	1.60723	0.57850	-0.42465	-0.13979	-0.35399	0.28260	-0.61417	-0.32842	0.43638	0.61768	0.38406	0.24651	0.91005	0.76051	0.57230	0.11067	-0.95829	0.60515	-0.14637	-0.09257	0.46560	-0.73708	0.21880	0.02211	0.42942	0.45524	-0.27385	0.02520	0.09219	0.16466	0.38856	0.26944	-0.13084	-0.00762
ABplppappa	-7.50562	1.10058	1.63314	1.03427	1.46680	1.21349	-0.29038	0.40680	0.22683	0.44096	0.20750	-0.17092	0.58292	-0.14856	0.50284	-0.63146	0.57493	0.37304	-0.31670	-0.27006	-0.29014	0.05420	0.19517	0.41518	0.25231	-0.40800	0.02055	0.59637	-0.11147	0.29199	-0.37520	0.29514	-0.32726	-0.05746	0.46072	0.57963	0.17138	-0.16074
ABplppappp	-7.27923	0.92280	1.71741	1.31108	1.64817	1.12511	-0.30155	0.09316	0.53923	0.04787	0.31855	-0.02713	0.81296	-0.13896	-0.05574	-0.07760	0.19717	0.64281	0.04276	0.65518	-0.20073	0.69570	0.50230	-0.13916	-0.27889	-0.70886	0.19432	0.03085	0.19744	0.10101	0.16563	0.31227	0.24263	-0.15134	0.20105	0.63878	0.18985	-0.72018
ABplppp	-0.91794	0.19651	2.06791	0.18746	0.39594	1.26202	0.20868	0.17611	0.11315	0.98689	-0.29726	-1.35586	0.77135	0.23650	0.04155	0.55668	0.20820	1.11125	-0.54958	0.11847	0.15998	0.06774	0.31879	-0.18875	-0.13400	-1.01481	-0.25074	0.40197	-0.27525	0.08378	-0.26162	-0.05655	0.28399	0.20608	-0.17178	0.21044	-0.32439	0.25580
ABplpppa	-3.22051	0.71249	3.92761	0.74398	0.71296	1.45741	0.13478	-0.11473	0.48021	0.38100	-0.70512	0.10159	-0.37464	-0.25284	-0.06109	0.10486	-0.56215	0.69596	0.42105	-0.18780	0.34343	-0.06858	0.42192	0.29561	0.28052	-0.76618	-0.47696	0.58422	0.27326	-0.10870	0.39793	-0.07585	0.02075	-0.26537	0.66051	-0.10461	-0.43884	-0.03665
ABplpppaa	-6.40756	0.97941	2.95848	0.59782	2.00949	0.06267	0.25051	-0.07953	-0.04475	-0.17344	-0.24509	-0.60811	-0.31206	0.51653	0.27051	-0.09660	0.12774	0.85672	-0.54295	0.11224	-0.06570	0.48397	-0.86868	-0.62426	0.14147	-0.71667	-0.03085	-0.24827	0.02009	0.55706	-0.24766	-0.15425	0.16889	0.37144	0.45722	0.43910	-0.02874	-0.33442
ABplpppaaa	-7.54990	1.14389	1.63183	0.89322	1.51000	1.24208	-0.00483	-0.17308	0.56222	0.15482	0.31138	-0.45970	0.53781	-0.08700	-0.33364	-0.23050	-0.22031	0.16283	-0.39884	-0.29392	-0.47809	-0.17104	-0.53464	0.03666	0.15355	-0.42484	0.30709	0.56610	-0.36285	0.09317	-0.10317	0.30661	0.04166	-0.10486	0.01354	0.77537	-0.40970	-0.26320
ABplpppaap	-7.28426	1.00606	2.00481	0.92256	1.73148	0.75788	-0.19962	-0.10334	0.32587	0.47835	0.24228	0.13099	0.98974	0.36695	-0.18979	0.35890	0.18864	0.57829	0.25224	0.01280	-0.13414	0.38584	-0.60102	-0.36261	0.68351	-0.96428	0.10778	0.09384	-0.26811	0.43043	0.04188	0.07928	-0.00361	-0.19793	0.30895	0.77163	-0.66072	-0.46414
ABplpppap	-6.23900	0.82356	3.15159	1.12065	1.90955	-0.11419	-0.19542	0.13833	0.24335	0.63587	-0.85325	0.03378	0.72800	0.41978	-0.16056	0.52745	0.31624	0.77685	0.04966	-0.69715	-0.72736	0.25462	-0.03562	-0.35186	0.40421	-0.43250	0.86236	-0.01066	0.19284	0.12864	-0.05643	-0.40223	0.01644	0.16572	0.13541	0.60538	-0.42470	-0.08423
ABplpppapa	-7.00169	0.81656	2.03716	0.82288	1.85160	0.93814	-0.41990	-0.00952	0.25392	0.12204	-0.44971	0.04087	0.90002	-0.16166	-0.02331	0.01680	0.33572	0.71271	0.28841	0.38153	0.18229	0.90971	-0.45578	-0.19174	-0.10207	-0.01621	0.18501	0.13721	0.21882	0.38890	0.21380	-0.04081	-0.01262	0.23948	0.36030	0.40619	-0.45927	0.16221
ABplpppapp	-7.97138	0.09591	1.21121	0.44710	1.32251	1.43908	-0.12225	0.45834	0.62145	0.82381	-0.01764	-0.09176	0.24965	-0.51908	-0.16439	0.26743	-0.25175	0.57631	-0.03178	-0.42136	-0.98719	0.31234	-0.14716	0.13583	0.37648	-0.19653	-0.13936	0.61993	-0.27335	-0.15665	-0.01965	0.21351	0.05608	0.12498	0.22780	1.30384	-0.47863	0.15538
ABplpppp	-3.05880	0.73849	3.87111	0.67389	0.53934	1.45507	0.16704	-0.17408	0.41365	0.68979	-0.66037	0.01194	-0.33554	-0.00158	0.05034	-0.00774	-0.44033	0.76122	0.33213	-0.17068	0.39979	-0.18475	0.33817	0.22913	0.28409	-0.82802	-0.46451	0.65248	0.06885	-0.03171	0.25321	-0.33273	-0.22843	-0.08267	0.80502	-0.05552	-0.26267	-0.34551
ABplppppa	-5.81050	0.88222	3.46092	0.75404	2.10876	0.02490	-0.05191	-0.16607	-0.14082	-0.10626	-0.46014	-0.54626	-0.41102	0.87574	-0.05049	-0.23734	0.30242	0.56763	0.14085	0.23337	-0.36679	-0.03462	-0.52732	-0.44015	-0.18290	-0.84083	-0.07323	0.00920	0.12385	0.51042	0.40916	0.14134	0.02953	0.39476	-0.23552	0.64046	-0.07362	0.37857
ABplppppaa	-7.43041	1.27006	1.74907	-0.01076	1.89949	0.21722	0.17201	0.39571	0.48929	0.83297	-0.51478	-0.82851	0.01091	-0.62158	0.09025	0.64475	0.07868	0.58939	-0.18160	-0.67703	-0.85780	0.43523	0.09976	-0.54566	0.04859	-0.32661	-0.02705	0.12909	0.20456	0.16702	-0.17370	0.23044	0.98980	0.13531	0.59497	0.30732	-0.20063	0.19876
ABplppppap	-6.92300	0.50147	2.58337	0.91127	1.87048	-0.08336	-0.24373	0.08301	-0.90353	1.03110	-0.10734	-0.61840	0.38778	-0.12400	-0.83759	0.27612	-0.41728	0.85348	-0.11324	-0.43810	-0.47242	0.28106	0.03974	-0.14880	0.28501	-0.70896	0.48636	-0.53230	-0.15499	0.45927	0.05649	0.27649	0.12306	0.36732	0.51397	0.21948	0.39183	-0.52094
ABplppppp	-6.24304	0.86074	3.13905	0.99558	2.04617	-0.31240	-0.20124	0.44055	0.57206	0.98429	-0.28051	-0.30586	-0.08196	0.52034	-0.87953	-0.32529	-0.15713	0.88929	0.03058	-0.35069	-0.02585	0.04011	0.08004	-0.18561	0.15037	-0.82697	0.59543	-0.00253	-0.06242	-0.29479	0.10684	0.03811	-0.08843	-0.22198	-0.17456	0.24560	-0.08626	-0.20142
ABplpppppa	-7.40245	0.15286	2.21679	0.58252	1.60565	0.03826	-0.32682	0.96107	0.27039	1.74442	-0.04141	-0.31679	0.13357	-0.48733	0.30441	-0.29306	-0.02274	0.59623	0.33998	-0.18941	-0.30688	0.85858	-0.29739	-0.14826	0.52100	-0.65397	-0.27965	0.24814	0.07842	-0.22623	-0.08392	0.14442	-0.16760	0.47852	0.35933	0.63464	-0.20679	-0.15180
ABplpppppp	-7.30340	0.10971	2.04218	0.31372	1.97637	0.19965	-0.11916	0.69916	-0.30676	1.39978	-0.10018	-0.75081	-0.47544	-1.07501	-0.25987	-0.14475	-0.27350	0.66729	-0.58569	-0.14093	0.38226	0.29165	0.06554	0.15224	0.31274	-0.33423	-0.10993	0.42840	0.13816	0.33866	-0.11326	0.47723	0.09070	0.46563	0.88213	0.29068	0.07153	-0.15493
ABpr	0.05618	-0.17779	0.13055	0.23168	0.47206	-0.26072	0.04636	0.15157	0.15419	0.00064	-0.31441	-0.19486	-0.00570	0.08632	0.01058	-0.03469	-0.01963	0.34949	0.07041	-0.16768	-0.18676	-0.00230	0.21458	-0.02242	0.47631	-0.43191	-0.10223	0.25951	0.04271	0.27584	0.11581	-0.02294	0.21631	0.01547	0.32356	0.25339	-0.25115	-0.23246
ABpra	0.07209	-0.18172	0.09799	0.23301	0.47243	-0.28305	0.04456	0.14506	0.16131	-0.01998	-0.31929	-0.17651	-0.02427	0.07193	-0.00409	-0.04057	-0.02849	0.33143	0.09152	-0.17436	-0.19970	0.00499	0.21154	-0.01280	0.49398	-0.41401	-0.10558	0.25888	0.06247	0.27037	0.13047	-0.01830	0.20395	-0.01624	0.35584	0.26726	-0.24399	-0.26306
ABpraa	0.07209	-0.18172	0.09799	0.23301	0.47243	-0.28305	0.04456	0.14506	0.16131	-0.01998	-0.31929	-0.17651	-0.02427	0.07193	-0.00409	-0.04057	-0.02849	0.33143	0.09152	-0.17436	-0.19970	0.00499	0.21154	-0.01280	0.49398	-0.41401	-0.10558	0.25888	0.06247	0.27037	0.13047	-0.01830	0.20395	-0.01624	0.35584	0.26726	-0.24399	-0.26306
ABpraaa	-1.14322	0.18565	2.39362	0.14695	0.56229	1.34608	0.38964	0.40649	0.19245	0.90423	-0.33531	-1.39000	0.57387	0.41743	-0.18135	0.41548	0.22685	0.89489	-0.31942	0.08712	0.06974	0.20437	0.48592	0.05984	-0.07423	-0.77370	-0.25489	0.44365	-0.05319	0.03436	0.20881	-0.09808	0.21239	-0.01928	0.49760	0.57565	-0.59567	0.09131
ABpraaaa	-3.40966	1.17835	4.32589	0.74391	0.07837	0.94784	-0.01403	0.78933	-0.31164	0.03532	-0.47436	-0.37727	-0.48671	-0.23519	-0.31885	0.33371	0.28967	-0.18823	0.42324	0.05191	0.07093	-0.13351	0.04478	-0.37515	0.34712	-0.54699	0.23514	0.30006	-0.19375	0.30925	-0.05354	-0.17399	0.04691	0.14704	0.36478	0.46336	-0.45423	-0.32871
ABpraaaaa	-7.10092	1.08591	2.64261	0.75647	0.06453	-0.47684	-0.74120	0.60297	0.49430	0.78518	-0.20199	-1.08109	0.55038	0.12947	0.20411	0.21872	0.18053	-0.09749	0.27323	-0.54899	0.42844	0.18661	-0.33571	-0.01862	0.88437	-0.49391	-0.26612	-0.21568	0.07085	-0.43901	0.25280	-0.34464	-0.16853	0.20063	0.45430	0.14147	-0.39124	-0.18074
ABpraaaaaa	-7.41516	1.03357	1.91955	1.27046	0.28426	0.47893	-0.35523	1.11390	0.27438	0.44699	-0.19684	-1.06575	0.12693	0.46524	0.12772	-0.19639	0.10954	0.27007	0.15200	-0.02996	0.09427	-0.07782	0.48296	0.13540	0.42180	-1.12924	0.33109	0.62847	0.61043	0.14211	-0.00404	0.30929	0.25594	0.14797	0.32765	-0.12898	0.22441	-0.56803
ABpraaaaap	-7.89982	0.63477	1.61348	0.54069	-0.42642	0.79340	-0.49461	0.61697	0.63421	0.89114	-0.25719	-1.06728	-0.18247	0.54205	-0.55096	0.20654	-0.10148	-0.21932	0.57009	-0.36052	-0.29982	0.10043	0.36897	0.04380	0.59382	-0.27165	0.41692	0.36165	-0.01035	-0.14062	-0.29000	-0.25238	0.04502	0.45978	0.35272	-0.06410	0.22350	0.30201
ABpraaaap	-6.83738	0.92847	2.99334	0.73846	0.04923	-0.79083	-0.28766	0.58400	0.02342	0.11862	0.01790	-1.56126	0.31796	0.15476	0.38903	0.17154	-0.03067	0.04163	0.01135	-0.52957	0.36650	0.23578	-0.27825	0.09408	0.34066	-0.14756	-0.09142	0.03295	-0.25649	0.15193	0.15034	-0.10212	-0.24591	0.44753	0.55956	0.14983	-0.26818	-0.33646
ABpraaaapa	-7.60803	0.84471	1.95922	0.95756	-0.14930	0.72098	-0.60143	0.53350	0.95323	0.12670	0.34869	-0.99957	0.00365	0.32402	0.44472	0.10411	0.34123	-0.31789	0.01513	-0.53737	0.23489	-0.62157	0.51802	0.29658	0.28266	-0.18818	0.01712	-0.36322	-0.14720	0.00823	-0.37006	-0.20032	-0.14232	0.66763	0.51144	0.38511	-0.09044	0.04558
ABpraaaapp	-7.56646	1.14541	1.98213	0.63969	0.05217	0.22316	-0.59833	0.97783	0.17972	0.42842	0.68456	-1.24207	0.00086	0.23689	0.47181	0.09389	0.14926	0.03890	-0.07060	-0.56388	-0.20482	0.22786	0.36381	0.02410	-0.12380	-0.04678	0.45229	0.10415	-0.13094	-0.01341	0.11231	0.07694	-0.04291	0.12608	0.41188	-0.14882	0.01966	-0.38980
ABpraaap	-2.69484	0.74499	4.15471	0.38894	0.29599	1.38011	0.28713	0.99326	-0.11586	0.40723	-0.09395	-0.33919	-0.17510	-0.08039	0.00704	0.25534	0.21502	0.15924	0.30456	0.30493	-0.07956	-0.19886	-0.23765	-0.27582	0.41609	-0.15522	-0.04503	0.11871	-0.37701	0.35846	-0.30511	-0.04033	0.22188	-0.29480	0.36805	0.03094	0.00831	0.12326
ABpraaapa	-6.66568	1.02465	3.13676	0.60049	-0.22334	-0.85733	-0.58182	0.09457	0.08382	0.44345	-0.23638	-1.27548	0.00090	0.16889	0.35426	0.51133	0.38924	0.22907	-0.06750	-0.34947	0.36158	0.79487	-0.19723	0.03116	0.82553	-0.02214	-0.43901	0.26776	0.01229	0.11428	0.28657	0.13282	0.39622	0.23852	0.41677	0.32286	-0.40125	-0.11541
ABpraaapaa	-8.12768	0.91135	1.42570	0.01324	-0.41161	1.11446	0.18149	0.63261	0.75108	-0.27684	0.48347	-0.87752	-0.09373	0.28291	-0.06699	-0.29565	-0.10160	-0.06142	0.24244	-0.32064	-0.15374	-0.41261	0.34635	-0.32070	0.09185	-0.76646	0.03306	0.18515	0.12843	0.09554	-0.52896	0.25158	0.11862	0.16303	0.33658	0.60105	-0.52138	0.24202
ABpraaapap	-7.91643	0.72664	1.56366	0.35926	-0.14418	1.13477	-0.23632	0.48016	0.25910	0.03600	0.37681	-0.70724	-0.02296	0.83979	0.55507	0.48411	0.66441	-0.61291	0.06673	-0.69501	0.04486	0.26807	0.08877	-0.30899	0.24278	-0.52430	0.43072	0.10867	-0.10017	0.34873	-0.13616	0.05780	0.31877	0.14517	0.39459	0.33144	-0.34131	0.09545
ABpraaapp	-6.16142	1.04090	3.48017	0.68460	-0.07087	-0.64664	-0.67069	0.23415	-0.30321	-0.10648	0.30287	-1.20546	-0.16125	0.31501	0.13513	0.45072	0.30948	0.39866	0.12480	0.05007	0.10267	0.16192	0.17132	-0.26544	0.58429	0.00444	-0.62447	-0.03925	-0.19021	0.12144	0.36648	-0.09594	-0.30067	0.46494	0.57570	0.17553	-0.45555	-0.08807
ABpraaappa	-7.91531	0.87960	1.56666	0.27737	0.01677	1.14707	0.05807	0.29662	0.36088	-0.25472	0.57162	-1.19936	-0.32260	0.44102	0.09654	0.04262	0.19053	-0.41429	0.14042	-0.63924	-0.24863	0.01928	0.04825	-0.36222	-0.15604	-0.42933	0.68297	0.20795	-0.39984	0.11149	-0.34398	0.09947	0.31480	0.29396	0.13475	0.70214	-0.19946	0.03699
ABpraaappp	-7.86916	0.94452	1.75005	0.42578	-0.16118	0.77832	0.10900	-0.32033	0.30711	-0.04251	-0.08377	-0.77925	0.80670	0.19906	-0.30435	0.06166	0.06703	-0.13075	0.43347	-0.03767	0.25099	0.11080	-1.02444	-0.33794	0.40011	-0.22289	0.32234	0.40498	-0.36616	0.35557	0.17930	-0.26972	0.08645	-0.11567	0.03301	0.75355	-0.51869	-0.09413
ABpraap	-0.95190	0.14965	2.08284	0.15397	0.52830	1.21887	0.37651	0.36946	0.16727	0.97440	-0.31558	-1.45078	0.63175	0.48442	-0.16182	0.43335	0.27745	0.96651	-0.39841	0.12972	0.12076	0.18309	0.49611	0.02877	-0.17403	-0.82580	-0.25882	0.45933	-0.11559	0.00115	0.13095	-0.14144	0.22181	0.09312	0.41340	0.63344	-0.60115	0.17932
ABpraapa	-3.41875	0.88257	4.23959	0.51781	0.22327	1.06951	0.18411	0.54989	-0.25375	0.24522	-0.36184	-0.09195	-0.42706	0.15124	0.17559	0.30963	-0.06186	0.38479	0.39253	0.24757	0.00911	0.07499	0.06017	0.09957	0.48421	-0.37903	0.21657	0.24107	-0.40244	0.08903	-0.16290	0.01848	0.11118	-0.36916	0.51376	0.47979	-0.21507	-0.27247
ABpraapaa	-6.84846	0.20567	3.01243	0.99945	-0.17097	-0.58940	0.14394	0.19610	0.07359	0.16652	0.22345	-1.65253	-0.41683	0.61796	0.18143	-0.26116	0.34907	0.36574	0.12565	-0.54252	0.35838	0.29473	-0.40145	-0.63405	0.33197	-0.16187	0.03748	0.12928	-0.01120	0.22337	-0.08172	-0.24342	0.26538	-0.29177	0.51358	0.01180	-0.09728	-0.21322
ABpraapaaa	-7.43713	0.51601	2.10723	0.80645	-0.54982	0.58478	0.07615	0.14610	-1.22961	0.37019	-0.11487	-0.38492	-0.46227	1.03598	-0.90541	0.55449	1.07705	0.36150	-0.36322	-0.90605	-0.28072	0.46073	-0.18535	-0.17195	0.99838	-1.25428	-0.09457	0.19679	0.33829	0.25352	-0.14026	-0.11201	0.34132	-0.14310	0.42199	0.28563	0.05229	-0.13749
ABpraapaap	-7.68165	0.80134	1.78884	1.02702	-0.40123	1.06711	-0.49276	0.25481	0.04369	-0.15719	1.05324	-0.44271	0.21491	0.82811	-1.01580	-0.09154	0.23557	0.09847	-0.15372	-0.66909	0.41297	0.06886	0.07468	-0.06310	0.44663	-0.73920	0.31067	0.02352	-0.30134	0.29344	-0.15932	-0.09705	-0.21826	-0.15661	0.38326	0.14791	-0.40780	-0.12508
ABpraapap	-6.49754	0.39686	3.03606	0.49256	0.31857	-0.07763	0.33236	-0.21040	-0.51965	-0.50981	0.11388	-1.30092	-0.56028	0.80899	-1.19087	0.29503	0.67997	0.07540	0.81293	0.05273	-0.01096	-0.04981	-0.34555	-0.61620	0.14289	-0.96679	-0.23121	0.86334	-0.39625	0.05008	0.20157	0.46578	-0.04440	-0.38964	0.01405	0.15552	-0.06226	0.24040
ABpraapapa	-7.94399	0.38772	1.75523	0.63605	-0.73021	0.55686	-0.23804	0.19008	0.97591	0.86398	0.35665	-1.08799	-0.88857	0.49001	-0.42574	0.51446	0.63718	-0.02903	0.29477	-0.26987	-0.27075	0.12398	0.12224	-0.38494	0.85679	-0.63789	-0.10045	0.52902	0.10127	0.10010	-0.29051	-0.25358	0.55611	-0.13303	0.23301	0.33502	-0.35475	-0.31020
ABpraapapp	-7.62824	0.70815	1.89104	0.55865	0.07957	0.95970	0.04509	0.34813	-0.22566	-0.37499	0.81695	-0.71955	-0.28130	0.97482	-0.01474	0.06194	0.75628	-0.13102	-0.01513	-0.83744	0.35387	0.27070	0.50013	-0.61685	0.05647	-0.44760	0.51134	-0.19376	-0.07265	0.07525	-0.30907	0.15929	0.02949	0.20713	0.37170	0.15155	-0.36452	0.11851
ABpraapp	-2.40878	0.73216	3.95047	0.04612	0.27848	1.46315	0.46404	0.23161	0.14416	0.42265	-0.20038	-0.60075	0.01451	-0.18305	-0.15966	0.51606	-0.02428	0.22668	0.27345	-0.11026	-0.07241	0.25351	0.20113	0.18804	0.16885	-0.54482	-0.02926	0.10774	0.28778	0.09621	0.16467	0.04527	0.07859	-0.48253	0.53973	0.19161	-0.34455	-0.13946
ABpraappa	-7.26752	-0.08070	2.62518	0.95180	0.01781	-0.18146	0.56941	-0.54412	-0.46982	-0.06040	0.47407	-1.25285	-0.28834	-0.15307	-1.04360	0.51434	0.60164	0.57214	0.28549	-0.00061	-0.31621	0.52357	-0.24466	-0.42711	0.42156	-0.42652	-0.08317	0.18823	-0.17616	0.27476	-0.19983	-0.31299	-0.00720	0.10689	0.27740	0.23390	-0.43092	-0.68319
ABpraappaa	-8.06351	-0.72584	1.58093	0.95839	0.09908	1.14021	-0.26410	0.95676	0.04166	0.57831	0.20600	-0.26961	0.05066	-0.29129	-0.35298	0.12292	0.59072	0.08933	0.06386	-0.44992	-0.17105	0.50989	-0.00754	0.05818	0.87379	-1.72482	-0.26000	0.80366	0.18910	0.27013	-0.40284	-0.24690	0.00433	0.43511	0.56531	0.64322	-0.36687	-0.39241
ABpraappap	-7.93702	0.04915	1.59502	0.81131	-0.18008	1.53428	0.10357	-0.14251	0.31505	-0.50701	0.85115	-0.44836	-0.48622	0.07690	-0.81639	0.23746	0.66960	0.35902	0.22513	0.22820	-0.40843	-0.03793	0.08106	-0.17136	0.19564	-0.90082	0.00674	-0.02374	0.29996	-0.17802	-0.60818	-0.09824	0.02447	0.42355	0.26475	0.85640	-0.18069	-0.36886
ABpraappp	-6.93427	-0.12643	2.76893	1.26053	0.26016	0.17490	0.62131	-0.38897	-0.84296	-0.19423	-0.49050	-1.06633	-0.23099	0.41547	-0.19613	0.23752	0.84937	-0.23648	0.26112	0.06440	-0.08451	-0.20225	-0.46024	-0.34180	-0.17823	-0.83012	-0.16066	-0.14305	0.52572	0.58052	-0.14246	-0.09101	0.00253	-0.15076	0.15037	0.60491	-0.22533	-0.42000
ABpraapppa	-7.87221	0.05702	1.35241	1.29889	-0.07586	1.57190	-0.11160	-0.20931	0.41016	-0.17051	0.28187	-0.66763	-0.52060	-0.31927	-0.31401	0.15090	1.05269	0.00045	-0.37145	0.25730	-0.12330	-0.09258	0.20105	0.18171	-0.13438	-0.83149	0.11267	-0.23709	0.47398	0.29725	0.04276	0.08654	0.02720	-0.03936	0.52592	0.59806	-0.31779	-0.36525
ABpraapppp	-7.80165	0.20916	1.86537	1.10218	0.14880	0.83312	0.53785	-0.28817	0.18008	-0.03037	0.24232	-0.88735	0.00384	-0.23977	-0.89976	0.00490	0.62393	-0.29757	-0.05063	-0.60035	0.13933	-0.28724	-0.18468	-0.23535	0.49753	-1.00479	0.23396	0.09661	0.26926	-0.11613	-0.59806	-0.15959	0.25021	0.22903	0.67440	0.78258	-0.30180	-0.06406
ABprap	-0.03591	-0.15238	0.21417	0.25456	0.48486	-0.22021	0.01044	0.06899	0.08632	0.11045	-0.42621	-0.25336	-0.01169	0.18544	0.07178	0.05866	-0.10046	0.42574	0.01538	-0.09415	-0.05061	-0.01473	0.37598	-0.00521	0.29036	-0.65088	-0.03332	0.41864	-0.19234	0.18536	0.13749	-0.18647	0.25479	-0.01292	0.36737	0.35537	-0.38036	-0.07873
ABprapa	-1.05546	0.10134	2.23187	0.11603	0.57829	1.24427	0.30746	0.46552	0.24386	0.82173	-0.31479	-1.41416	0.75958	0.45372	-0.20884	0.36313	0.32646	0.87876	-0.43887	0.08030	0.00979	0.13549	0.38025	-0.06028	0.01966	-0.72369	-0.31825	0.41053	-0.02825	0.12487	-0.00478	0.02346	0.22987	0.13148	0.24248	0.48142	-0.54179	0.16414
ABprapaa	-3.20073	0.61723	3.93071	0.55643	1.01987	1.48052	0.33537	0.42635	0.32897	-0.23919	-0.15936	-0.30769	0.13075	-0.64097	0.63234	0.49577	0.25067	0.52029	-0.24309	0.25331	0.02050	-0.15942	0.13582	-0.71750	0.57448	-0.33470	-0.29605	0.02054	-0.53674	0.20942	-0.16139	0.01395	0.59425	-0.30794	0.31422	0.11822	-0.19240	0.29872
ABprapaaa	-6.61792	-0.25317	2.90904	1.31661	0.25889	0.04246	1.13927	0.05744	1.18499	-0.18989	-1.49850	-1.19693	-0.36027	0.16966	-0.02891	-0.07312	0.46512	0.81563	-0.10772	0.29281	-0.23979	-0.60155	-0.20145	-0.38694	0.61495	-0.54126	0.38472	0.17570	0.12848	-0.22358	-0.01547	-0.35236	-0.33128	-0.23139	0.29800	0.03321	0.09179	-0.03383
ABprapaaaa	-7.74317	-1.03252	2.04071	1.09131	-0.44920	0.96274	0.61832	0.75303	0.82293	-0.21865	-0.45993	-0.24535	0.19190	0.36293	0.17822	-0.60686	0.39193	1.00301	-0.41121	-0.61835	0.33528	-0.52655	0.18038	-0.36870	-0.25185	-0.06477	0.01277	-0.11142	0.00940	0.38707	0.38243	-0.10602	0.44801	-0.02602	0.44841	0.44113	-0.32043	-0.11783
ABprapaaap	-7.50270	-0.83471	2.18591	0.73765	-0.30239	0.94935	0.79276	0.76506	0.92173	-0.48518	-0.62942	-0.40365	0.11712	0.68578	0.49682	-0.94528	0.22802	0.48366	-0.14340	-0.02474	0.73814	0.02252	0.10927	-0.72805	-0.16604	-0.67333	-0.05962	-0.10569	-0.04924	0.24047	0.38206	0.11230	0.25936	-0.07579	0.39899	0.43402	-0.08273	-0.16716
ABprapaap	-7.31849	0.12924	2.50374	1.51573	0.23113	-0.21793	0.60245	0.16516	0.44578	0.16851	-0.18490	-1.22429	0.60815	0.23991	0.31163	-0.28687	0.13856	0.29657	-0.04746	-0.09417	0.64393	-0.27125	0.11599	-0.87094	0.82472	-0.37545	-0.02576	0.35813	0.10850	0.10057	0.20847	0.08016	0.34237	0.10825	0.78444	0.12360	-0.12957	-0.22369
ABprapaapa	-7.98176	0.07191	1.62091	1.29874	-0.33398	0.97530	0.60669	0.05283	0.35911	0.12146	-0.83811	-0.91249	-0.03654	0.28840	-0.56863	-0.22612	0.34391	0.54162	-0.15886	-0.39642	-0.07524	-0.60652	0.46342	-0.21710	0.14252	0.15640	0.35223	0.52089	0.01611	0.62495	0.25353	0.04356	0.15777	0.33945	0.00049	0.31608	-0.16343	-0.14550
ABprapaapp	-7.41732	-0.09586	2.02469	1.40130	-0.38361	1.23835	0.76811	-0.32788	0.26515	-0.59045	-0.99660	-0.90842	-0.30974	0.72585	-0.62844	-0.61246	0.44008	0.58932	-0.45296	-0.27106	0.15172	-0.64680	-0.20286	-0.36052	0.36031	-0.17632	0.16327	0.61499	0.35813	0.24082	0.27283	-0.05174	0.46767	0.04506	-0.09916	0.44745	-0.07029	-0.11395
ABprapap	-2.51384	0.75016	3.75691	0.66335	0.70578	1.79790	0.53801	0.49583	-0.03673	0.35858	-0.49986	-0.56915	0.14054	-0.07806	0.60418	0.41896	0.21952	0.66335	0.01079	0.28426	-0.04852	-0.47606	0.04224	-0.57426	0.59947	-0.45313	-0.09542	0.08976	-0.53812	0.18361	-0.22120	-0.07308	0.42246	0.00724	0.35725	0.15920	-0.09678	0.06061
ABprapapa	-6.44950	-0.10011	3.32358	1.30542	-0.05308	-0.24672	0.31233	-0.21182	0.06332	-0.55818	-1.30237	-1.37438	0.30982	0.36710	0.01797	0.22410	0.50337	0.37478	0.10163	-0.24117	-0.68492	-0.87793	0.20547	-0.42416	0.38117	0.04200	-0.09384	0.51674	0.08408	-0.14515	-0.09648	-0.46610	0.39862	0.04754	0.04804	0.59348	0.15660	-0.36490
ABprapapaa	-7.62346	-0.64990	2.22952	1.17077	-0.38246	0.61893	0.77658	-0.75388	-0.02361	-0.33420	-0.32632	-1.26252	-0.00322	0.06928	-0.24704	-0.28239	0.37975	0.37011	-0.45066	-0.06728	-0.46354	-0.10046	0.04434	-0.70919	0.50217	0.17090	0.07152	0.23696	-0.48428	0.21878	0.55394	-0.07438	0.50313	0.48557	0.30887	0.41879	-0.27131	-0.47182
ABprapapap	-7.39268	-1.20798	2.50009	1.46835	-0.32030	0.33268	1.24411	0.43680	0.33123	0.18883	-0.75919	-0.51280	0.37314	0.48472	-0.22263	-0.37388	-0.07605	0.85372	0.06991	-0.29752	0.23512	-0.69243	-0.11498	-0.12413	0.37866	-0.65557	0.11698	-0.40660	0.12483	0.40915	0.47123	-0.04540	0.31680	0.21483	0.44591	0.54925	-0.19556	-0.24536
ABprapapp	-5.85638	-0.22074	3.60512	1.30523	0.68310	-0.42103	0.95723	0.52475	0.33604	-0.15270	-0.87793	-0.19635	0.49145	0.52275	-0.23401	0.73770	0.58026	0.31263	-0.08917	-0.07065	0.13606	-0.18569	0.77285	-0.55037	0.24444	-0.40789	0.14970	-0.14572	-0.39148	-0.02002	-0.40080	0.53390	0.12037	-0.02103	-0.15470	0.54130	0.26505	-0.17648
ABprapappa	-7.57153	-0.48599	2.19833	1.33314	-0.01378	0.47001	1.04099	-0.09318	-0.37117	-0.04901	-0.39957	-1.26490	0.20797	0.37685	-0.58589	0.26951	0.09442	0.21050	0.06440	-0.80545	-0.29165	-0.67949	0.16845	-0.25617	0.61980	-0.11474	0.38838	0.61555	-0.04236	0.30281	-0.03631	0.14300	0.87577	0.71879	0.51304	0.36986	-0.24873	-0.19699
ABprapappp	-7.56053	-1.09808	1.75718	1.10424	0.21879	1.15784	1.17789	0.03000	0.75255	0.19808	-1.49775	-0.55745	0.16116	-0.17908	-0.61796	0.23362	0.50205	0.43427	0.59008	-0.11420	0.16611	0.08175	0.14039	-0.07141	0.01253	-0.02167	0.09787	-0.14324	-0.08080	0.13718	0.51579	-0.24245	0.46265	-0.05382	0.04233	0.24027	-0.02236	-0.06937
ABprapp	-0.93773	0.10038	2.11973	0.10564	0.55403	1.26276	0.31570	0.43774	0.22864	0.91178	-0.30791	-1.50033	0.74238	0.48832	-0.24779	0.39823	0.32879	0.90481	-0.45863	0.08414	0.02353	0.17267	0.41291	0.00176	-0.01292	-0.73824	-0.30846	0.40564	0.00615	0.13832	0.06933	-0.05718	0.15919	0.08878	0.35051	0.56249	-0.48220	0.04893
ABprappa	-3.09964	0.51356	3.85813	0.99823	0.46545	1.55265	0.07379	0.74426	-0.46304	-0.28762	-0.65680	-0.57558	0.18771	-0.53828	-0.26226	0.47663	-0.11777	0.58424	0.16651	0.06360	-0.22473	0.04677	0.30244	0.28919	0.44509	-0.36440	-0.18322	0.20783	-0.10218	0.42650	0.31230	-0.72966	0.43955	-0.78999	0.47905	0.22267	-0.27075	0.11849
ABprappaa	-6.82297	-0.62992	3.02495	1.29876	0.67361	0.06419	-0.00816	-0.50601	-0.36176	-0.84668	-0.25758	-1.37159	0.49925	-0.39848	0.27085	-0.05710	0.97254	0.08652	-0.10896	0.33395	-0.05432	-0.16841	-0.47072	0.20256	0.59675	-1.15887	-0.18587	0.42140	0.02672	0.01895	0.07966	-0.28060	0.47665	0.79935	0.76773	0.23923	-0.10059	-0.38338
ABprappaaa	-7.54730	-1.41548	1.83593	0.84180	0.27315	1.43520	0.25305	-0.50640	-0.04323	-0.15310	-0.72833	-0.58253	0.18130	-0.55633	-0.01117	0.14841	0.66973	0.05359	0.06392	0.62990	0.55836	0.62851	0.07622	-0.10018	0.51571	-0.54369	-0.08076	-0.12223	0.19688	0.12347	0.18520	0.29556	0.64784	-0.17968	0.73063	0.20869	-0.45993	0.14450
ABprappaap	-7.27089	-0.96820	2.06422	1.23750	0.65968	1.04164	0.38056	-0.42653	-1.03062	-0.49517	-0.68107	-1.32163	0.11144	-0.38921	0.03280	0.17279	0.50891	-0.00398	0.18298	0.47510	-0.00720	0.19069	0.29868	-0.16831	0.00453	-0.60218	0.27653	0.33119	0.53075	0.32331	0.23022	0.59435	0.38720	-0.03281	0.36300	0.14549	-0.22975	-0.43102
ABprappap	-6.99831	-0.55048	2.85419	1.79524	0.39468	-0.08968	0.13442	-0.55866	0.07719	-0.05751	-0.32094	-1.18909	0.50218	-0.70552	-0.00887	0.01043	0.55184	0.38272	-0.15521	0.34051	0.35721	-0.19094	0.12557	0.00800	0.99692	-0.48110	-0.57523	0.24841	0.16620	-0.06124	-0.19574	-0.09924	0.40629	0.60716	0.98257	0.37121	-0.35504	-0.49454
ABprappapa	-7.48597	-1.10116	2.41050	1.09134	0.01264	0.53036	0.41824	-0.57545	-0.61371	0.02978	0.14002	-1.10456	0.47103	-0.17497	0.38445	-0.18920	0.33317	0.08817	-0.44643	-0.09009	-0.40666	-0.11833	0.38342	-0.38282	0.76198	-0.49671	0.28560	-0.50403	-0.17189	-0.27312	0.54041	0.15262	0.50071	-0.13961	0.40145	-0.04032	-0.37669	-0.35150
ABprappapp	-7.57389	-1.07518	2.16989	1.17083	0.38669	0.74539	0.88372	-0.51098	-0.52810	-0.19080	-0.72491	-1.38557	0.37398	-0.20057	-0.66732	0.26804	-0.22958	-0.20480	0.09068	-0.24247	-0.15401	-0.21130	0.30288	-0.50382	0.49652	-0.24272	0.45530	0.29769	-0.36978	0.20276	0.12093	0.20386	0.13353	0.57376	0.41792	0.38795	-0.00758	-0.28840
ABprappp	-3.20697	0.60105	4.14330	0.95347	0.51552	1.36831	0.06763	0.47878	-0.34906	0.14854	-0.55703	-0.05077	0.15430	-0.29627	-0.00729	0.01806	0.00785	0.76383	0.14993	0.06582	-0.30084	-0.03714	0.10977	0.06035	0.53930	-0.48045	0.00739	0.38462	-0.47942	0.49392	-0.11573	-0.21029	0.64910	-0.27345	0.05969	0.11227	-0.28012	0.10452
ABprapppa	-6.68555	0.17833	2.89808	1.67848	0.66809	0.13610	0.37460	-0.00106	0.35178	-0.83891	-0.30605	-0.58480	0.90805	0.00127	-0.28975	-0.03552	0.74447	0.72291	0.16544	-0.24753	1.17633	0.04185	0.19837	-0.38534	0.60829	-0.73129	-0.35349	0.31536	0.23033	0.21026	-0.21602	-0.35402	0.29693	0.14724	0.55667	0.56184	0.06828	-0.45099
ABprapppaa	-7.39727	-0.64104	1.88586	1.49694	0.09850	0.89298	0.93697	-0.05838	0.36976	-0.28891	-0.73155	-0.79047	0.77854	-0.25579	-0.50536	0.57588	-0.21611	0.06108	0.17204	0.14390	0.28597	-0.39825	0.63789	0.78726	0.27309	-0.48294	-0.53620	-0.48025	-0.40126	0.33667	0.13068	0.51308	0.27773	0.13204	0.49734	0.09738	-0.53855	-0.28174
ABprapppap	-6.95237	-0.61646	2.44711	1.74072	0.69103	0.44728	0.63028	-0.07671	0.10991	-0.42321	-0.75158	-0.85609	0.37251	0.19361	-0.86389	0.76615	0.16258	0.75558	0.40507	-0.55642	1.06150	-0.47261	0.56057	-0.25871	0.56314	-0.48466	-0.24106	-0.25021	0.15090	0.40949	0.11489	0.18893	0.20881	-0.25178	0.22026	0.75241	-0.12353	-0.41927
ABprapppp	-6.78865	-0.29470	2.83745	0.86105	0.71279	0.34272	0.24089	0.05559	-0.03362	-0.67440	-0.53017	-0.36492	0.68791	-0.06945	0.05442	0.74168	1.22487	0.45341	0.50090	-0.64545	1.04434	0.41316	0.50492	-0.68269	0.38438	-0.70054	-0.18394	0.58392	0.21027	0.73430	0.08411	-0.14640	0.75408	-0.02133	0.04482	0.82317	-0.20870	-0.59444
ABprappppa	-7.54233	-0.86434	1.85731	1.33539	0.64492	1.16690	0.21156	-0.02417	-0.00738	-0.45230	0.04313	-0.57506	0.19664	-0.56097	-0.70513	0.73969	0.54051	0.51255	-0.02629	-0.35137	1.07083	-0.29712	0.97383	-0.01517	0.20879	0.16869	-0.26137	-0.07672	0.09462	0.13329	0.06683	0.35362	0.44023	0.50719	0.47256	0.42700	-0.39717	-0.35140
ABprappppp	-7.37106	-0.61747	1.87060	1.26311	0.49137	1.10430	0.18532	0.14598	-0.32808	-0.45872	-0.73630	-0.58855	0.33244	0.11407	-0.44507	1.57829	0.67689	0.46831	0.24427	-0.73704	0.51403	0.11235	0.83509	-0.06985	0.22761	0.16569	-0.01603	0.19180	0.19443	0.42362	0.31311	0.43634	0.53410	0.27857	0.18854	0.37370	-0.18441	-0.04011
ABprp	-0.00066	-0.17996	0.18216	0.21651	0.48938	-0.26553	0.04801	0.15058	0.20127	-0.05959	-0.28289	-0.19349	-0.00622	0.02436	-0.01592	-0.04410	0.02142	0.29902	0.08553	-0.19057	-0.22659	0.02279	0.16588	-0.05308	0.52634	-0.36070	-0.12637	0.22310	0.07379	0.28238	0.10138	0.02672	0.15942	-0.05105	0.40424	0.27652	-0.18227	-0.31484
ABprpa	-0.09275	-0.15456	0.26578	0.23939	0.50218	-0.22502	0.01208	0.06800	0.13339	0.05022	-0.39470	-0.25200	-0.01221	0.12348	0.04528	0.04925	-0.05941	0.37528	0.03050	-0.11704	-0.09044	0.01036	0.32727	-0.03587	0.34039	-0.57967	-0.05745	0.38224	-0.16126	0.19190	0.12306	-0.13682	0.19790	-0.07944	0.44805	0.37850	-0.31148	-0.16110
ABprpaa	-1.21295	0.18488	2.48179	0.12182	0.59252	1.36730	0.39103	0.42720	0.26544	0.81373	-0.27829	-1.39258	0.58184	0.30620	-0.22992	0.38230	0.29201	0.81275	-0.31641	0.03889	-0.00617	0.24591	0.39448	0.00979	0.08547	-0.63397	-0.30338	0.35190	0.02958	0.13834	0.20350	0.02010	0.14742	-0.10238	0.53240	0.51700	-0.42303	-0.07952
ABprpaaa	-3.61200	1.15826	4.20984	0.63641	0.85923	1.04694	-0.19491	-0.14042	0.02149	0.23988	-0.53753	-0.22805	-0.48391	-0.02600	0.14027	0.27221	-0.30306	0.34715	0.08863	-0.46315	-0.17476	0.14716	0.37638	-0.13441	0.31631	-0.73307	-0.24768	0.69805	0.10083	0.67992	0.15319	-0.23252	-0.32824	0.29746	0.27379	0.07113	-0.19372	-0.35626
ABprpaaaa	-6.30594	1.16134	3.00244	0.78525	0.89323	0.10170	-0.43736	0.63423	0.63515	-0.26557	0.20303	-0.71735	0.42710	0.68267	0.19072	-0.22012	-0.50179	0.66394	0.10380	0.06241	0.88619	0.17292	0.16059	0.24735	0.95035	-0.63116	-0.40674	0.49153	-0.02066	0.53932	0.03679	-0.73865	-0.11214	0.34161	0.33585	0.15442	-0.06831	-0.59731
ABprpaaaaa	-7.75483	1.15852	1.59605	-0.20934	0.69877	1.03831	0.36907	0.80584	0.48964	-0.59076	0.51590	-0.44802	0.24462	0.54069	0.13415	-0.14164	-0.55876	0.92584	0.05360	0.40199	-0.00767	-0.20762	0.47951	-0.22441	0.19939	-0.25324	-0.40776	0.81588	0.23318	0.28856	-0.10306	0.20322	0.19488	0.23786	-0.05167	0.21013	-0.58722	-0.29375
ABprpaaaap	-7.73740	1.37322	1.45881	-0.16835	0.88805	1.07521	-0.17667	0.55194	0.46119	0.26286	-0.77686	-0.83473	0.27079	0.38476	0.35160	0.02768	-0.49611	0.42653	0.35559	0.43867	0.04068	-0.07126	0.18365	0.09505	0.33543	-0.01445	0.29240	0.79122	0.56224	0.45105	-0.01204	0.06247	0.41741	0.40623	-0.20381	0.14607	-0.08921	0.09677
ABprpaaap	-6.41291	0.99785	2.80384	1.34554	1.13753	-0.09462	-0.50060	0.64381	0.32884	0.37110	-0.17183	-1.41778	0.34879	0.26673	0.45452	0.57637	-0.60557	0.01936	0.13237	-0.39180	-0.45631	0.05801	0.39023	0.59337	0.80485	-0.87343	-0.17362	0.31558	-0.24495	0.36606	0.05301	-0.20517	-0.36551	0.22701	0.44130	0.06886	0.05489	-0.44460
ABprpaaapa	-7.50799	1.41539	1.48219	-0.05100	0.93400	1.02405	-0.58485	0.72732	0.50910	-0.18156	0.49006	-0.91594	0.14602	-0.03240	-0.35158	-0.17651	-0.51140	0.80614	0.05680	0.14509	0.07634	0.26743	1.28704	-0.12792	0.38762	-0.42687	-0.04537	0.52486	0.43163	0.04246	0.13148	0.15212	0.31266	-0.23615	-0.00434	-0.23388	0.12549	-0.03507
ABprpaaapp	-7.46479	1.59933	1.51993	0.04280	1.10947	1.00184	-0.02334	0.58847	0.32777	-0.66991	0.50150	-0.94026	0.32060	0.31540	0.29206	0.09614	-0.16605	0.67896	0.01104	-0.03965	-0.57168	0.32722	1.17394	-0.22510	0.15137	-0.29658	0.02663	0.39661	0.26799	-0.01729	0.02294	0.06030	0.54301	0.06771	0.10777	-0.08807	0.04530	-0.04999
ABprpaap	-2.63767	0.44851	3.94475	0.40851	0.65560	1.52239	0.30638	0.33029	0.17639	0.42858	-0.43678	-0.48047	-0.18950	0.19580	0.14649	0.21809	-0.10303	0.54222	0.33437	-0.33388	-0.17488	0.01464	0.18923	-0.07130	0.23884	-0.46437	-0.34662	0.56953	-0.14973	0.33389	0.30375	-0.07523	-0.16132	-0.16950	1.02800	-0.15649	0.00563	-0.36870
ABprpaapa	-6.94199	1.09674	2.77090	0.20251	0.57782	-0.32167	-0.64327	0.75688	0.03812	-0.28955	1.17329	-0.85570	0.56860	0.80218	0.14872	0.23295	-0.21588	0.52688	0.20965	-0.04685	-0.06566	0.27840	-0.05358	0.35442	0.45591	-1.12522	-0.15345	0.15645	-0.08919	-0.14022	0.27586	-0.17408	-0.03733	0.07197	0.41081	0.50540	0.46594	-0.32648
ABprpaapaa	-7.87432	1.55680	1.37667	0.09651	0.47211	1.04154	0.20206	0.58397	0.69222	-0.23213	0.26621	-0.98114	-0.05036	-0.18232	0.07554	-0.00343	0.29070	-0.15741	0.24178	-0.02569	0.03959	-0.27900	0.28030	-0.11765	-0.13754	-0.71528	-0.05373	0.32788	0.03890	-0.16780	-0.38536	0.39573	-0.09618	-0.17879	0.13515	0.19397	-0.60219	-0.39222
ABprpaapap	-7.30653	1.16863	1.74589	0.44113	0.06628	1.00845	-0.71963	0.70850	-0.28351	-0.26216	0.50657	-0.38955	0.08935	0.50359	-0.39089	0.27828	-0.18438	0.94848	0.21465	0.32864	-0.37122	-0.09491	0.64088	1.05522	-0.19697	-0.57895	-0.71977	0.11408	0.91459	-0.02401	-0.04607	0.40980	0.22046	-0.46831	-0.17030	0.25535	-0.55376	-0.46153
ABprpaapp	-6.28596	1.19198	3.14012	0.48816	1.01865	-0.13632	-0.06606	-0.00912	0.38977	-0.74849	0.19033	-0.80112	-0.09959	0.63204	0.49464	0.70270	0.37347	0.58802	-0.26252	0.35798	0.31382	0.32903	0.01044	0.17822	0.49890	-0.29866	-0.05956	0.17128	0.08774	0.14879	-0.65557	-0.41096	-0.30677	-0.14528	0.60475	0.66459	0.03454	-0.56501
ABprpaappa	-7.78132	1.42624	1.66529	0.63506	-0.01967	0.91762	-0.34764	0.34968	0.07591	-0.34000	0.63909	-0.45345	0.69765	0.20569	-0.12971	-0.30561	0.69657	0.55992	0.30072	-0.18423	0.10803	-0.27933	0.63142	-0.12788	0.06162	-0.55390	0.28372	-0.20292	0.33874	0.37116	-0.41825	-0.17560	-0.05045	0.08476	0.54112	0.00809	-0.33075	0.01263
ABprpaappp	-7.36295	1.35214	1.88303	0.65898	0.98962	0.91592	-0.42507	0.13548	-0.15112	-0.26375	0.57335	-0.22652	0.83466	0.52283	0.11677	0.78687	0.45642	0.26676	-0.18685	-0.37441	-0.29186	0.52232	-0.27763	-0.00603	0.35234	-0.31014	0.29336	0.01663	0.20193	0.10011	0.00358	-0.50329	-0.23261	-0.00727	0.57130	0.32378	0.07382	0.05849
ABprpap	-0.96401	0.13485	2.03426	0.14549	0.54989	1.09574	0.34385	0.35305	0.20518	0.81853	-0.28753	-1.30646	0.53409	0.39236	-0.17360	0.35434	0.27094	0.81052	-0.34322	0.07554	0.07248	0.20623	0.46085	0.03082	-0.02901	-0.69811	-0.24056	0.37461	-0.08485	0.08372	0.20443	-0.12498	0.17505	-0.01860	0.55229	0.71628	-0.52143	0.01690
ABprpapa	-3.17145	0.97396	4.05900	0.10854	0.34918	1.00312	0.05899	0.02823	0.21252	0.45509	-0.30342	-0.36488	-0.34825	0.27533	-0.17767	0.28738	0.05105	0.11201	0.12144	-0.32793	-0.29020	0.32080	0.13748	0.47755	-0.03683	-0.62987	-0.19604	0.10558	0.26300	0.56301	0.06526	-0.29392	-0.63467	-0.00930	0.61089	0.18102	-0.17509	-0.18268
ABprpapaa	-7.29038	1.20601	2.37022	-0.08265	0.57402	-0.06560	-0.07429	-0.19036	-0.07403	0.46293	0.39030	-1.25867	-0.35247	0.46166	-0.48838	-0.58709	0.00750	0.13366	-0.23234	0.15930	-0.01395	-0.18876	-0.71513	-0.04191	0.64960	-0.97330	-0.34356	0.37409	-0.06112	-0.33840	0.12770	-0.13831	0.54112	-0.87424	0.40276	0.16400	0.02869	-0.29073
ABprpapaaa	-7.97264	1.53158	1.43361	-0.54237	0.56349	0.91866	0.29893	0.13235	0.15282	0.44795	0.16331	-0.49610	0.31163	0.26553	-0.18933	0.16769	-0.28535	-0.40913	-0.38211	-0.06547	-0.10865	-0.40609	-0.29320	-0.09845	0.65811	-0.50292	-0.28310	0.10042	0.25479	-0.20054	0.00634	-0.30906	0.47696	0.16764	0.43999	0.05973	-0.38702	-0.24664
ABprpapaap	-8.03943	1.30643	1.39520	-0.70348	0.87440	1.05293	0.11600	0.28041	0.00150	0.42010	0.42891	-0.78632	-0.09858	-0.17406	-0.07308	-0.28635	-0.37603	-0.15954	-0.13150	0.17145	0.00529	-0.62120	0.08046	-0.02703	-0.06517	-0.39769	0.20006	-0.02364	0.27217	0.00749	-0.28665	-0.12654	0.42594	0.19182	0.27448	0.39271	-0.29850	-0.50062
ABprpapap	-6.38289	1.01998	2.99114	0.74132	1.55553	-0.10410	0.23964	0.08655	0.00894	-0.28781	-0.10904	-0.79590	-0.58630	0.38899	0.12486	0.53313	0.14086	1.04099	-0.91527	-0.73417	0.26106	0.04909	0.01681	-0.15845	0.41795	-0.13287	-0.86586	-0.28862	0.15385	0.31558	-0.21663	-0.33082	0.51509	0.28427	0.22854	0.47946	0.04892	-0.28551
ABprpapapa	-7.69746	1.22752	1.72903	0.09804	0.92143	0.47534	0.36735	0.29638	0.24216	0.23959	0.19232	-0.75601	0.04553	0.18220	0.02101	0.43432	-0.48292	0.03714	-0.84330	-0.04264	0.37908	-0.65972	-0.24289	0.06293	0.13200	-0.12944	-0.47055	-0.03782	-0.10702	0.61786	-0.14450	0.05196	-0.30405	-0.31743	0.76457	0.05096	-0.67084	-0.42920
ABprpapapp	-7.64603	1.56271	1.30380	-0.40002	1.29061	1.11847	0.21504	0.27480	0.25219	0.37592	-0.31978	-0.57625	-0.13035	-0.49979	-0.31652	0.26267	-0.02804	-0.14071	-0.15076	-0.30320	0.02160	0.27075	-0.30804	-0.35925	-0.31013	-0.40981	-0.34390	-0.00078	0.59552	-0.28773	-0.02411	-0.10858	0.57724	-0.43013	0.27126	0.42992	-0.64139	0.30868
ABprpapp	-2.58101	0.69444	3.81392	-0.02867	0.44974	1.32883	0.39397	-0.02739	0.33477	0.35266	-0.29205	-0.73471	-0.08508	0.07308	-0.30262	0.41297	0.10107	0.20651	0.25641	-0.40330	-0.15910	0.37985	0.30872	0.48255	-0.08250	-0.61017	-0.21560	0.20936	0.52204	0.10957	0.48974	-0.05707	-0.20141	-0.27245	0.95371	0.15009	-0.31938	-0.26837
ABprpappa	-6.32054	1.19381	2.97544	-0.34930	1.56526	-0.06968	0.45813	0.04149	0.46656	0.43353	0.06534	-0.20494	-0.42654	0.24535	-1.40860	-0.33592	-0.02386	0.55855	-0.21446	-0.14272	0.57229	0.18541	-0.86090	-0.44005	-0.21309	-0.80188	0.24179	0.53810	-0.34042	-0.17855	-0.14924	-0.12191	0.28165	-0.43387	0.15086	0.67707	-0.20934	-0.56808
ABprpappaa	-7.63561	1.22361	1.76609	-1.05137	0.52272	0.78398	0.00952	0.17649	-0.55503	0.18346	0.36704	-0.58913	-0.58941	0.26005	-0.38484	0.46109	0.00469	0.46347	-0.09115	0.50792	-0.31757	0.61261	-0.31307	-0.06051	-0.00031	-0.04032	-0.22410	0.42706	0.12059	0.29571	-0.04923	-0.40939	0.63547	0.65022	0.01818	-0.19530	-0.46842	-0.59071
ABprpappap	-7.80334	0.68072	1.31877	-0.98007	1.38938	1.45450	0.05543	0.04687	-0.01763	-0.24020	0.24159	-0.71130	-0.55640	-0.41497	-0.82551	0.57751	-0.61138	0.36387	-0.07577	0.42665	0.77918	-0.22679	0.36102	-0.07966	-0.02671	-0.18876	0.20334	-0.24106	0.17217	0.60148	-0.33371	0.20137	0.06444	0.22235	0.56518	0.71051	-0.19848	-0.15827
ABprpappp	-6.00689	0.78773	3.48198	-0.18379	1.12081	-0.56543	0.35393	0.09250	-0.10130	0.27168	-0.51980	-0.76224	-0.85855	0.49903	-0.98000	0.34048	-0.11466	0.86499	-0.10049	0.13090	-0.52658	0.04221	-0.39008	-0.07891	-0.33501	-0.31165	-0.02396	-0.23029	-0.37963	-0.22882	0.08312	-0.41097	0.14812	-0.60266	0.02442	0.29474	0.48466	0.26125
ABprpapppa	-7.88234	0.86216	1.22513	-0.56697	1.16240	1.32434	0.31550	0.13470	0.23971	0.02323	0.01835	-0.91376	-0.50757	-0.65492	-0.53010	0.33250	-0.61700	-0.08227	-0.26236	0.32362	0.46040	-0.24794	0.01610	0.10393	-0.33390	-0.22719	-0.05983	-0.01569	0.14756	0.48491	-0.32542	0.24192	0.34066	0.22019	0.64989	0.62129	-0.28302	-0.05300
ABprpapppp	-7.51420	-0.07003	1.87190	0.91231	1.31544	0.90496	0.05724	0.59928	-0.34599	0.86666	-0.65407	-0.56174	-0.41386	0.06546	-0.80612	-0.18130	-0.48991	0.49918	-0.40159	-0.49910	0.37017	-0.16154	-0.30245	0.51891	-0.56725	0.15267	-0.06190	-0.09961	0.00167	0.55172	-0.27695	-0.33582	0.40621	0.24287	0.13522	0.06834	-0.29310	-0.59476
ABprpp	-0.17985	-0.13433	0.44014	0.23162	0.51499	-0.10448	0.02488	0.10249	0.13735	0.10663	-0.38713	-0.33249	0.05425	0.13782	0.05367	0.07497	-0.03045	0.42709	-0.04140	-0.09970	-0.06616	0.01905	0.33722	-0.05773	0.32452	-0.62891	-0.07862	0.38157	-0.19841	0.22510	0.09021	-0.12756	0.21438	-0.03089	0.35847	0.34753	-0.34074	-0.10137
ABprppa	-1.20843	0.20440	2.55189	0.12359	0.57410	1.47441	0.41095	0.45365	0.23129	0.93151	-0.29663	-1.48273	0.63254	0.38920	-0.23851	0.40652	0.27755	0.88932	-0.35137	0.07120	0.03355	0.23171	0.43823	0.04790	0.02887	-0.68729	-0.29564	0.37893	0.04201	0.12000	0.23052	-0.01189	0.19393	-0.05096	0.47817	0.53134	-0.48480	-0.02597
ABprppaa	-3.97038	0.98428	4.06166	0.93118	1.09807	1.06414	0.14996	0.01005	0.18436	-0.02594	-1.02274	-0.51471	-0.34639	-0.16222	0.71830	0.00665	0.01101	-0.16593	0.02781	-0.30246	-0.22464	-0.51841	0.13317	-0.27246	0.36637	-0.43901	-0.23511	0.72499	0.08640	0.25349	0.14990	-0.10670	0.28138	0.30439	0.66082	0.53813	-0.36357	-0.21568
ABprppaaa	-6.85261	1.25785	2.51928	0.66574	0.70243	0.14157	0.13760	-0.19223	0.06839	-0.42863	-0.49800	-1.67687	0.15082	0.81330	0.59159	0.17920	-0.41497	0.39093	0.13042	0.31503	-0.44440	-0.01971	-0.10298	0.40321	0.89723	-0.30860	-0.29247	0.58449	-0.08303	0.34805	-0.17918	0.14561	0.26512	0.24695	0.12809	0.54562	0.40592	-0.29467
ABprppaaaa	-7.32545	0.90743	1.92233	0.83394	1.07207	0.51670	-0.16776	0.76178	0.18997	-0.28726	0.95419	-0.76437	0.50061	0.61571	0.43530	0.55635	-0.72946	0.86999	-0.54857	-0.40534	-0.59612	0.13663	0.48274	-0.23211	0.51084	-0.12310	0.07179	-0.07201	0.28364	-0.21788	0.56866	0.05848	0.02672	0.14067	0.37733	0.20628	0.02184	0.11821
ABprppaaap	-7.85922	0.73789	1.23242	0.77889	0.61054	1.35691	0.20876	0.08314	0.30225	0.00836	0.07615	-0.69120	0.30951	0.52440	-0.84522	0.19453	-0.30441	0.79231	0.41653	-0.37457	-0.67217	-0.60310	1.24727	0.13280	0.35856	-0.06429	-0.02922	0.08257	0.06019	0.50078	-0.24180	-0.09821	0.34995	-0.21554	0.04734	0.10160	-0.48347	0.19557
ABprppaap	-6.56058	1.03166	2.65102	0.97601	1.67025	0.28213	-0.05370	-0.15277	-0.48618	-0.24807	0.00237	-1.16949	-0.07691	0.86719	0.29373	0.09953	0.26872	0.79309	0.20073	0.19583	-0.37220	0.15883	-0.03591	-0.06029	0.83071	-1.13785	0.17354	-0.04061	0.18348	-0.06549	0.13501	0.08231	-0.05057	-0.17382	0.39240	-0.04563	0.17901	0.01907
ABprppaapa	-7.25387	1.14874	1.44608	0.74231	1.39141	1.24941	-0.69241	0.54980	0.85490	0.07543	-0.14472	-0.72488	0.47080	-0.06658	0.65034	0.60295	0.22476	0.04054	-0.09292	-0.16066	0.32734	0.40194	0.24096	0.43168	0.40741	-0.35480	-0.47038	0.29097	0.44376	-0.31058	0.04342	-0.03330	0.23770	-0.05271	0.34319	0.25770	-0.02847	-0.10743
ABprppaapp	-7.26569	1.13309	1.51326	0.48384	1.57655	1.47495	0.07227	0.05205	0.41128	-0.48349	0.57429	-0.83681	0.07629	0.05503	-0.35099	0.50929	-0.54545	0.41401	-0.18140	-0.15110	0.24716	-0.11082	0.39847	-0.30957	0.85377	-0.55518	0.12032	0.34894	0.05877	-0.13804	0.28605	0.20654	-0.26846	-0.45482	0.10146	0.34706	-0.15414	-0.06285
ABprppap	-3.76037	0.76306	4.06574	0.52936	1.07114	1.08210	0.35812	-0.02139	0.44210	-0.32212	-0.29286	-0.07365	-0.16833	-0.18940	0.71130	0.10589	0.32059	0.45561	-0.15377	-0.13747	0.03492	-0.10431	0.32984	-0.41381	0.45760	-0.43213	-0.35787	0.24552	-0.40164	0.04297	0.16300	-0.35277	0.27778	0.26638	0.83671	0.42827	-0.45525	0.00728
ABprppapa	-6.63275	1.28675	2.73434	0.73998	1.25752	-0.03177	-0.03691	-0.22394	0.21611	-0.50288	-0.16177	-0.90840	0.25110	0.10387	0.21863	-0.00928	0.12751	0.92781	-0.19402	0.56271	0.61801	0.30113	0.31704	-0.00484	0.95741	-0.53112	-0.94211	0.09420	0.31586	0.30777	-0.40778	0.08006	-0.11492	0.16763	0.64573	0.15473	-0.59266	0.00754
ABprppapaa	-7.27059	1.35661	1.65701	0.50289	1.23222	1.15281	-0.35703	0.07742	0.29045	-0.30315	0.19529	-1.03423	-0.21056	0.75983	-0.15472	-0.08684	0.10522	0.90966	0.31857	0.57780	-0.47092	-0.37605	0.48346	0.43372	0.55135	-0.37381	0.15614	0.44695	0.45571	-0.40903	0.30423	0.15621	0.41705	-0.14400	-0.09922	-0.08925	0.38774	0.21275
ABprppapap	-7.40394	0.72129	1.54366	1.00627	1.29253	1.33382	-0.38267	0.02804	-0.13822	-0.43219	0.39206	-0.96989	0.04722	0.00399	0.59567	0.30565	0.40604	0.34051	-0.43353	-0.12056	-0.69478	0.25199	0.10665	0.35327	-0.10280	-0.35332	-0.07078	0.32103	0.21244	0.35856	-0.00649	0.19487	0.31697	-0.73252	0.22887	0.33112	-0.47327	-0.30125
ABprppapp	-7.13822	0.78795	2.50170	1.03316	1.29124	-0.06782	-0.35430	-0.62441	0.49539	0.08802	-0.11120	-1.41843	0.39140	-0.31261	-0.04358	-0.16076	0.31276	0.80965	0.02631	-0.07536	-0.41103	-0.41502	-0.22102	0.39814	0.89913	-0.36997	-0.56183	0.06784	-0.27026	-0.38485	-0.05221	-0.33044	0.27947	-0.38669	0.24298	0.59577	0.06272	-0.12537
ABprppappa	-7.16588	0.55201	1.82635	1.34768	1.02518	1.05048	0.14016	0.03300	-0.25235	-0.73362	-0.16281	-1.00762	0.56308	0.40497	-0.00026	0.84556	-0.13514	-0.03420	-0.36657	-0.51870	-0.05809	-0.12504	-0.00172	0.85912	0.08167	-0.33770	-0.16742	0.56879	0.01270	0.84407	0.00327	0.27650	0.01352	-0.23421	0.03011	0.36610	-0.17340	-0.05683
ABprppappp	-7.86860	0.10313	1.56508	1.37126	1.02941	1.21713	-0.38306	0.12348	0.54590	0.45374	0.40029	-0.67549	0.25890	-0.10334	0.03237	-0.11397	0.11984	0.16253	-0.18262	-0.33526	-0.25394	-0.27452	0.57010	0.30779	0.26660	-0.14379	0.06161	-0.17603	-0.11706	0.44531	-0.56921	-0.43897	0.10174	0.37401	0.68245	0.25372	0.00251	-0.00067
ABprppp	-1.11402	0.11834	2.36313	0.08187	0.59912	1.32340	0.31945	0.46610	0.30211	0.76948	-0.27234	-1.43107	0.69025	0.34842	-0.29339	0.35794	0.34912	0.76871	-0.38608	0.01603	-0.07110	0.21346	0.32448	-0.01810	0.16463	-0.58745	-0.33244	0.31699	0.10618	0.22736	0.10199	0.05485	0.08174	-0.05763	0.46437	0.50516	-0.33900	-0.13707
ABprpppa	-3.10189	0.80485	4.01060	0.74375	0.99170	1.30901	-0.04585	0.68655	-0.05577	0.13459	-0.52443	-0.54612	-0.44715	0.21306	-0.13272	0.05567	0.01945	0.21212	0.37039	-0.16985	-0.23049	-0.08035	0.22093	-0.38098	0.46039	-0.24520	-0.29023	0.78207	-0.06900	0.41558	0.34722	-0.22436	0.04257	0.10988	0.94371	0.19142	-0.28100	-0.51179
ABprpppaa	-6.90427	0.61276	2.46878	1.48330	1.30528	0.31906	-0.55160	0.00729	-0.11358	0.59796	-0.68926	-1.03595	0.23838	0.10243	0.38060	-0.21531	0.35143	0.47156	0.41931	0.27436	-0.82520	-0.59468	0.16745	-0.03811	0.19117	-0.35309	-0.46623	-0.17963	0.39964	0.23971	-0.17732	-0.23296	-0.28077	-0.39286	0.44705	0.33132	-0.23966	0.09962
ABprpppaaa	-7.82560	0.26746	1.66387	1.03816	1.09388	0.79903	0.00908	0.06625	0.46710	0.59187	-0.32037	-0.39578	0.77741	-0.12913	0.37982	0.46384	0.04977	0.28092	0.04151	0.42858	0.02382	0.31705	-0.35127	-0.14695	0.00813	0.04747	-0.14477	0.39565	-0.12490	0.60218	0.35153	-0.39777	0.08770	-0.21483	0.07232	0.53277	-0.61651	-0.82223
ABprpppaap	-7.40472	0.88018	1.68019	0.74281	1.30593	1.06599	-0.49095	0.22239	0.77781	-0.20125	-0.28614	-0.68510	1.09352	-0.41709	0.03879	0.17117	-0.66118	0.35057	0.15299	0.10935	-0.71547	0.43355	-0.87782	-0.08804	0.39739	-0.70236	0.01116	0.23606	0.25677	-0.26738	0.39091	-0.49934	-0.07061	-0.11756	0.16568	0.95790	-0.13290	0.30799
ABprpppap	-6.92869	0.66053	2.66204	1.37757	1.04904	-0.08262	0.18030	0.23780	0.07000	0.40844	-0.79440	-1.00801	0.73975	0.63086	0.27643	-0.52784	-0.35624	0.72547	0.14266	-0.32837	0.10485	-0.63088	-0.33136	0.11547	0.49561	-0.02768	0.10030	-0.02574	0.39712	0.58324	0.07006	-0.66041	-0.05478	-0.06208	0.30832	0.25585	-0.21092	-0.14588
ABprpppapa	-7.67241	0.56324	1.54517	0.88561	1.71233	0.83262	-0.44596	0.26846	0.07483	0.43361	-0.11315	-0.85778	0.47160	-0.88749	-0.01100	-0.28157	-0.07297	0.68795	-0.21971	-0.29523	-0.25904	-0.07406	0.40809	0.21485	-0.30249	0.04796	-0.04134	-0.41639	0.50349	-0.11918	-0.12239	-0.11712	0.27972	0.13200	0.49217	0.03201	-0.83042	0.00347
ABprpppapp	-7.92997	0.09490	1.36380	0.54482	1.47359	1.10609	-0.10957	0.36076	0.28553	0.56564	-0.03539	-0.55783	0.36687	-0.77416	-0.22288	0.41837	-0.25604	0.58025	0.14390	-0.41864	-0.55066	0.13999	-0.36537	-0.00545	0.02242	0.11227	-0.08578	0.15731	0.46084	-0.53202	0.25207	-0.20498	0.47573	0.05130	-0.03474	0.71266	-0.75223	0.06666
ABprpppp	-2.82099	0.44487	3.79802	0.45571	0.75245	1.50037	0.11314	0.12071	0.27832	0.21146	-0.54236	-0.61988	-0.06946	0.14548	0.02440	0.28851	-0.19596	0.78884	0.24119	-0.39791	-0.21303	0.35440	0.28215	0.06444	0.18576	-0.55523	-0.42186	0.49683	0.09039	0.10686	0.39464	0.47897	0.03097	-0.32751	0.75395	0.04398	-0.18055	-0.17241
ABprppppa	-6.68815	0.91687	2.70885	1.30850	1.53951	0.05544	-0.45273	-0.12995	0.57466	0.35787	-0.18796	-1.28942	-0.05323	-0.18790	0.59684	-0.10375	-0.16568	0.35926	-0.27876	-0.06926	-0.15786	-0.09917	-0.35677	-0.02135	0.65962	-0.53275	-0.62635	-0.50343	0.11840	-0.29228	-0.05300	-0.31643	-0.16001	0.16134	0.24454	0.67073	-0.56731	-0.03243
ABprppppaa	-7.73288	0.16655	1.37342	1.32953	1.42475	1.20153	-0.14682	0.08280	0.03963	0.72516	-0.37290	-0.50382	0.56122	-0.02098	-0.30256	0.95730	-0.33926	0.08049	-0.26971	-0.10125	-0.36135	-0.22200	-0.19429	0.41801	0.43191	-0.35760	0.15365	-0.04454	0.53520	-0.06108	0.63376	-0.10090	0.18984	-0.04714	-0.01719	0.38297	-0.58627	-0.50855
ABprppppap	-7.75119	-0.16213	1.61715	0.21615	1.36045	0.72316	-0.64007	0.71054	-0.31615	0.76530	0.15653	-0.60535	0.45812	-0.61661	0.00964	0.79915	-0.60064	0.35405	-0.04819	-0.20033	-0.65385	0.73804	-0.30085	0.06860	-0.18016	-0.50347	-0.00906	-0.14929	-0.06796	0.34069	0.50767	-0.19506	0.45939	-0.30213	0.17926	0.53930	-0.21009	-0.75169
ABprppppp	-6.70152	0.84999	2.60080	1.41970	1.86582	0.12554	0.11726	0.44498	0.48564	0.67969	-0.66658	-1.12295	0.09245	0.31803	0.28024	-0.33750	-0.52010	0.31032	0.16361	-0.46926	-0.06746	-0.34124	-0.37594	-0.27009	0.28139	-0.69787	0.09685	-0.51933	0.41855	-0.03519	0.03651	-0.56857	-0.31296	0.01793	0.04744	0.46624	-0.29111	0.05071
ABprpppppa	-7.46134	0.02633	1.65204	0.56812	1.68792	0.80885	-0.45955	0.68242	-0.46919	1.02246	-0.30955	-1.06255	-0.28279	-0.20857	-0.05064	0.92460	-0.31513	0.00586	0.02937	-0.58613	-0.17561	0.53386	0.21856	0.13027	-0.02772	-0.09245	0.38246	0.06955	0.47251	-0.01811	0.57266	0.27891	0.20946	0.02648	-0.23320	-0.15592	-0.46269	-0.03883
ABprpppppp	-7.30392	-0.38764	2.39007	0.30911	1.86167	0.27999	-0.66266	1.07464	0.03037	0.75397	0.55523	-0.75649	-0.40848	-0.44455	-0.20774	-0.05013	-0.56269	1.20636	0.11192	-0.26107	0.43626	0.11415	0.38165	-0.38902	0.33094	-0.62483	0.38117	-0.25624	0.81698	-0.12327	-0.22320	-0.46107	-0.21912	0.48148	0.21529	0.41768	-0.05266	-0.25026
C	0.05618	-0.17779	0.13055	0.23168	0.47206	-0.26072	0.04636	0.15157	0.15419	0.00064	-0.31441	-0.19486	-0.00570	0.08632	0.01058	-0.03469	-0.01963	0.34949	0.07041	-0.16768	-0.18676	-0.00230	0.21458	-0.02242	0.47631	-0.43191	-0.10223	0.25951	0.04271	0.27584	0.11581	-0.02294	0.21631	0.01547	0.32356	0.25339	-0.25115	-0.23246
Ca	0.10113	-0.18877	0.15435	0.23839	0.43509	-0.19499	0.02302	0.15088	0.12385	0.06516	-0.22956	-0.17954	0.07146	-0.03768	0.15233	0.00954	-0.02961	0.45669	0.02793	-0.12635	-0.13131	-0.10960	0.09587	-0.17665	0.46424	-0.46937	-0.10658	0.26857	-0.06611	0.30502	-0.08603	0.03444	0.32317	0.05732	0.01313	-0.02256	-0.10605	-0.06570
Caa	-0.25795	-0.12026	0.79306	0.18382	0.51814	0.21484	0.09774	0.25282	0.23750	0.17080	-0.17517	-0.49879	0.26331	-0.08440	0.03243	0.09778	0.14677	0.50520	-0.13795	-0.10646	-0.14961	0.00470	0.07848	-0.21522	0.51236	-0.44711	-0.23861	0.20940	-0.03466	0.41717	-0.13056	0.12071	0.23573	0.01620	-0.02256	-0.06529	-0.03636	-0.09177
Caaa	-1.80097	0.11936	3.25295	-0.21576	0.59484	1.32113	0.19784	0.59104	0.73264	0.31134	0.39927	-0.92620	0.77725	-0.23528	-0.01208	-0.19754	0.63630	0.42726	-0.54186	-0.22092	-0.21200	0.24147	-0.24942	-0.52358	0.87972	-0.06128	-0.57230	0.05662	0.07050	0.67258	-0.27985	0.24110	0.12211	0.05026	0.07315	-0.11904	-0.03140	-0.46918
Caaaa	-5.00012	-1.97433	3.86617	-0.44873	1.15783	-0.42847	0.18275	0.66240	0.62201	0.13387	0.43047	-0.51404	0.86469	-0.30765	-0.47017	0.48189	0.18312	-0.03494	-0.45045	0.27193	-0.06024	-0.38863	0.65843	-0.15767	0.70956	-0.71782	0.17906	0.27214	0.44720	0.44907	-0.00543	-0.28140	-0.28189	0.47903	0.19004	0.02167	0.38360	-0.08434
Caaaaa	-6.42994	-2.49547	2.92256	-0.53021	0.75113	0.15960	0.30383	1.27344	0.33777	0.58961	-0.33097	-0.76949	0.19300	0.05320	-0.10314	0.57236	0.08027	-0.38272	-0.25264	0.34749	0.16807	0.42142	0.83240	-0.61196	0.75558	-0.26929	0.29935	0.27475	0.33415	0.65984	-0.18477	-0.35822	0.41156	-0.45716	0.53556	0.67619	-0.33819	0.04342
Caaaap	-6.24608	-2.50823	2.79451	-0.65736	1.16293	0.26803	0.42345	1.29727	0.23373	0.25731	0.09823	-0.59974	0.21251	0.01022	-0.73274	1.02028	0.42741	0.02112	0.04018	0.58647	0.11673	0.28025	0.79413	-0.58465	0.48242	-0.47253	0.28105	0.03267	0.28810	0.39934	0.27819	-0.55566	0.44803	-0.51303	0.32389	0.19264	-0.12916	0.20251
Caaap	-5.18879	-1.69759	3.42678	0.19634	1.09905	-0.20564	1.15087	1.35455	0.51059	0.04224	0.47055	-0.08701	0.63839	0.08032	-0.92650	0.06521	0.29971	-0.47834	-0.56975	0.22923	-0.83548	0.00841	0.09369	-0.73783	0.51823	-0.46568	-0.07106	0.05626	0.26860	0.52489	-0.17173	-0.21236	-0.16416	0.23984	0.00960	-0.06723	-0.51275	-0.42888
Caaapa	-6.64371	-2.30345	2.79596	0.18099	0.70691	0.31511	0.48215	1.48628	0.25907	0.57046	-0.16628	-0.65236	0.08349	0.23056	0.06866	0.35618	0.06432	-0.45555	0.24144	0.35924	-0.22794	0.36700	0.02425	-0.67478	0.31787	-0.42221	-0.39796	0.16681	0.19078	0.63460	-0.15807	-0.72121	0.35418	0.02462	0.41928	0.38924	-0.32292	0.17535
Caaapp	-6.03574	-2.03323	2.88638	0.85134	0.79049	0.33257	0.81974	1.62529	0.12034	0.34359	-0.30692	-0.97388	0.00325	0.07573	-0.38186	0.36384	-0.24398	-0.53221	0.22892	0.45663	-0.46296	-0.06459	0.49393	-0.16989	-0.11431	-0.54529	-0.49270	0.21288	0.40369	0.65224	-0.12326	-0.40328	0.33102	-0.00428	0.56396	0.03525	-0.24361	0.36698
Caap	-2.56146	0.04413	3.54118	-0.17360	0.79522	1.03916	0.30605	1.77751	0.75722	-0.10796	0.41354	-0.52542	1.12785	-0.28943	-0.25494	-0.25317	0.26418	0.16463	-0.45469	-0.22061	-0.31224	0.25783	-0.21077	-0.49835	0.85825	-0.14123	-0.30670	-0.05213	-0.05961	0.81741	-0.13549	0.21358	0.19135	0.27362	-0.06697	0.38157	-0.07712	-0.05206
Caapa	-6.69870	-1.89380	2.77820	0.50500	1.18008	0.01690	1.19447	1.50832	-0.18976	0.47164	-0.13490	-1.07171	-0.10675	0.35181	0.11487	-0.32785	0.33631	0.15094	0.50867	0.03628	-0.48125	-0.16875	-0.15693	0.42186	0.15347	-0.95679	-0.31731	0.70369	0.12515	0.24139	0.26033	-0.44508	-0.07910	0.08283	0.40914	-0.19523	0.00277	-0.15352
Caapp	-5.59416	-1.83036	3.21062	0.48574	0.83045	-0.22607	0.69015	1.52992	0.40093	0.50571	-0.67697	-0.22633	0.67102	0.25788	-0.42705	0.78237	0.18891	-0.84643	-0.18725	0.20984	-0.87236	-0.19223	-0.45822	-0.19666	0.65182	-0.22363	-0.47879	0.21365	0.39653	0.33995	-0.35453	-0.07713	-0.08897	0.28064	-0.01561	-0.12195	-0.08825	-0.38816
Caappd	-5.39793	-1.93826	2.94405	0.60013	0.95600	-0.18181	0.92476	1.56669	0.28611	0.51806	-0.27631	-0.70069	0.60285	0.44481	-0.63914	0.09142	0.10665	-0.62637	-0.48449	0.36864	-1.08703	-0.41849	-0.38778	-0.49498	0.32194	-0.34957	-0.11269	0.15620	0.40618	0.50653	-0.51401	0.13157	-0.36349	0.16211	0.20538	-0.15749	-0.17972	-0.41547
Caappv	-7.07276	-1.57608	2.04267	0.44711	1.07663	0.74658	1.69691	0.66767	0.49688	0.10727	0.09539	-0.66853	-0.10431	-0.05826	-0.39941	-0.04951	0.04498	0.88981	0.45801	0.21944	0.15768	0.16998	0.53379	-0.44591	0.54695	-0.53815	-0.68804	0.21237	-0.06854	-0.31593	-0.35690	-0.44281	0.16801	0.10616	0.63959	0.61942	-0.00639	0.11223
Cap	-0.57195	-0.09412	1.25962	-0.08137	0.38695	0.32370	0.04425	0.24251	0.47338	0.31653	0.32362	-0.55097	0.47086	-0.09593	0.30442	-0.18444	0.45776	0.56540	-0.50984	-0.13341	0.01157	0.10090	-0.10234	-0.58461	0.52269	-0.39756	-0.40133	0.26940	-0.40580	0.42435	-0.41541	-0.23331	0.17945	0.28228	0.06949	0.06166	-0.19821	-0.26775
Capa	-3.80031	-0.09038	3.67070	0.07279	1.22479	0.04231	0.39308	1.76515	0.69656	-0.43281	-0.34585	-0.36741	1.07493	0.43681	-0.84273	-0.15256	0.26853	-0.25488	-0.36782	-0.11886	-0.56897	0.20710	0.07289	0.17203	0.49290	-0.26195	-0.30601	0.03424	0.51792	0.61901	-0.12937	0.40989	-0.21602	0.28447	-0.08798	0.46159	-0.01140	0.17791
Capaa	-6.49417	-0.74616	2.94027	-0.10036	1.86738	-0.03751	0.89304	1.35897	-0.67771	0.88044	-0.07262	-0.13662	-0.24931	0.37400	-0.38827	0.01148	0.09911	0.90472	0.48148	-0.00774	-0.34373	-0.16579	-0.32378	-0.00353	-0.48712	-0.63894	-0.53309	0.08273	-0.66807	0.15185	0.38627	0.44184	0.20041	0.08314	0.22091	0.11511	0.27812	-0.25282
Capap	-6.86174	-0.58534	2.91642	0.32300	1.97855	-0.20453	0.33474	0.84355	0.03443	0.48739	0.64051	-0.46249	-0.15591	0.21131	-0.14223	-0.05045	-0.05047	1.06088	0.54029	-0.08711	0.08463	0.29819	-0.39710	-0.33237	-0.45893	-0.41677	0.08386	0.39451	-0.34451	0.17677	0.27369	0.16521	0.44337	0.43472	0.11569	0.32735	-0.43126	-0.73856
Capp	-2.85767	-0.07674	3.30542	-0.12332	1.07761	0.66858	0.24474	1.80392	0.87791	-0.42194	0.28576	-0.53073	1.06636	-0.29327	-0.65364	-0.13866	0.30715	-0.06393	-0.48088	-0.19641	-0.38058	0.49992	-0.01573	-0.19151	0.71849	-0.00019	-0.39208	-0.16381	0.27268	0.70521	0.26900	0.37451	0.21394	-0.05592	0.17715	0.73000	-0.18584	0.04017
Cappa	-6.73363	-0.85127	2.84872	0.04480	1.41431	-0.13066	1.09917	1.16173	-0.34783	0.79696	-0.13613	-0.44298	0.11681	0.85676	0.68594	-0.56497	0.29318	0.45321	0.64878	-0.13082	-0.44553	-0.70583	0.03927	0.21940	-0.02201	-0.03820	-0.36250	0.32587	-0.25306	0.16198	0.61228	0.62819	0.31340	0.03486	0.28568	0.55418	0.03797	0.03044
Cappaa	-6.98659	-0.84609	2.35988	-0.15607	1.28290	0.26376	1.12975	1.48083	-0.32670	0.00258	0.74614	-0.39121	-0.08766	0.52254	0.65362	-0.22427	0.29857	1.13069	0.24166	-0.67438	0.10242	-0.24030	0.15923	-0.01471	0.72292	0.53491	-0.17870	0.01956	0.47117	0.18451	0.07981	0.09392	0.12851	0.21999	0.40169	0.38320	-0.17617	-0.29267
Cappap	-6.95262	-0.88015	2.27223	0.42028	1.51028	0.42974	1.18457	1.30549	-0.37940	-0.20051	0.58527	-0.17387	0.24237	0.05025	0.26694	-0.07243	0.60728	1.30511	0.25433	-0.80340	-0.25503	-0.09787	-0.17787	0.26316	0.32905	0.42318	-0.44639	0.01990	0.28468	0.28192	-0.15956	-0.08684	0.03206	0.06609	0.57317	0.47037	-0.30566	-0.34387
Cappp	-6.64756	-1.04586	2.88367	-0.27433	1.70375	-0.12445	0.61424	1.32486	-0.07272	0.80230	0.28772	0.11251	0.04829	0.49675	0.06564	0.10604	0.68364	0.77460	0.72110	-0.13393	-0.16892	0.44788	-0.16796	-0.15276	0.14677	-0.18855	-0.74419	0.47687	-0.52882	0.09427	0.61678	0.15143	0.09834	-0.00429	0.30580	0.28761	-0.16330	-0.01528
Capppa	-6.80248	-0.77093	2.01276	0.47135	1.41062	0.51667	1.31410	1.51383	0.00770	-0.03120	-0.14267	-0.30171	-0.09142	0.72608	0.21480	0.78735	0.55977	1.01568	0.65092	-0.91251	-0.21390	0.20593	-0.06589	0.04891	0.62770	0.12805	-0.47913	0.25409	0.73339	0.37791	0.08098	0.17887	0.06833	-0.40772	0.25555	0.23816	-0.13354	0.44688
Capppp	-7.04433	-1.37871	2.34486	-0.39803	2.05188	0.34190	0.08315	1.11709	0.22131	-0.18046	0.07682	-1.23523	-0.20523	-0.07453	0.59756	0.23635	-0.25185	0.97176	0.04870	-0.42966	0.35410	-0.43341	-0.17887	-0.02197	-0.09773	-0.22684	0.40995	0.08755	0.29900	0.31280	0.54703	0.28458	0.46801	-0.61768	0.65904	0.73024	-0.36859	0.21242
Cp	0.05618	-0.17779	0.13055	0.23168	0.47206	-0.26072	0.04636	0.15157	0.15419	0.00064	-0.31441	-0.19486	-0.00570	0.08632	0.01058	-0.03469	-0.01963	0.34949	0.07041	-0.16768	-0.18676	-0.00230	0.21458	-0.02242	0.47631	-0.43191	-0.10223	0.25951	0.04271	0.27584	0.11581	-0.02294	0.21631	0.01547	0.32356	0.25339	-0.25115	-0.23246
Cpa	-0.29151	-0.08715	0.82124	0.18708	0.52708	0.24111	0.15321	0.27919	0.22950	0.23109	-0.29125	-0.59426	0.23507	0.15277	-0.11665	0.08468	0.14009	0.47255	-0.12242	-0.11486	-0.18151	0.10803	0.23254	-0.02127	0.41154	-0.46653	-0.24522	0.24161	0.06597	0.33897	0.03543	-0.00481	0.15716	0.05479	0.23165	0.24718	-0.27751	-0.17219
Cpaa	-1.74186	0.17742	3.22508	0.07379	0.73561	1.50410	0.26902	0.58376	0.40831	0.40202	-0.25094	-1.03139	0.61612	-0.04280	-0.23813	0.22308	0.20993	0.51620	-0.23302	-0.10072	-0.22915	0.14544	0.12183	-0.09245	0.59786	-0.38561	-0.36454	0.19802	0.21808	0.53149	0.00677	0.39432	0.24783	-0.21193	-0.02298	-0.16371	-0.10667	-0.06386
Cpaaa	-5.52829	-2.11592	3.74532	-0.61443	1.10810	0.04293	0.48030	0.59517	0.35184	0.55368	0.65092	-0.18897	0.50640	-0.51128	-0.13400	0.47559	0.30162	0.12238	-0.16177	0.47099	-0.04800	-0.50957	0.70274	-0.59783	0.06802	-1.06771	0.58513	0.55690	0.16382	0.63066	-0.13285	-0.18733	-0.04783	0.09271	-0.30286	-0.41277	-0.12568	-0.00714
Cpaaaa	-6.97527	-2.44930	2.93686	-0.31815	0.78678	0.29938	-0.14372	0.97713	0.04254	0.63334	-0.58663	-0.43612	-0.17133	-0.08939	0.09235	0.67848	-0.42750	0.02319	-0.17806	0.23851	0.19585	0.39522	0.31149	-0.85020	0.26873	-0.45164	0.42659	0.08816	-0.04474	0.36677	-0.41151	-0.38789	0.34916	-0.32998	0.16963	0.91053	-0.29734	-0.14515
Cpaaap	-7.02785	-2.49890	2.86643	-0.53259	0.60261	0.33853	0.30948	0.50431	-0.02744	0.80412	-0.47919	-0.28696	-0.14726	-0.05819	0.47487	0.54055	-0.14063	0.18743	-0.04290	-0.43626	0.21848	0.41343	0.65942	-0.56276	0.40760	-0.61231	-0.16184	0.66527	0.17147	0.25457	-0.23166	-0.25200	-0.40453	-0.35906	0.48581	0.56268	0.15620	-0.12720
Cpaap	-5.24559	-1.54465	3.87050	0.02964	1.23672	-0.36590	0.84405	0.94002	0.52827	0.20911	0.50563	-0.09254	0.42231	0.34399	-0.89894	-0.16961	0.30955	-0.13796	-0.58210	0.27015	-0.54306	0.01215	0.41274	-0.28781	0.38219	-0.95728	0.09798	0.41758	-0.03308	0.24150	0.43201	-0.17867	0.27080	0.23797	0.02758	0.55667	-0.89525	-0.04057
Cpaapa	-6.88328	-2.36824	2.77495	-0.34050	0.80906	0.28746	0.56428	0.55990	0.35577	0.42643	0.01881	-0.24465	0.00958	0.33438	-0.06484	0.78957	-0.15275	0.66199	0.18774	-0.22618	0.34853	0.71977	0.61545	-0.59318	0.44437	-0.46569	0.31491	0.36081	0.52283	0.28344	-0.27179	-0.36763	-0.05428	-0.06607	0.67543	0.16202	-0.03899	-0.34665
Cpaapp	-6.72876	-2.09417	2.68985	0.42495	0.68009	0.17304	1.22707	1.66993	0.09441	0.46030	0.00324	-0.70663	-0.08953	0.05376	0.04222	-0.19240	0.13603	0.09350	-0.33679	0.12067	-0.23855	0.48749	0.34342	-0.17849	0.43035	-0.38432	-0.08097	0.53199	-0.17462	0.10732	-0.81508	-0.41721	0.07582	-0.30773	0.61334	0.41354	-0.22310	-0.31582
Cpap	-1.89297	0.14261	3.29282	0.02924	0.77600	1.35527	0.29838	0.70366	0.52355	0.20461	-0.14469	-0.95575	0.70258	-0.07062	-0.42051	0.06443	0.33690	0.35515	-0.23553	-0.15495	-0.44403	0.21570	0.00364	-0.00087	0.76116	-0.17313	-0.40554	0.00311	0.55876	0.64989	-0.07969	0.55548	0.23915	-0.07701	-0.29769	-0.19399	-0.13905	-0.06374
Cpapa	-6.08810	-1.82610	3.20914	0.62316	1.00271	-0.04892	0.94955	1.58501	0.12898	0.69848	-0.42373	-0.47100	0.14619	0.37242	-0.16877	0.07331	0.04750	-0.34286	0.07677	0.58847	-0.86135	-0.20708	0.19543	-0.32181	-0.22215	-0.47046	0.12417	0.51148	0.19070	0.33789	-0.44996	0.04057	0.03564	-0.09842	0.31936	0.10601	-0.31776	-0.26029
Cpapaa	-6.98129	-1.89669	2.56393	0.84061	0.69846	0.23124	0.98514	1.07117	0.20814	0.24833	0.14308	-0.84349	-0.13088	-0.13984	0.00746	0.19226	-0.46678	0.22419	-0.06076	0.12882	0.09643	0.75339	0.38532	-0.13099	0.01138	-0.64692	-0.21402	0.04231	0.07244	0.33267	-0.40607	-0.26700	0.74671	-0.23456	0.39474	0.40223	-0.26372	-0.16470
Cpapap	-6.99973	-1.87535	2.42178	0.91129	0.66198	0.35561	1.28653	1.48227	0.00561	0.88730	-0.36318	-0.59943	-0.17905	0.30996	-0.26847	-0.49833	-0.25793	0.22966	0.25861	0.29909	0.18626	0.12087	0.27271	0.25181	0.58163	-0.65453	-0.47092	0.32601	0.18615	0.23196	-0.60462	-0.21287	-0.02119	-0.10219	0.28366	0.52948	-0.10133	-0.14948
Cpapp	-6.13484	-1.74875	3.09103	0.52875	1.02641	-0.06271	1.19274	1.54266	0.02624	0.84508	-0.53982	-0.36696	0.07407	0.31474	-0.10630	-0.35664	0.25068	0.02234	-0.16788	0.07903	-0.73801	0.16797	0.21802	0.18964	0.22132	-0.69745	0.18967	0.75260	0.15005	0.24740	-0.63258	0.17475	-0.19094	0.06887	0.03578	0.55660	-0.40057	-0.53150
Cpappd	-6.64208	-1.69586	2.60881	0.97368	0.83931	0.09781	1.07451	1.52408	0.33034	0.54274	-0.20912	-0.70052	0.11713	0.15042	-0.21061	-0.39437	-0.28688	0.00692	0.44104	0.50530	-0.11254	-0.18913	-0.23580	0.13722	0.44127	-0.53113	-0.28319	0.09865	0.80389	0.38089	-0.38054	-0.29865	0.03251	-0.02224	0.11163	0.00117	-0.30551	-0.47184
Cpappv	-7.05801	-1.89373	2.22192	0.96352	0.89856	0.46457	1.28406	1.28591	0.14398	0.70059	-0.41637	-0.74608	-0.33528	0.19872	-0.37174	-0.31829	-0.30748	0.38226	0.42884	0.02107	0.22280	0.31027	0.43675	0.41612	0.32349	-0.63482	-0.65611	0.34787	0.38879	0.10455	-0.13064	-0.03441	0.06427	-0.20441	0.69539	0.38190	-0.06722	0.00114
Cpp	-0.37728	-0.05701	1.14585	0.16476	0.49020	0.55733	0.17881	0.34258	0.21728	0.45302	-0.17137	-0.80538	0.45531	0.09565	-0.02294	0.17506	0.20909	0.67332	-0.25747	-0.03976	-0.10335	0.01960	0.11253	-0.18289	0.35042	-0.50764	-0.28980	0.23892	-0.00336	0.36085	-0.17709	0.07538	0.25892	0.13433	-0.09414	0.02786	-0.13756	0.00223
Cppa	-4.15439	-0.14386	3.65216	0.18644	1.11291	-0.04581	0.32081	1.64998	0.76013	-0.10506	-0.72819	-0.73761	0.99582	0.44044	-0.39382	-0.37383	0.02694	-0.44947	-0.54118	-0.15611	-0.50892	0.21719	0.03292	0.40921	0.26501	-0.48006	-0.19317	0.37330	0.34190	0.50313	-0.06208	0.53469	0.05678	0.02350	-0.02270	0.86987	-0.17788	0.37595
Cppaa	-6.96105	-1.23310	2.64789	0.11585	1.81974	-0.06189	0.73146	1.25530	0.29956	1.11118	0.25905	-0.41651	-0.11177	-0.19909	0.05574	-0.93284	-0.00419	0.75937	0.37749	0.13041	0.16539	0.10371	-0.60172	0.41195	0.02270	-0.49115	-0.31229	0.50090	-0.40982	-0.13838	0.22990	0.23729	0.05017	0.06163	0.47920	0.44609	-0.45356	-0.30068
Cppap	-7.05984	-1.32058	2.62172	-0.02363	1.93094	0.04112	0.01382	1.33524	-0.00848	0.67502	0.09851	-1.00736	-0.19504	-0.21219	0.11090	-0.85436	-0.14748	0.59182	0.47787	0.05331	0.35014	-0.35485	-0.66811	0.11246	0.23479	-0.55003	-0.25486	0.73959	0.04762	-0.07285	0.24431	-0.46943	-0.32330	0.21731	0.38418	0.56684	-0.70003	-0.51422
Cppp	-2.97131	0.07266	3.62314	0.07582	0.96166	0.66326	0.47295	1.82097	0.55555	-0.20522	-0.21791	-0.36320	0.94756	0.16686	-0.67790	-0.19545	0.10320	-0.16034	-0.19646	-0.18221	-0.55948	0.15151	0.07233	0.13992	0.70293	-0.22970	-0.20077	0.03947	0.42327	0.81880	0.12096	0.23178	-0.02603	0.30704	-0.03325	0.51391	-0.14456	0.09930
Cpppa	-6.84191	-1.60366	2.70597	0.09583	1.35058	-0.07508	0.66290	1.24712	0.30065	0.29533	0.53095	-1.24303	-0.08946	0.23207	0.15943	-0.19733	0.20278	0.40136	0.54792	-0.20353	0.16312	-0.00082	-0.22144	0.07948	-0.02772	-0.39906	-0.05868	0.26929	-0.13959	0.56761	0.15513	-0.18884	0.41519	-0.45156	0.47618	-0.10001	-0.09850	-0.05479
Cpppaa	-7.12184	-1.40574	2.46874	0.02873	0.73482	0.40803	0.80891	1.45607	-0.22915	0.27844	0.76336	-0.50303	-0.51582	0.80496	0.02846	-0.24816	0.08336	1.02118	0.16520	-0.86622	0.30678	0.16749	0.55415	0.04455	0.56187	0.07780	-0.16424	0.30244	-0.03443	0.47368	-0.21904	-0.23265	0.24665	0.21992	0.50500	0.34057	-0.15216	0.16994
Cpppap	-7.31024	-1.44533	2.15954	0.55495	1.20067	0.90118	0.97793	0.95598	0.01741	0.11745	0.43785	-0.07915	-0.05868	0.22114	-0.22575	-0.22358	0.44622	1.27210	0.32829	-0.66100	0.51796	-0.38734	0.28438	0.25328	0.55376	0.07073	-0.34429	-0.02064	0.11765	0.49809	-0.56731	-0.33373	0.00745	-0.00293	0.76189	0.83574	-0.34774	0.27590
Cpppp	-6.70316	-1.35158	2.76257	0.23642	1.43320	-0.05520	0.84851	1.28540	0.22359	0.02599	0.79224	-0.87775	-0.00812	0.53982	-0.21373	-0.02819	0.33110	0.81206	0.67011	-0.12797	0.08793	0.17014	-0.10028	-0.06821	-0.03590	-0.41876	-0.29235	0.14777	-0.26843	0.37828	0.15500	-0.31499	0.36112	-0.21916	0.48778	-0.31681	-0.19384	-0.10469
Cppppa	-7.08126	-1.37587	2.33420	0.43977	0.54187	0.44755	0.85187	1.39453	-0.34948	0.04518	0.81853	-0.21385	-0.04111	0.54276	-0.30518	-0.46055	0.34326	1.18652	0.22113	-1.12070	-0.14972	0.17617	0.22241	0.29911	0.50614	0.40215	-0.42430	0.14832	0.09253	0.65499	-0.29461	-0.27453	0.44262	0.18051	0.60052	0.29836	-0.16465	-0.03419
Cppppp	-7.04998	-1.80764	2.54030	-0.27087	1.43170	0.38271	0.56543	1.34997	-0.50683	0.18429	0.63740	-0.73506	-0.48665	0.10645	0.05208	0.08127	0.02906	1.00046	0.14132	-0.65889	0.46118	0.11540	0.51495	-0.04795	0.66703	-0.27620	-0.02057	0.38405	0.13929	0.52607	-0.19387	-0.16074	-0.33933	-0.03940	0.50255	0.33583	-0.11700	0.00407
D	-0.03225	0.03400	0.27352	-0.01712	0.13440	-0.37724	0.08837	0.08902	0.11566	0.06477	-0.02615	-0.16130	-0.10506	0.07011	-0.10787	0.07606	0.18686	0.07874	0.22854	-0.12435	-0.12189	-0.02984	-0.01733	0.04008	0.25268	-0.28340	-0.02239	0.05412	0.20499	0.18154	-0.03065	-0.05069	-0.00577	-0.10776	0.54446	0.43773	-0.13645	-0.23265
Da	-0.50096	0.16823	1.25799	-0.09747	0.17549	0.37749	0.25327	0.28048	0.20022	0.48778	0.04126	-0.82328	0.29094	0.25241	-0.30887	0.25013	0.45597	0.28215	-0.05161	-0.02194	-0.08550	0.09311	0.00198	0.06504	0.08326	-0.30709	-0.18860	0.01208	0.29853	0.20512	-0.11619	-0.04225	-0.11949	-0.02240	0.53171	0.61718	-0.18792	-0.16538
Daa	-3.97215	0.65946	4.04259	-0.10834	1.06475	0.13404	0.40050	1.31075	0.05541	0.14324	-0.23155	-0.11818	0.40560	0.24432	-0.91302	0.19631	0.55388	-0.40708	-0.24439	0.18616	0.13011	-0.42842	-0.17837	0.27454	-0.04098	-0.51641	-0.04868	0.10019	-0.41765	0.42865	0.10597	-0.12288	0.34848	-0.24598	0.51840	0.21923	0.51899	0.36247
Daaa	-6.59407	-0.11620	2.50258	-0.43648	1.13251	0.79880	0.75377	0.58609	1.33780	0.46514	-0.26413	0.38083	0.17494	0.31289	-0.29660	0.47983	0.69179	-0.03045	0.47936	0.74867	-0.28956	-0.53143	-0.11693	-0.44578	-0.23431	0.65294	0.00255	0.09452	-0.56111	-0.04542	0.30581	-0.62203	-0.73765	0.14514	0.43924	0.16483	-0.26881	-0.34129
Daap	-6.13200	-0.02302	2.89682	-0.39350	1.39654	0.66608	0.36857	1.00609	0.56300	-0.12155	0.13851	0.38992	0.18441	0.61261	0.31225	1.18955	1.11887	-0.33229	0.29194	0.08384	0.04224	-0.38797	-0.12490	0.25208	-0.24792	0.07437	-0.16555	0.28807	-0.11020	0.18264	-0.38229	-0.29069	-0.05401	0.44489	0.73728	0.30809	-0.38395	-0.33035
Dap	-3.47485	0.43221	4.00721	-0.39712	1.01864	0.33532	0.26211	1.17957	0.68923	-0.05186	0.43040	-0.50962	0.77934	0.06014	-0.74225	-0.18154	0.96290	-0.50887	-0.29404	0.05924	0.11190	0.07838	0.04695	0.29640	0.21990	-0.28748	0.02828	0.14176	-0.28468	0.48639	0.36071	-0.28368	0.14784	-0.07569	0.37016	0.57404	-0.26693	0.31604
Dapa	-6.53984	-0.70762	2.86810	-0.33070	0.88861	0.13692	0.52726	1.50833	0.57692	0.35880	0.40341	-0.46565	0.05132	0.37341	0.27191	-0.11425	0.52798	0.00254	0.09349	0.16704	0.05189	-1.64712	-0.40809	0.11628	-0.35997	0.30012	-0.09273	0.19607	0.41034	-0.29949	0.16220	-0.52985	0.13559	-0.16592	0.92684	-0.04607	-0.60976	0.23267
Dapp	-6.35866	-1.50316	3.33735	-0.60787	0.72061	-0.19556	0.36622	1.05483	0.16277	-0.01109	0.29234	-0.93849	0.26943	0.16272	0.51822	0.24450	0.45758	-0.43450	0.29238	0.09952	-0.04442	-1.29538	0.10187	-0.00093	-0.18517	-0.03744	-0.13014	-0.02283	-0.00895	0.04273	0.11302	-0.61913	0.04756	-0.02353	0.78697	0.24469	-0.15958	0.11044
Dp	-0.72008	0.17189	1.45405	-0.17283	0.13004	0.19718	0.24791	0.27017	0.23983	0.50012	0.06827	-0.73637	0.38062	0.44013	-0.23638	0.01094	0.63515	0.17164	-0.14796	-0.01928	-0.12034	-0.04375	-0.07977	-0.01952	0.21208	-0.30153	-0.19885	0.05159	0.15114	0.35907	-0.32037	-0.12098	-0.29294	0.28625	0.42366	0.56783	-0.14632	-0.20989
Dpa	-3.61225	0.03970	4.08774	-0.43164	1.04501	0.22470	0.16065	0.81278	0.48776	-0.13145	0.57648	-0.43926	0.19825	-0.09127	-0.75605	-0.32699	1.20465	-0.51679	-0.28495	0.46792	-0.27136	0.06883	-0.25061	0.46467	0.54161	-0.05904	-0.22256	-0.28532	0.09802	0.31111	0.13026	-0.08258	0.24903	0.25273	0.28394	0.29093	-0.29840	0.00470
Dpp	-3.82952	-0.01613	3.79077	-0.46978	0.99234	0.56648	-0.01529	1.01462	0.82331	0.20077	0.44578	-0.23389	0.12948	-0.37371	-0.73994	-0.61456	1.41935	-0.31539	0.20219	0.92732	0.12020	-0.22510	-0.01662	0.65435	0.47721	0.04065	-0.27724	-0.12963	0.27059	0.29918	-0.14764	-0.14220	0.27449	0.14173	0.33770	0.17799	-0.34606	-0.23769
E	0.05618	-0.17779	0.13055	0.23168	0.47206	-0.26072	0.04636	0.15157	0.15419	0.00064	-0.31441	-0.19486	-0.00570	0.08632	0.01058	-0.03469	-0.01963	0.34949	0.07041	-0.16768	-0.18676	-0.00230	0.21458	-0.02242	0.47631	-0.43191	-0.10223	0.25951	0.04271	0.27584	0.11581	-0.02294	0.21631	0.01547	0.32356	0.25339	-0.25115	-0.23246
EMS	0.05618	-0.17779	0.13055	0.23168	0.47206	-0.26072	0.04636	0.15157	0.15419	0.00064	-0.31441	-0.19486	-0.00570	0.08632	0.01058	-0.03469	-0.01963	0.34949	0.07041	-0.16768	-0.18676	-0.00230	0.21458	-0.02242	0.47631	-0.43191	-0.10223	0.25951	0.04271	0.27584	0.11581	-0.02294	0.21631	0.01547	0.32356	0.25339	-0.25115	-0.23246
Ea	-0.19069	-0.21269	0.34193	0.02073	0.53729	-0.20987	-0.04430	0.09586	0.49023	-0.12117	0.15826	-0.28321	0.10399	-0.26202	0.10753	-0.09384	0.24235	0.35433	-0.27036	-0.20126	-0.03546	0.30198	0.18850	-0.28673	0.48018	-0.35070	-0.31171	0.25888	-0.17559	0.26046	0.11572	-0.22591	0.22933	-0.09898	0.58687	0.43266	-0.39961	-0.27830
Eal	-1.55723	-0.36356	2.76949	-0.78280	1.00785	1.13130	-0.27535	0.30215	0.62630	0.23019	0.45400	-1.30816	0.49721	-0.52968	-0.30233	0.08552	0.68105	0.54181	-0.43200	-0.09140	0.23757	-0.01162	0.20241	-0.17232	1.01843	-0.28109	-0.04102	0.02875	0.35758	0.75460	0.71749	0.38860	0.13529	-0.46662	0.36518	0.42102	0.20011	-0.33523
Eala	-5.62916	-2.57196	3.08119	-2.07268	1.16416	0.92068	-0.80763	-0.01552	0.95190	0.14630	-0.82967	-1.05227	-0.14797	0.85243	-0.45443	-0.47166	0.50321	0.11279	0.24610	-0.31527	-0.63384	0.12696	-0.28414	-0.48821	0.35010	-0.94544	-0.02191	0.63796	0.01135	0.23917	-0.40175	0.49703	0.28113	-0.08744	0.62015	0.51557	-0.53277	-0.09311
Ealaa	-6.72966	-2.03631	2.83431	-2.07542	0.61763	0.65992	-1.02438	-0.02127	-0.02241	0.09512	-0.79480	-0.56214	-0.29108	1.14006	-0.01433	-0.45321	-0.09193	0.04084	-0.71289	-0.26167	0.02918	0.30770	0.22900	-0.15131	0.19715	-0.81314	-0.08204	-0.01995	0.12872	0.47550	0.12528	0.03460	0.50604	-0.43551	0.35292	0.24149	-0.10060	-0.10009
Ealap	-6.25193	-2.50158	3.03109	-1.54237	0.59631	1.09305	-1.64702	0.03783	0.77099	0.21680	-0.84257	-0.29041	0.05592	1.16764	0.08533	-0.74173	0.12702	0.10514	-0.04593	0.05118	0.27929	-0.34319	-0.14214	0.04945	0.37875	-0.37827	-0.44788	0.25254	-0.01627	-0.07434	-0.17715	0.59437	0.03905	0.04198	0.43418	0.34476	-0.45624	-0.23708
Ealp	-5.72566	-2.49390	3.39475	-1.79896	1.30172	0.37002	-1.26349	0.29236	0.49520	-0.12332	-0.68114	-0.74892	0.00975	0.97544	-0.11357	0.38343	0.27489	0.80140	0.11532	-0.33386	-0.06375	-0.01806	0.29446	0.02238	0.47138	-0.47523	-0.55756	-0.14171	-0.06991	-0.08872	-0.01112	0.15669	-0.12553	0.10479	0.43013	0.52231	-0.79479	-0.61080
Ealpa	-6.13112	-2.22080	2.91183	-2.13325	1.02523	0.96656	-1.16506	0.08411	0.13377	0.03714	-0.39840	-0.28164	0.18931	1.60097	-0.07127	-0.52550	0.19894	0.69594	-0.12792	0.07564	-0.08077	0.46938	0.20217	-0.36824	0.29275	-0.20883	0.17156	0.04877	-0.02461	-0.07109	0.21608	0.81760	0.15962	-0.01469	0.47396	0.21944	-0.48269	-0.50094
Ealpp	-6.52201	-2.46567	2.69345	-2.08785	1.19840	0.64318	-0.88324	0.61534	0.18583	0.96544	-0.65451	-0.45126	0.39949	0.93041	0.21722	-0.67596	-0.13005	0.40961	-0.19150	-0.64853	-0.16701	0.21693	0.07466	-0.20982	0.14187	0.08992	0.25570	0.20763	-0.49363	-0.13775	0.42426	0.73043	-0.14772	0.08558	0.35609	0.64699	-0.50879	-0.46862
Ear	-1.63764	-0.34638	2.92120	-0.79198	1.02296	1.24881	-0.24192	0.33215	0.65831	0.24136	0.45315	-1.38200	0.53817	-0.56659	-0.34621	0.12886	0.70476	0.56443	-0.41866	-0.10109	0.18756	0.01861	0.16348	-0.18535	1.02510	-0.26632	-0.08329	0.03528	0.41359	0.74166	0.68672	0.46489	0.10751	-0.50450	0.36776	0.33304	0.24973	-0.34838
Eara	-6.56297	-2.11684	3.18171	-1.88969	0.83441	0.14454	-0.84454	0.33860	0.46311	0.22548	-0.52898	-0.54985	-0.37948	1.01185	-0.66512	-0.24462	0.23008	0.96851	0.38414	0.09805	-0.60880	-0.09681	0.79525	-0.70727	0.85654	-0.15207	-0.09207	0.31704	-0.37924	0.41921	-0.21101	0.28224	0.70437	0.01130	0.78577	0.35747	-0.71785	0.11578
Earaa	-6.78446	-1.87623	2.81949	-2.64261	0.46801	0.40975	-0.91142	-0.13848	0.27394	0.05114	-1.24943	-1.00788	0.04237	0.57041	-0.06808	-0.06508	-0.48468	0.54477	-0.47306	-0.28291	-0.32010	-0.19863	0.53684	0.07233	0.22241	-0.17531	-0.68090	-0.10743	-0.31505	-0.25518	0.03227	0.09304	0.64320	-0.06976	0.24101	0.15627	-0.35007	-0.65497
Earap	-6.21394	-2.53698	2.64782	-2.21160	0.51939	1.11803	-1.24656	0.32192	0.65529	-0.62501	-0.69914	-1.19869	-0.02330	1.11256	-0.22965	-0.25194	0.30338	-0.13541	-0.39919	-0.52776	-0.39482	-0.33652	0.01423	0.24414	0.49725	-0.15485	-0.26508	0.58047	0.31507	-0.02225	-0.21438	-0.04586	0.29723	0.25888	0.09642	0.10190	-0.25681	0.07035
Earp	-5.71650	-2.21986	3.60741	-1.57460	1.17657	0.17343	-1.40801	0.07101	1.12577	0.05241	-0.78648	-0.30737	0.33604	0.45866	-0.53399	0.26583	0.08219	0.72128	0.43441	-0.71428	-0.20533	-0.01219	0.55769	-0.41283	0.56279	-0.52632	-0.16695	0.41706	-0.45613	0.12994	-0.63979	0.25889	-0.01117	0.75390	0.47180	0.50972	0.29732	-0.01657
Earpa	-6.93543	-1.95422	2.45768	-1.98659	0.74108	1.10312	-1.16144	0.43546	-0.10613	-0.48515	-0.94703	-0.36862	0.39340	0.31815	-0.48495	0.15533	-0.41373	0.44862	-0.42191	-0.87105	0.10734	-0.30764	0.13797	0.41217	-0.14965	0.05022	-0.23048	0.62625	-0.00103	-0.28339	0.21260	0.07337	0.98056	-0.35010	0.67966	0.51119	0.30250	-0.14760
Earpp	-6.08867	-2.39439	2.83791	-1.64091	1.24815	1.32243	-1.72337	0.01189	0.31006	-0.39866	-0.85025	-0.30801	0.53367	0.67308	-0.52850	-0.29458	0.18475	0.87031	0.06301	0.18779	0.28977	0.02102	-0.34638	0.35937	0.08567	-0.37034	-0.36112	-0.23850	0.07982	-0.30884	0.00789	-0.03428	-0.29380	0.00586	0.27717	0.63446	-0.86885	-0.56908
Ep	-0.12232	-0.22592	0.22767	0.02818	0.49797	-0.29906	-0.07280	0.08765	0.45983	-0.17186	0.17831	-0.15427	0.05771	-0.27840	0.17588	-0.15942	0.18092	0.33295	-0.20146	-0.23537	-0.05585	0.23609	0.11408	-0.32829	0.53603	-0.29805	-0.27004	0.23140	-0.14249	0.25200	0.08327	-0.17041	0.27226	-0.07410	0.52942	0.36310	-0.34086	-0.34425
Epl	-1.84656	-0.97675	3.12027	-1.09318	1.22626	1.37951	-0.36914	0.22167	0.31729	0.26594	0.44457	-1.32889	0.42364	-0.83282	-0.45079	0.00637	0.44662	0.31859	-0.37414	0.12138	0.13341	0.00084	0.23073	-0.02222	1.27565	-0.39179	0.01811	-0.10256	0.44722	0.57776	0.61914	0.33213	0.06944	-0.05654	0.61735	0.19096	0.13765	-0.59495
Epla	-5.96749	-2.81405	3.17512	-1.39576	0.41521	0.66024	-1.69778	0.01026	0.09139	-0.11035	-0.50451	-0.68477	0.44401	0.97363	-0.18331	0.21102	0.39576	1.11516	0.29286	-0.53791	-0.35596	-0.47764	0.00746	-0.20683	0.61600	-0.31304	-0.52384	-0.11915	-0.12038	0.22564	-0.38978	-0.24757	0.17192	-0.02100	0.49669	0.05801	-0.49841	-0.58080
Eplaa	-6.60813	-2.60555	2.80699	-1.28970	0.47221	1.38832	-1.71711	-0.23208	-0.25447	-0.05338	-0.61086	-0.69840	0.28942	0.69147	0.20859	-0.59994	-0.06931	0.37164	0.14220	-0.30981	-0.21267	-0.08833	-0.69619	-0.28142	-0.23548	-0.62849	-0.19594	-0.05324	-0.07815	0.55382	0.15158	-0.30282	0.26127	0.08773	0.21319	0.16586	-0.45004	-0.00732
Eplap	-6.02851	-2.75328	2.97360	-1.37185	0.78423	1.30653	-1.76871	-0.06904	-0.00446	-0.80161	-0.69491	-0.40463	0.46066	0.80462	-0.29823	0.14494	0.50037	0.60792	0.04933	-0.20992	-0.16271	0.01597	-0.19745	-0.07321	0.17221	-0.54154	-0.48508	-0.03576	-0.18609	0.19181	-0.50694	-0.06912	-0.28178	-0.08525	0.26268	0.01019	-0.24697	-0.35350
Eplp	-5.87370	-2.90550	3.28928	-1.17616	0.72460	0.63956	-1.66184	0.12699	0.06183	-0.20559	-0.61432	-0.43074	0.44416	0.43344	-0.30937	0.65957	0.40772	0.84686	0.07076	-0.23747	-0.29013	-0.45506	-0.06803	-0.15599	0.55858	-0.50900	-0.46278	-0.25259	-0.29144	0.47758	-0.91670	-0.40335	-0.17946	-0.13495	0.08067	0.27843	-0.48182	-0.48714
Epr	-1.51889	-0.77708	2.63479	-1.01029	1.14052	1.19659	-0.36431	0.20657	0.40489	0.40426	0.51278	-1.42347	0.48481	-0.58117	-0.39572	0.05333	0.65396	0.48399	-0.46728	0.03587	0.34245	-0.10477	0.24242	-0.02285	1.08329	-0.28458	0.00899	-0.18960	0.36608	0.68581	0.65534	0.32590	0.18395	-0.02781	0.40013	0.47306	0.16793	-0.53058
Epra	-6.59346	-2.69417	2.96743	-1.45966	0.43424	0.74551	-1.40913	0.05750	-0.37443	-0.03595	-0.83337	-0.48464	0.22472	0.79995	0.32666	-0.63930	0.46186	0.61042	-0.02532	-0.53939	-0.40626	-0.20587	-0.27400	-0.00706	0.63893	-0.88565	-0.21113	0.56960	0.04841	0.49755	-0.39758	-0.21613	-0.09480	-0.37206	0.49443	0.46114	-0.26909	-0.06189
Epraa	-6.64247	-2.69362	2.68889	-1.33471	0.37926	1.13576	-1.45562	-0.05627	0.06963	-0.33760	-0.73800	-0.72837	0.44212	0.90648	0.16553	-0.62306	0.17389	0.46179	-0.23836	-0.33957	-0.29122	0.05404	-0.50421	0.09726	0.34962	-0.56766	0.35245	0.25067	0.17168	0.43922	-0.34944	-0.22803	0.21817	-0.26279	0.43714	-0.19517	-0.36799	-0.25969
Eprap	-6.36505	-2.95603	2.87054	-1.05858	0.69565	0.92620	-1.50007	-0.04680	0.45173	-0.20270	-0.88948	-0.86216	0.37145	0.25155	0.02093	0.24123	0.28873	0.35719	-0.26534	-0.55877	-0.30380	-0.20927	-0.35384	0.43458	0.21691	-0.31866	-0.22327	-0.06375	-0.21747	0.37803	-0.56519	-0.44813	-0.17919	-0.04589	0.34145	-0.24916	-0.36413	-0.50484
Eprp	-6.48236	-2.87492	2.95986	-0.99163	0.71903	0.73631	-1.14968	0.17227	0.43052	-0.41112	-0.98831	-0.49347	0.78311	0.24169	-0.00429	0.24324	0.33640	0.16687	-0.13087	-0.67066	0.18314	-0.04652	-0.21328	0.32603	0.21757	-1.26301	0.04447	0.42076	0.17940	0.57032	-0.65569	-0.54227	0.05015	0.09915	0.54677	0.22664	-0.04979	-0.77731
MS	0.05618	-0.17779	0.13055	0.23168	0.47206	-0.26072	0.04636	0.15157	0.15419	0.00064	-0.31441	-0.19486	-0.00570	0.08632	0.01058	-0.03469	-0.01963	0.34949	0.07041	-0.16768	-0.18676	-0.00230	0.21458	-0.02242	0.47631	-0.43191	-0.10223	0.25951	0.04271	0.27584	0.11581	-0.02294	0.21631	0.01547	0.32356	0.25339	-0.25115	-0.23246
MSa	0.05642	0.02831	0.15680	0.00071	0.11783	-0.41710	0.08312	0.07701	0.08282	0.08375	-0.06742	-0.12597	-0.14167	0.10330	-0.11072	0.07371	0.12809	0.09308	0.25564	-0.11482	-0.10795	-0.04035	0.02529	0.08997	0.23800	-0.31881	-0.00494	0.08926	0.21343	0.16405	0.01311	-0.09106	0.02640	-0.10465	0.52834	0.44234	-0.19100	-0.21148
MSaa	-0.36102	0.23544	0.73854	-0.35027	0.09736	0.11923	0.42633	0.00970	0.37791	0.23292	-0.11037	-0.83559	0.06084	0.07076	-0.58680	0.18797	0.24246	0.25913	0.26012	-0.05569	-0.35677	0.04476	0.02296	-0.00863	0.14303	-0.19960	-0.11117	0.33695	0.07812	-0.07106	-0.17798	-0.22527	0.00411	-0.00294	0.44209	0.80670	-0.04160	-0.04646
MSaaa	-1.74354	0.55314	3.06798	-0.44252	0.27116	1.39011	0.69153	0.30672	0.57480	0.39686	-0.04466	-1.23604	0.21418	-0.10516	-0.80054	0.25959	0.27871	0.27023	0.35910	-0.14465	-0.50499	0.23026	-0.06356	0.08583	0.39151	0.05513	-0.27188	0.22862	0.56754	-0.01472	0.07405	0.16746	-0.04550	-0.35922	0.64531	0.52996	0.07938	-0.38552
MSaaaa	-3.52405	1.28578	4.11829	-0.61877	-0.00777	0.87906	0.61921	0.25852	0.27329	0.00490	-0.51308	-0.65785	-0.10948	0.14389	-0.41580	-0.29538	0.03144	0.22126	0.47527	-0.09121	-0.57969	-0.13274	0.58283	-0.01230	0.43953	-0.27914	-0.11877	0.23352	-0.05781	0.15144	0.14442	-0.31951	0.48831	0.17872	0.42200	-0.01012	-0.55362	0.01543
MSaaaaa	-6.81001	0.84739	2.66160	-0.96965	-0.08151	-0.56251	1.33457	-0.04941	0.36433	0.29273	-1.34201	-1.02294	0.57397	0.53020	0.10609	0.90043	-0.06446	0.27702	-0.00429	-0.95457	0.03733	-0.18256	-0.08741	0.28686	0.31069	-0.34431	0.02676	-0.32939	0.06317	-0.10677	-0.16651	-0.00122	0.23481	-0.27934	0.03743	0.02092	-0.43988	-0.53458
MSaaaaaa	-8.04081	1.15202	1.71825	-0.71867	-0.06302	0.08214	0.58930	0.79439	0.12595	0.54438	-0.14343	-0.77546	0.05237	-0.23071	0.03587	0.63995	-0.28237	0.62336	-0.13590	-0.51738	0.15653	-0.76183	-0.47227	-0.40846	1.14780	-0.51137	-0.46722	0.44183	0.08909	0.32876	0.16402	0.25756	-0.04920	0.05748	0.55566	0.81049	-0.45515	-0.02796
MSaaaaap	-7.80925	0.77755	1.85238	-0.78608	-0.43049	0.46951	1.16010	0.64679	-0.35015	-0.22608	-0.25072	-0.54517	0.11844	0.17637	0.20512	0.19863	0.18998	0.14586	-0.47591	-0.80647	-0.10919	0.23564	-0.60920	-0.22656	0.53546	-0.58186	-0.32401	0.27103	-0.11373	0.07218	0.01747	0.18999	0.15436	0.01867	0.35241	0.25307	-0.30384	0.71289
MSaaaap	-6.90561	0.98523	2.59124	-0.90330	0.27994	-0.43545	1.35610	-0.07256	0.34717	0.01731	-0.02423	-0.87587	0.46104	0.44288	-0.17423	0.28252	0.04760	0.72392	-0.21735	-1.00069	-0.24005	-0.13216	0.42221	-0.52152	0.24622	-0.72253	0.37771	-0.76749	-0.08972	-0.44714	-0.26185	-0.18819	0.01390	-0.60635	0.29590	-0.10757	-0.51943	-0.60997
MSaaaapa	-7.43804	0.93537	1.95002	-1.10207	-0.33059	0.11247	1.42311	-0.19967	0.14701	0.11589	-0.20592	-0.95313	0.67729	0.33253	0.35203	0.34197	0.27952	-0.02505	0.07503	-0.68528	-0.09889	0.32954	-0.33934	-0.04282	0.82254	-1.22884	-0.29577	0.27230	-0.31848	0.67895	-0.11094	0.07164	-0.01599	-0.25685	0.42836	0.20863	-0.25606	0.01033
MSaaaapp	-7.54936	0.79376	1.73364	-1.18456	0.08426	0.69266	0.94924	-0.60590	0.37072	0.28641	-0.18066	-0.63780	0.50871	0.30674	-0.13264	0.14597	-0.23347	-0.09913	-0.62649	-0.56397	0.59132	-0.10710	-0.17037	-0.02555	0.54575	-0.43447	-0.14145	0.11109	0.58529	0.45708	0.01587	0.00149	0.20803	-0.39490	0.26797	-0.17228	-0.33296	0.60849
MSaaap	-3.88215	0.84608	4.04568	-1.10250	0.70179	0.44756	0.60020	0.03489	0.98163	-0.14532	0.07202	-0.48972	0.54883	-0.40412	-0.59129	-0.12254	0.32509	0.08125	0.32608	-0.55378	-0.10869	-0.07108	0.30868	-0.02092	-0.19315	-0.73092	-0.22861	0.56205	-0.28822	0.02907	0.14993	-0.36293	0.11139	0.10671	0.45058	-0.15269	-0.31230	0.13904
MSaaapa	-6.50161	1.31798	2.83743	-1.00754	0.42799	-0.60781	0.60638	-0.42927	0.89878	0.89503	-0.45154	-0.54125	1.06358	-0.08498	0.32954	0.65273	0.09758	-0.02396	-0.56967	-0.75178	-0.61177	0.15329	0.47388	0.18221	0.62369	-0.37495	-0.00192	-0.20617	0.00068	-0.22209	-0.35845	-0.04677	0.38970	-0.01040	0.80806	-0.00847	-0.01263	-0.04019
MSaaapaa	-7.31660	1.04809	1.94965	-1.35948	0.25547	0.31340	1.38455	-0.37190	-0.25573	0.25102	-0.38574	-0.67986	0.78595	0.40348	0.47380	-0.07655	-0.08503	-0.08154	-0.46384	-0.53673	-0.05313	0.66307	-0.32282	0.08596	0.45895	-0.38015	-0.44774	0.21575	-0.06166	0.12007	0.18818	-0.04445	-0.10322	-0.36808	0.24232	0.03212	-0.24685	0.13534
MSaaapap	-7.22329	1.16827	1.98346	-1.64967	0.19550	0.33296	0.97481	0.24791	0.30241	0.14149	-0.33405	-0.49224	0.48713	0.22129	0.72541	0.75625	0.38795	0.21462	-0.39891	-0.61542	-0.19611	0.03154	0.21042	0.83740	0.41901	-0.44071	-0.34308	0.78254	0.01231	0.23429	-0.60041	-0.05962	0.17809	-0.22679	0.44066	0.33996	-0.24965	-0.36542
MSaaapp	-7.64542	0.04695	2.00548	-2.19301	0.79395	0.05400	0.79135	-0.17928	-0.36935	0.94352	-0.02024	-0.97752	0.02039	-0.20625	0.46627	0.43998	0.34564	0.46675	-0.06421	-0.74801	0.18885	-0.44681	0.22960	0.50316	0.72290	-0.28030	0.12043	0.16537	0.24771	0.53564	0.23935	0.00127	0.32410	-0.05404	0.34161	0.14353	-0.13609	0.07975
MSaap	-1.63201	0.58229	2.83708	-0.47427	0.30699	1.48709	0.70460	0.11645	0.63801	0.49428	-0.04787	-1.45476	0.14861	0.04200	-0.75257	0.26623	0.39162	0.45372	0.42584	-0.36495	-0.47476	0.24952	-0.05857	0.08624	0.18788	0.00450	-0.36528	0.26985	0.48056	-0.04568	0.36133	0.15711	-0.10054	-0.19547	0.98302	0.40917	0.21749	-0.42633
MSaapa	-3.32010	1.19960	3.95245	-1.00823	0.30344	0.89228	0.37972	-0.20403	0.94295	-0.11978	0.02480	-0.57411	-0.12810	-0.48881	-0.42180	-0.25314	0.24125	0.15876	0.13696	-0.52382	-0.70501	0.50232	0.19859	-0.02215	0.40967	-0.35010	-0.54704	-0.02872	0.31046	0.51351	-0.22766	-0.22553	-0.28404	0.19443	0.36040	-0.05116	-0.70704	-0.32850
MSaapaa	-6.34526	1.04007	3.20246	-1.42165	0.88892	-0.82829	0.64223	-0.50224	0.38934	0.27057	-0.29410	-0.61785	0.68694	0.04150	-0.35547	0.68507	0.30881	0.44597	-0.24072	-0.52013	0.26893	-0.19831	0.42811	0.05003	0.54145	-0.23066	-0.14144	0.09216	0.33209	-0.15198	0.01152	-1.01807	0.52303	0.73847	0.21449	-0.08417	0.02450	-0.53545
MSaapaaa	-8.00898	0.94822	1.59687	-1.10976	0.81002	0.62527	0.66753	0.22319	-0.61218	0.80743	-0.02685	-0.29734	-0.16110	-0.18519	-0.27126	0.22577	0.22643	0.55276	-0.04113	-0.10908	0.50469	-0.32035	0.39111	-0.32741	0.76295	0.46354	-0.42679	0.17912	0.22979	0.00248	0.06901	-0.31907	-0.02274	0.51316	0.20687	0.06164	-0.32832	-0.16423
MSaapaap	-7.45332	0.07859	2.01238	-2.32255	0.53137	0.51452	0.97401	-0.37684	-0.67130	0.54415	-0.57088	-0.63798	0.48844	-0.35295	0.58017	-0.03865	0.05433	-0.15587	-0.36508	0.00939	0.14248	0.46312	0.47006	0.11082	0.53846	-0.26372	0.47010	0.27105	0.26868	-0.03214	-0.14901	-0.11645	-0.29591	-0.04271	0.33203	0.05014	-0.09477	-0.25987
MSaapap	-7.58106	0.47498	2.12696	-1.75332	1.06446	-0.19402	0.54667	-0.77984	0.25221	1.48430	-0.10182	-0.77502	0.34174	-0.28108	-0.06540	0.01903	0.15839	0.19589	0.38822	0.03611	0.47257	-0.51703	0.10243	-0.13872	0.53180	-0.34945	0.19757	0.16512	0.44723	0.60994	0.27368	0.27929	0.48194	0.23853	0.27810	0.24003	-0.26300	-0.47784
MSaapapa	-7.68268	0.82442	1.75039	-1.89153	1.18564	0.47124	0.40241	-0.39128	-0.16348	1.37289	0.14245	-0.45258	0.12458	-0.31512	0.01434	-0.31666	0.72255	0.05953	0.04979	-0.54565	0.30028	-0.56790	0.24175	0.13454	0.82567	-1.00053	0.19328	0.49789	0.78750	0.09431	0.05372	0.35701	0.33339	0.20460	0.17351	0.42545	-0.03852	-0.14745
MSaapapp	-7.57815	-0.00100	1.87616	-2.06815	1.38731	0.70425	0.97900	0.21969	-0.55770	0.26088	-0.37413	-0.77820	-0.29836	-0.45630	0.21586	0.01101	0.67461	-0.06070	-0.28756	-0.20306	0.42948	0.13378	-0.00314	0.48066	0.34368	-0.51673	0.25243	0.07848	0.17155	0.20440	0.16895	-0.49885	0.15700	0.11806	0.00222	0.13604	0.06449	0.09994
MSaapp	-4.06668	1.14816	3.92601	-0.94574	0.47096	0.24816	0.36865	-0.39347	1.00315	-0.25194	-0.08395	-0.44023	-0.05160	-0.36593	-0.52423	-0.22160	0.29960	0.12196	-0.10873	-0.50397	-0.62299	0.55577	0.29908	0.17934	0.14980	-0.43258	-0.60328	0.02617	0.46173	0.39394	-0.34390	-0.24960	-0.34005	0.27335	0.08706	0.11566	-0.57622	-0.13409
MSaappa	-7.61784	0.30222	2.05323	-2.24157	1.12590	0.14816	0.72803	0.01080	-0.73467	0.60341	-0.33809	-1.05482	0.08957	-0.32483	0.40167	-0.11081	0.40777	0.17713	0.22753	0.05920	0.38552	0.12754	-0.15060	0.28082	0.67175	-0.65672	0.40863	-0.07825	-0.10432	0.51441	0.39241	-0.16374	0.49085	-0.01278	0.16481	0.62410	-0.09096	-0.02227
MSaappp	-7.40780	0.49388	2.24687	-1.32215	1.54890	0.17623	0.78368	0.21928	-0.24160	0.92971	-0.37680	-0.18266	0.03950	-0.53719	0.12264	0.01368	0.72948	-0.06411	0.02299	0.10782	-0.79053	0.35497	-0.37350	0.13592	0.18662	-1.14756	0.36116	0.18192	-0.55322	-0.49990	-0.43285	0.04810	0.30899	-0.06711	0.71653	0.36143	-0.29954	-0.10190
MSap	-0.21514	0.11064	0.73182	-0.04576	0.14197	0.04763	0.20111	0.18452	0.12493	0.39979	-0.04032	-0.60259	0.12880	0.27434	-0.24917	0.22726	0.32163	0.25358	0.05114	-0.01979	-0.05882	0.05348	0.08698	0.13076	0.01302	-0.38678	-0.11081	0.10114	0.22453	0.12027	-0.04761	-0.15892	-0.05474	-0.02081	0.56788	0.65211	-0.29599	-0.06861
MSapa	-1.84842	0.63510	3.18925	-0.45779	0.34082	1.61688	0.69678	0.15812	0.62733	0.41089	-0.13658	-1.30628	0.03914	-0.02574	-0.76304	0.26479	0.24945	0.39048	0.52437	-0.41958	-0.51921	0.29169	-0.03933	0.18098	0.24583	-0.04573	-0.35352	0.29591	0.50010	0.01414	0.40713	0.17223	-0.07053	-0.28557	0.89038	0.24518	0.13108	-0.40390
MSapaa	-4.42094	1.53583	4.03642	-0.58206	0.51109	0.42157	0.82531	-0.29189	0.36497	-0.24741	-0.54858	-0.21387	0.61201	0.20003	-0.17143	-0.09520	-0.19889	-0.17977	0.46266	-0.65338	-0.26608	-0.61882	0.87310	-0.27502	0.04963	-0.32244	0.03262	0.63670	0.49398	0.29241	0.07400	-0.34404	0.06273	0.68773	0.22095	0.52906	-0.41587	0.02849
MSapaaa	-7.43470	0.64142	2.42463	-0.47275	-0.22381	-0.45650	0.88985	0.18255	0.62850	0.19859	-0.43348	-1.00886	0.31822	0.22650	0.44106	0.34671	-0.18654	0.81027	0.26631	-0.88239	-0.13076	0.02124	-0.60057	-0.95334	0.11673	-0.36128	-0.14897	0.18287	0.41787	0.31269	0.46454	-0.16862	-0.26419	0.07344	0.03960	0.49052	-0.66537	-0.25647
MSapaap	-7.71045	0.77139	2.01720	-1.07885	0.33618	-0.09276	0.83250	0.26035	-0.14292	0.48683	0.29569	-1.05594	0.20019	-0.14856	0.73309	0.25632	-0.65643	0.67327	0.16066	-0.42355	-0.39824	-0.44245	0.18356	-0.32134	0.18437	-0.46492	-0.53893	0.58331	0.06321	0.76568	-0.22991	0.21195	-0.27196	-0.24427	0.51362	0.80641	0.07616	-0.50247
MSapap	-4.62013	1.44166	3.95131	-0.76813	0.82390	0.32175	0.88745	-0.40575	0.88507	-0.36217	-0.20452	-0.04815	0.33893	-0.20566	0.04463	0.00981	-0.02323	0.06426	0.10824	-0.57517	-0.17056	0.27123	0.73947	0.05772	0.07176	-0.59464	-0.06560	0.08610	0.01815	0.36563	-0.09557	-0.27885	-0.29020	0.27185	0.34738	0.72321	-0.55488	0.27894
MSapapa	-7.20080	0.76093	2.47563	-1.21947	0.56511	-0.44227	1.08444	-0.08741	0.59961	0.27964	0.57232	-0.37815	0.51132	0.47604	-0.07021	0.54427	-0.03902	0.84152	-0.10674	0.27156	-0.80585	-0.34606	0.44890	-0.28062	-0.17473	-0.74434	0.25183	0.64298	0.12230	0.39935	-0.04405	0.28546	0.30170	0.03426	0.49016	0.44806	-0.15942	-1.10394
MSapapaa	-7.72272	0.98036	1.58440	-0.68724	-0.64871	0.95928	0.82003	0.28809	0.49468	0.05999	-0.62644	-0.33221	0.31109	0.68833	-0.18575	0.52578	-0.83218	0.24034	-0.10507	-0.30635	0.06415	-0.33792	-0.62696	0.29710	0.27678	-0.74445	-0.22624	0.06157	0.28056	0.12247	-0.07262	0.61418	0.05490	0.22303	0.47648	0.10797	-0.20557	0.38403
MSapapap	-7.62106	1.46367	1.73860	-0.70076	0.11256	0.73285	0.72146	0.08847	0.41740	-0.38213	0.51969	-0.22178	0.30895	0.51513	-0.32843	0.09374	-0.76552	0.93278	-0.64435	0.01522	0.05305	-0.56641	-0.27439	-0.35329	0.02248	-0.52536	-0.43925	0.47631	0.46631	0.35052	0.20522	0.04595	-0.51353	0.18944	0.39724	0.23406	-0.16093	-0.27765
MSapapp	-7.32967	0.94532	2.13941	-1.10377	0.33024	-0.18806	1.03815	-0.11111	0.79568	0.92955	0.29259	-0.47645	0.88071	0.46160	0.43555	0.57634	-0.55815	0.24977	-0.08572	-0.59772	-1.10884	0.12927	-0.21253	-0.09635	0.46298	-0.98459	-0.20321	-0.25884	-0.02955	0.26849	0.11188	0.34414	0.35765	-0.26228	0.49542	0.47131	-0.31543	-0.22468
MSapp	-2.04598	0.64152	3.38226	-0.47222	0.37764	1.58154	0.68610	0.18976	0.67844	0.26414	-0.11955	-1.21775	0.01976	-0.08314	-0.79499	0.19981	0.26909	0.26625	0.56717	-0.45807	-0.59669	0.31715	-0.08409	0.17778	0.32573	0.03291	-0.33887	0.23628	0.56123	0.04343	0.38753	0.24129	-0.08579	-0.29368	0.86601	0.25770	0.10252	-0.41686
MSappa	-5.08608	0.41289	3.80785	-0.93417	0.87515	-0.22198	0.74586	-0.21336	1.10762	0.03062	-0.14577	-0.70283	0.53645	-0.64937	-0.30286	-0.31968	0.24328	-0.24047	-0.02640	-0.51371	0.06095	0.05142	0.07702	0.90877	-0.16778	-0.87396	0.19406	0.71491	-0.01181	-0.17175	-0.16973	-0.33610	0.23770	0.52076	0.46383	-0.17071	-0.32566	-0.11682
MSappaa	-7.35257	1.36712	2.02535	-1.36577	0.84833	0.21782	0.89312	0.03148	0.68623	0.44081	0.13904	-0.10081	0.57930	0.67090	-0.23848	0.08098	0.47941	0.52274	0.51024	0.65445	0.07925	0.02561	-0.12956	0.22752	0.49675	-0.82269	-0.06896	0.08172	-0.39851	0.65525	0.13131	0.12418	0.71568	-0.19875	0.51997	0.14773	-0.31071	-0.20181
MSappap	-7.67685	0.45653	2.14225	-1.40987	1.07936	0.21195	0.61771	0.61046	0.66781	0.90115	0.40061	0.16232	-0.26064	0.07972	-0.31588	0.53090	-0.15981	1.21742	0.42163	0.15627	0.07037	-0.74102	-0.42739	0.07426	0.14955	-0.40032	0.08921	-0.30825	0.05543	0.43385	0.19490	-0.05845	0.85359	0.44652	0.19479	0.53852	-0.25713	-0.12641
MSappp	-5.04245	0.84024	3.90185	-0.70736	0.81967	-0.18798	0.46521	-0.55729	1.36948	-0.21033	-0.08422	-0.28861	0.16581	-0.20934	-0.71952	-0.42509	0.43228	0.53928	-0.03850	0.06897	0.27082	-0.02219	0.11196	0.66072	0.11379	-0.88175	-0.28308	0.52709	0.20100	-0.22349	-0.25978	-0.26091	-0.02935	0.00742	0.18770	-0.06535	-0.45971	0.21762
MSapppa	-7.28315	1.28218	2.09425	-1.26968	0.37210	0.05029	0.92747	-0.09737	0.11150	-0.18492	0.33916	-0.59875	0.89322	0.79681	0.04636	0.74032	-0.57284	0.55608	0.09007	-0.16180	-0.29776	0.33421	-0.37807	-0.47924	0.51554	-0.95195	-0.39417	0.36621	0.40663	0.57134	0.03832	-0.14648	0.13166	0.07953	0.46835	0.49040	-0.36024	-0.41219
MSapppp	-7.63729	-0.16068	2.05779	-0.60500	0.33989	0.29073	0.73199	0.15524	1.29217	0.56219	-0.20346	-0.68537	0.44252	0.21564	0.70394	0.23374	-0.66574	0.91593	0.71126	-0.34294	0.05422	-0.27219	0.18579	-0.35674	0.54132	-0.54448	-0.43457	0.27223	0.30931	0.91444	-0.16707	-0.29233	0.16916	-0.50876	-0.11622	0.30317	-0.35125	0.08892
MSp	0.05642	0.02831	0.15680	0.00071	0.11783	-0.41710	0.08312	0.07701	0.08282	0.08375	-0.06742	-0.12597	-0.14167	0.10330	-0.11072	0.07371	0.12809	0.09308	0.25564	-0.11482	-0.10795	-0.04035	0.02529	0.08997	0.23800	-0.31881	-0.00494	0.08926	0.21343	0.16405	0.01311	-0.09106	0.02640	-0.10465	0.52834	0.44234	-0.19100	-0.21148
MSpa	-0.20733	0.08786	0.63559	-0.04594	0.15962	-0.07876	0.17745	0.15280	0.16264	0.26397	-0.02504	-0.48943	0.06155	0.17869	-0.24386	0.19224	0.32158	0.16435	0.10613	-0.05963	-0.10666	0.06718	0.03943	0.09571	0.09189	-0.31737	-0.11678	0.07403	0.22738	0.13333	-0.05849	-0.11828	-0.09783	-0.10192	0.64262	0.62805	-0.22437	-0.15433
MSpaa	-1.57933	0.52290	3.03199	-0.49248	0.24585	1.52460	0.64119	0.41010	0.59468	0.43863	-0.03211	-1.38457	0.36631	-0.10468	-0.89027	0.28582	0.35269	0.27611	0.24088	-0.16905	-0.57801	0.24682	-0.17727	0.03645	0.51283	0.07022	-0.30543	0.13469	0.56444	0.18659	-0.04303	0.23913	-0.07479	-0.35169	0.44445	0.42821	0.23315	-0.47342
MSpaaa	-3.39195	1.13345	4.04520	-0.75276	0.08454	0.98428	1.05271	-0.01153	0.34055	-0.11575	-0.40762	-0.46221	0.27896	0.31587	0.07611	-0.27888	-0.04483	0.24571	0.52587	-0.00706	-0.61799	-0.44484	0.56421	-0.12347	0.66562	-0.04639	-0.02717	0.18406	0.38160	0.20442	-0.06235	0.12269	0.39600	0.00008	0.34416	0.54144	-0.59179	0.16348
MSpaaaa	-6.93223	1.28965	2.49895	-1.44237	0.63215	-0.22282	0.66899	-0.01255	0.28977	0.23145	-0.23038	-0.16979	0.80532	0.45244	0.14970	0.29215	0.04218	0.82595	0.03839	-0.07415	-0.44917	0.67852	0.09736	-0.60827	0.06128	-0.47557	0.27109	0.48742	0.66617	0.21693	-0.55384	0.17661	0.28820	0.29130	0.79713	0.42807	-0.03136	-0.22849
MSpaaaaa	-8.10516	0.25336	1.63738	-1.06096	-0.69868	0.68391	0.53272	0.39163	0.40306	0.48463	-0.69803	-0.58779	-0.45449	-0.28017	0.36184	0.02084	-0.08617	0.81030	-0.19317	0.53651	-0.28173	-0.07281	-0.07403	-0.19806	0.78231	-0.35358	-0.54512	-0.29380	-0.48152	0.31331	0.36523	0.20554	-0.33701	0.00841	0.57248	0.67590	-0.22397	0.07413
MSpaaaap	-7.23453	1.29315	2.02237	-0.99313	-0.20276	0.20825	1.00159	0.27122	-0.27711	0.03896	-1.02800	-1.17497	0.02190	0.40629	0.57477	0.51453	0.67692	0.22037	0.46642	0.11291	-0.36619	0.19522	-0.06706	0.81119	0.74061	-0.78768	-0.61448	0.00834	-0.30121	0.41319	-0.16869	0.37061	0.38147	-0.07334	0.11892	0.47791	-0.22854	-0.39373
MSpaaap	-6.77954	0.95130	2.68732	-1.15861	0.63899	-0.47763	1.24879	-0.01312	0.46982	0.11596	-0.20386	-0.78466	0.41706	0.41649	0.21590	0.06608	-0.03441	1.09061	-0.05333	-0.39208	-0.13972	0.16537	0.64286	-0.19460	-0.16906	0.00886	0.26222	-0.34737	0.20641	0.13598	-0.63335	-0.59253	0.16495	-0.34402	0.58944	-0.13306	0.06187	-0.38738
MSpaaapa	-7.97274	0.21249	1.78801	-0.80771	-0.79240	0.27031	1.30667	0.26715	0.30164	0.37224	-0.16413	-0.50626	0.40766	-0.01056	0.66113	0.56242	0.05161	0.25757	0.14594	-0.34679	-0.53136	0.26014	0.02995	-0.31222	0.11744	-0.65449	-0.55423	0.30986	-0.15553	0.34771	0.07313	0.06534	-0.05142	-0.06413	0.19311	0.24756	0.05215	-0.27796
MSpaaapp	-7.58098	-0.03502	2.12981	-1.68741	-0.41572	0.04212	0.81299	-0.07046	0.30675	0.26588	-0.48847	-0.90485	0.47622	-0.17101	0.40258	0.66047	-0.11906	0.27588	-0.09275	-0.55217	-0.01959	0.11682	0.32959	-0.49942	0.15159	-0.24203	0.60438	-0.17361	0.22128	0.33105	-0.04268	0.30167	-0.01136	-0.45883	0.21381	0.18180	-0.33976	0.06694
MSpaap	-4.51791	1.45260	3.89587	-1.08845	0.40860	0.21650	0.78262	-0.82254	0.97880	-0.44492	0.16211	-0.37613	-0.02231	-0.02383	0.22181	-0.56998	0.27742	0.66214	0.11242	-0.49761	-0.38417	0.07748	0.22876	0.53087	0.73669	-0.49343	0.16983	0.02885	0.48910	0.14288	0.10906	-0.22959	0.45283	0.36009	0.13073	0.27737	-0.53793	-0.14040
MSpaapa	-6.49069	1.09135	2.94857	-1.36275	0.51346	-0.56252	0.99717	-0.17570	1.06976	0.50554	-0.80646	-0.00871	0.51404	0.32996	0.11817	0.41800	0.51412	1.09226	-0.21300	-0.57586	-0.16854	0.41029	0.64236	-0.07480	-0.09761	0.00470	0.01963	-0.24181	0.04561	0.31707	-0.16473	-0.25353	0.27775	0.16079	0.22568	0.30874	0.15841	-0.48198
MSpaapaa	-7.66736	0.89145	1.50000	-1.38516	0.02856	0.87389	1.18525	-0.03566	0.14403	0.21506	0.05642	-0.55531	0.37351	0.44255	0.56548	0.25610	0.31088	-0.07671	-0.27878	-0.62897	-0.27570	0.28746	0.09646	0.39035	0.21770	-0.47365	-0.33226	0.62423	0.03323	0.70286	-0.26376	-0.17152	0.12718	-0.19373	0.20151	-0.02831	-0.10657	0.19555
MSpaapap	-7.29373	0.37147	2.19663	-1.85700	0.47074	0.46869	0.68159	-0.22377	-0.73449	-0.10962	-0.53117	-1.19284	-0.21934	-0.07069	0.60200	-0.44905	0.12233	0.19454	-0.76641	0.42810	-0.11412	0.21719	0.55580	0.12995	0.59711	-0.13501	0.39789	0.08707	-0.10191	0.19407	-0.33934	0.14212	-0.20746	-0.82243	0.45048	0.42342	-0.22932	-0.18293
MSpaapp	-8.46497	-0.65446	1.59981	-1.72462	-0.13362	0.75592	-0.29927	0.70685	0.46300	0.68944	-0.34558	-0.62328	-0.47360	-0.12695	-0.13140	0.00914	0.30327	0.67804	0.10841	-0.51658	-0.20652	-1.13233	0.27291	-0.06401	1.21124	-1.42557	0.06828	-0.43412	-0.41607	0.31610	0.07419	0.00543	0.05328	0.28475	0.93898	0.70072	-0.10764	0.19340
MSpap	-1.56342	0.51897	2.99943	-0.49114	0.24622	1.50227	0.63939	0.40359	0.60180	0.41801	-0.03699	-1.36622	0.34775	-0.11906	-0.90495	0.27994	0.34383	0.25805	0.26199	-0.17573	-0.59096	0.25411	-0.18031	0.04606	0.53050	0.08812	-0.30878	0.13406	0.58420	0.18112	-0.02837	0.24377	-0.08715	-0.38339	0.47673	0.44209	0.24031	-0.50402
MSpapa	-3.21423	0.83133	3.85902	-1.17928	0.74017	0.98728	0.79176	-0.26394	1.03230	-0.46296	0.16718	-0.68516	0.13582	-0.13962	-0.18203	-0.44207	0.73860	0.28908	0.45036	-0.31750	-0.66640	-0.21262	0.01486	-0.01358	0.58076	-0.18047	-0.38979	0.07121	0.26469	0.13912	0.27605	0.10987	0.24304	0.05071	0.72317	0.36603	-0.60052	-0.14684
MSpapaa	-6.26091	0.74752	3.11746	-1.58012	0.90526	-0.13554	0.78636	-0.79045	0.56094	0.34030	-0.17322	-0.19655	0.01902	0.44394	0.17598	-0.33459	0.90698	0.84331	0.37808	0.17878	-0.31589	0.67659	0.25188	0.13058	0.08424	-0.42687	0.42783	0.00262	0.55288	-0.05052	-0.18970	-0.20454	0.66000	0.35336	-0.05321	0.08522	-0.23522	0.02794
MSpapaaa	-7.19751	0.85655	2.05840	-1.52641	0.63551	0.47415	1.65362	-0.39091	-0.34094	0.34652	0.10132	-0.15518	0.31199	0.14358	0.09571	-0.64904	0.43688	0.56342	-0.28622	-0.01216	-0.18159	0.50798	0.46803	0.08023	-0.13968	-0.34002	-0.07747	-0.05783	-0.21687	0.35455	0.18759	0.31637	-0.43524	0.54666	0.17894	-0.01283	0.02358	-0.47201
MSpapaap	-7.31450	-0.44721	2.40742	-1.94461	0.66810	0.04688	1.09433	-0.30770	0.01640	0.49904	-0.20246	-1.04350	0.02201	-0.36523	0.57691	-0.57984	0.28268	0.51226	-0.25693	-0.12205	0.04272	-0.31891	0.80337	0.29922	0.09911	0.01944	0.83463	0.10808	0.01948	0.02127	0.47766	-0.43331	-0.81505	-0.11466	-0.24003	0.05137	-0.10985	-0.39524
MSpapap	-6.71899	0.17457	2.80559	-1.50279	1.36128	0.00960	0.93306	-0.42365	-0.35024	-0.08765	0.11251	-0.68097	-0.27772	-0.25139	0.07469	-0.05216	1.14916	0.54924	0.16495	0.77183	-0.25220	0.35080	0.54729	0.84555	0.61901	-0.61617	0.17164	0.23480	-0.39570	-0.21891	-0.59191	0.29037	-0.32033	0.28859	0.23165	0.44943	-0.48560	-0.39686
MSpapapa	-7.82010	-0.23661	1.67438	-1.61116	0.89419	0.99036	0.65210	-0.04626	0.10553	0.13929	-0.27215	-0.43466	0.46998	-0.06231	0.13631	-0.33834	0.42483	0.65348	0.06206	1.11836	0.38510	0.11198	0.90155	0.15451	1.31827	-0.77568	0.27020	0.35187	-0.09683	0.44872	1.11170	-0.39845	-0.39487	0.38231	-0.27259	0.14726	-0.04437	-0.46359
MSpapapp	-7.17994	0.16406	2.34016	-1.86334	1.40707	0.47470	0.52220	-0.41158	-0.78067	-0.48416	-0.28559	-1.14425	-0.70521	-0.34206	-0.08971	-0.24695	0.80536	0.61939	-0.32309	0.44117	0.47547	-0.04247	0.48914	0.23750	0.38703	-0.55054	-0.25353	-0.21490	-0.04068	0.30764	0.28232	-0.48149	-0.48352	0.32368	-0.29097	0.62965	0.22798	-0.85536
MSpapp	-4.96033	1.15245	3.64291	-0.83795	1.14609	-0.16175	0.76922	-0.77170	1.20260	-0.79172	0.00014	-0.45900	0.02182	-0.31465	-0.21774	-0.01661	0.53413	0.52436	-0.07441	-0.27995	-0.39783	0.39155	0.18251	0.71682	0.28593	-0.60751	-0.04784	-0.08579	0.59142	0.09379	-0.00764	0.16703	0.15939	-0.01331	0.03436	0.37913	-0.39322	0.32922
MSpappa	-7.48835	0.04434	2.13525	-1.03609	1.87854	-0.05407	0.80061	-0.30848	-0.73439	0.52837	-0.27567	-1.72113	-0.53754	-0.88960	0.18307	-0.23127	0.23448	0.61241	-0.24030	0.35024	-0.45491	-0.10516	0.08774	-0.02405	0.60916	-0.68440	-0.27371	0.21414	-0.29979	0.34930	0.12136	-0.11668	0.28241	0.36976	0.16220	0.38009	-0.50716	-0.51750
MSpappp	-7.31660	-0.36272	2.47157	-2.00550	1.72848	-0.15594	1.12170	0.34592	-0.25272	0.86150	-0.02888	-0.30586	-0.17154	-0.44124	-0.13000	0.36535	0.25325	0.94617	0.43033	-0.00364	-0.13090	0.27384	-0.18515	-0.07423	0.33773	-0.75807	0.24204	-0.44235	-0.15627	0.34587	0.16663	-0.12603	0.13323	0.36978	0.13264	0.88632	-0.17998	-0.11265
MSpp	-0.35868	0.13427	0.97677	-0.07644	0.15706	0.19625	0.22711	0.22409	0.16774	0.44454	0.01480	-0.72881	0.22089	0.26532	-0.27150	0.24264	0.40272	0.27526	-0.00027	-0.01930	-0.06701	0.07022	0.04216	0.08250	0.02250	-0.33847	-0.14226	0.05956	0.25438	0.12470	-0.07371	-0.09577	-0.08145	-0.03903	0.60253	0.66532	-0.23614	-0.11817
MSppa	-1.77729	0.48522	3.16250	-0.67258	0.27957	1.47683	0.51462	0.34011	0.87649	0.20508	0.39215	-1.21270	0.32025	-0.50075	-0.71954	0.15211	0.43870	0.21745	0.06774	-0.25723	-0.46353	0.48380	-0.24131	-0.20293	0.60537	0.17518	-0.44663	0.14517	0.39611	0.15163	-0.00874	0.06836	0.00729	-0.50939	0.66383	0.47688	0.07943	-0.57908
MSppaa	-4.73116	1.30934	3.90304	-0.80272	0.39966	0.34639	1.16371	-0.41391	0.85925	-0.38536	-0.06768	-0.15875	0.62347	0.06222	0.31190	-0.40611	-0.21987	0.43180	0.19652	-0.75419	0.09525	0.12069	0.68088	0.14894	0.38706	-0.41183	0.36895	0.35057	0.17367	0.10173	-0.03730	-0.30182	0.36886	0.38512	0.50713	0.52845	-0.54917	-0.05167
MSppaaa	-7.09208	0.91365	2.33980	-0.62066	0.13576	-0.26757	1.57545	0.23532	-0.30705	0.10316	-0.70022	-0.93199	0.66533	0.75142	-0.38071	0.76596	0.08431	0.54012	0.50715	-0.31793	-0.07247	-0.03370	-0.07312	-0.34738	0.70286	-0.31880	0.04549	-0.37660	-0.26342	0.02430	0.36651	0.22201	0.53171	-0.03180	0.57433	-0.14466	-0.55812	-0.06413
MSppaaaa	-7.67683	1.48174	1.67561	-0.52461	0.04638	0.54246	0.97702	0.15827	0.24067	-0.39224	0.04016	-0.78740	0.46451	0.30314	-0.40044	-0.10720	0.19333	0.16852	0.07990	0.67602	0.39134	0.02247	0.44445	-0.48125	0.09556	-0.62022	-0.10788	0.06258	0.00930	0.29998	0.09905	0.03649	0.20470	0.12481	0.27567	0.20098	-0.34536	-1.02679
MSppaaap	-7.39106	1.33060	1.83481	-0.77639	0.34896	0.63108	0.90929	-0.09616	0.59264	-0.15628	0.14923	-0.45169	0.89325	0.82858	-0.12150	0.14469	-0.19537	0.21042	0.24103	0.53582	0.23184	0.44717	-0.04244	0.05688	0.77495	-0.23038	-0.12863	-0.08237	-0.18955	0.20516	0.28957	-0.26606	-0.12373	-0.23313	0.12586	0.04431	-0.72739	0.07451
MSppaap	-7.77396	1.09505	1.79941	-0.86701	0.66509	-0.04871	0.67533	0.24409	0.55375	0.82801	0.03970	-1.03928	0.43868	0.24359	0.33854	-0.04447	0.45758	0.29351	0.70595	0.19348	-0.06786	-0.30471	0.03492	0.23925	0.85784	-0.26710	-0.36296	0.72207	-0.24785	0.45047	0.27173	-0.37812	0.06434	-0.27746	0.17431	0.49752	-0.69882	-0.22956
MSppap	-4.34923	1.19810	3.96552	-0.82846	0.33628	0.49916	1.10634	-0.51397	0.86955	-0.45913	-0.01507	-0.35695	0.15794	0.15820	0.30462	-0.57455	0.03815	0.50851	0.15942	-0.46672	-0.25864	0.16300	0.55546	0.26488	0.63834	-0.17039	0.12074	0.29960	0.40011	0.14751	0.02691	-0.25740	0.50107	0.26048	0.61098	0.61907	-0.73534	0.00365
MSppapa	-6.87403	0.36964	2.66059	-0.85279	0.64231	-0.22238	1.40055	-0.12446	1.25090	0.22282	0.80404	-0.33834	0.76576	0.79178	-0.13883	-0.17607	-0.42778	1.13191	0.59059	-0.01118	-0.02823	-0.65956	-0.13848	0.09484	0.20808	-0.60665	-0.14686	0.11837	-0.07013	0.10030	0.26599	0.23044	0.09466	-0.23618	0.22254	0.37718	-0.46574	-0.25402
MSppapp	-7.37099	0.41567	2.04912	-1.27519	0.21679	0.29694	0.87780	0.10063	1.02143	0.15236	0.22630	-0.62419	1.01489	0.42962	0.56717	-0.04707	-0.10236	0.46327	0.88827	0.34528	0.04347	-0.21502	-0.38686	0.35153	0.21600	-0.85624	-0.27060	0.72157	0.32540	0.14339	0.22976	0.09215	0.42989	-0.42335	0.46196	0.31483	-0.50570	0.08587
MSppp	-1.68745	0.53904	3.18211	-0.48692	0.27024	1.55503	0.63903	0.41604	0.60369	0.35860	-0.05929	-1.28863	0.29346	-0.16922	-0.88198	0.27921	0.29692	0.21965	0.31251	-0.19907	-0.60838	0.25591	-0.18343	0.05305	0.56033	0.07673	-0.29628	0.13813	0.57287	0.19296	-0.01996	0.25621	-0.08083	-0.42294	0.47409	0.36255	0.22369	-0.48847
MSpppa	-4.09383	0.75633	4.02787	-0.78961	0.40305	0.25050	0.53568	-0.34752	0.94742	-0.13598	0.42044	-0.70032	0.04065	0.40361	-0.28972	-0.64957	0.34181	0.53370	0.10452	-0.45949	-0.05903	0.38483	0.09379	0.71673	0.56027	-0.32459	0.25009	0.77071	0.15758	-0.20250	0.53900	-0.27917	0.60802	0.10851	0.43908	0.49890	-0.21479	-0.05134
MSpppaa	-7.48455	0.58563	2.26799	-1.62218	0.99803	0.21502	0.66811	-0.01127	-0.14700	0.39863	0.31466	-0.17301	0.29716	0.36504	-0.00297	0.35602	0.28876	0.33914	0.58449	0.73592	-0.23461	0.13862	-0.05984	0.08601	0.49262	-0.81185	0.28450	0.09622	-0.48605	0.64322	0.00690	0.03868	0.71304	0.37963	0.73102	0.05900	-0.03858	-0.32888
MSpppap	-7.18727	0.19478	2.03992	-2.00564	1.22126	0.23493	0.57928	0.50295	0.13184	-0.19753	0.47714	-0.84388	0.41310	0.50174	-0.29079	0.59559	-0.21940	0.49450	0.32082	-0.07854	-0.09236	-0.08182	0.06348	0.06718	0.93865	-1.18561	0.28830	-0.81327	0.47356	0.26018	0.78573	-0.29536	0.69624	-0.56273	0.30124	0.76089	0.07957	-0.06074
MSpppp	-5.12362	0.58546	3.94696	-0.54802	1.00216	-0.27779	0.58941	-0.24962	1.04828	-0.37580	0.16421	-0.36019	0.47137	0.16961	-0.36354	-0.02644	0.27200	0.38304	0.10734	-0.52815	0.31345	0.39658	0.07943	0.67024	0.09118	-0.77432	0.47531	0.87290	-0.24829	-0.29486	-0.03013	-0.14956	-0.00602	0.09262	0.30450	0.22128	0.11595	-0.10347
MSppppa	-7.51433	0.71092	2.25286	-1.05365	0.57286	0.07364	1.00001	0.64478	0.32599	-0.27315	0.51128	-0.53703	0.09046	0.62491	0.18458	0.14264	-0.35457	0.96566	0.25249	0.17835	-0.34999	-0.30822	0.03697	0.01569	-0.36629	-0.19177	-0.22701	-0.32768	-0.54762	0.33030	0.25559	-0.42288	0.38057	-0.30931	0.09025	0.13501	0.06631	-0.37065
MSppppp	-7.41998	0.23642	2.18475	-0.83442	-0.09051	0.54354	0.84101	-0.02240	0.50983	-0.51935	0.68954	-0.63040	0.27537	0.87522	0.28972	0.21226	-0.51975	0.72987	0.67140	-0.10937	-0.24012	0.25335	0.40376	-0.14776	0.04812	-0.81366	-0.16353	0.15122	-0.09870	0.92151	-0.75748	0.04786	-0.11551	-0.09333	0.59827	0.52058	-0.19556	0.19714
P2	0.07209	-0.18172	0.09799	0.23301	0.47243	-0.28305	0.04456	0.14506	0.16131	-0.01998	-0.31929	-0.17651	-0.02427	0.07193	-0.00409	-0.04057	-0.02849	0.33143	0.09152	-0.17436	-0.19970	0.00499	0.21154	-0.01280	0.49398	-0.41401	-0.10558	0.25888	0.06247	0.27037	0.13047	-0.01830	0.20395	-0.01624	0.35584	0.26726	-0.24399	-0.26306
P3	0.05618	-0.17779	0.13055	0.23168	0.47206	-0.26072	0.04636	0.15157	0.15419	0.00064	-0.31441	-0.19486	-0.00570	0.08632	0.01058	-0.03469	-0.01963	0.34949	0.07041	-0.16768	-0.18676	-0.00230	0.21458	-0.02242	0.47631	-0.43191	-0.10223	0.25951	0.04271	0.27584	0.11581	-0.02294	0.21631	0.01547	0.32356	0.25339	-0.25115	-0.23246
P4	-0.17796	0.08660	0.58887	-0.08988	0.00276	-0.32608	0.12306	0.11607	0.08185	0.25935	0.01184	-0.17269	-0.01364	0.31769	-0.00084	-0.11170	0.31997	0.06922	0.16355	-0.11535	-0.11669	-0.17089	-0.13713	-0.05274	0.30806	-0.30514	-0.00013	0.09259	0.04035	0.25849	-0.24855	-0.19174	-0.16682	0.16764	0.50989	0.44300	-0.11058	-0.39036
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AB vs other			MS vs other			C vs other			D vs other			E vs other			Mirror symmetry at 16-cell stage	
																
sdz-38	0.2988337		tbx-35	0.42288232		nob-1	0.45289347		ama-1	0.20840096		end-1	0.37066367		tbx-37	0.4008146
tlp-1	0.29016748		irx-1	0.26758122		cwn-1	0.22062719		irx-1	0.17514509		nob-1	0.3600018		pax-3	0.26932377
hlh-26	0.2529598		ama-1	0.23538472		C25D7.10	0.19120342		lsy-27	0.16753596		dve-1	0.2393751		ref-2	0.25548548
hlh-3	0.25216395		ref-2	0.23487492		tbx-9	0.19056632		cwn-1	0.14309698		pgp-2	0.2265119		tbx-9	0.2376371
pax-3	0.2033705		ceh-36	0.22834048		rad-26	0.18002923		T23G5.6	0.13122642		dpy-31	0.22282572		ama-1	0.2032125
elt-1	0.18416996		dsl-1	0.17779452		C50F7.5	0.15380827		ceh-21	0.099604845		F17C11.1	0.17921157		rad-26	0.13886686
cep-1.b	0.18291914		egl-5	0.17121239		egl-5	0.13687994		B0336.3	0.08896084		T28H10.3	0.17523573		Y106G6H.4	0.13841285
tbx-37	0.16129975		rad-26	0.109024204		nhr-79	0.13215292		D1081.8	0.084141605		mel-28	0.17115475		tbx-35	0.13093808
dpl-1	0.16054147		cwn-1	0.090548486		lsy-27	0.109865		nfyb-1	0.080803916		ceh-27	0.16563195		nhr-69	0.102729544
Y106G6H.4	0.15862072		nhr-49	0.07095268		nhr-57	0.1087734		tps-2	0.075975746		elt-7	0.15292887		lin-32	0.09157416
isw-1	0.13401017		lin-1	0.07064044		F21A10.2	0.10481815		ceh-41	0.07510981		ama-1	0.13898563		ceh-27	0.091481365
pes-1	0.13223234		F21D5.9	0.070031844		nhr-171	0.10472687		nhr-69	0.0709557		ceh-36	0.12494353		cwn-1	0.08666693
dyf-7	0.12143521		tbx-9	0.06933154		vab-7	0.082524516		pax-3	0.06581058		lin-32	0.12207708		tbx-38	0.0681396
nhr-67	0.11987938		nhr-69	0.06347201		F23F12.9	0.070058756		dyf-7	0.061078753		pax-3	0.11751148		nhr-68	0.06586088
ceh-32	0.11038916		D1081.8	0.062614895		ref-2	0.06862343		end-3	0.06036277		tps-2	0.11580787		nfyb-1	0.06581354
F23F12.9	0.108037956		mml-1	0.05148264		mir-57	0.06059649		lin-32	0.057449434		B0336.3	0.10850723		pes-1	0.062596776
C05D10.1	0.09275376		F16B12.6	0.050567992		hlh-16	0.056802344		nhr-171	0.05730955		hlh-3	0.09360114		nhr-79	0.06240681
hlh-16	0.08169288		dmd-4	0.04821031		nhr-49	0.0528308		tbx-38	0.056815762		F16B12.6	0.08125694		sma-9	0.059089184
lsy-27	0.076225944		F09G2.9	0.04781661		T23G5.6	0.052641463		vab-7	0.054210402		mml-1	0.08083374		elt-1	0.050812
ceh-43	0.05588974		tps-2	0.043719474		dve-1	0.04497713		nhr-57	0.052245162		egl-27.b	0.07092749		dmd-4	0.04807004
B0336.3	0.048982654		lin-32	0.041417316		end-1	0.044771124		sma-9	0.04943329		F09G2.9	0.06402986		lin-1	0.046875138
F28C6.1	0.043755036		T22C8.3	0.037035495		pbrm-1	0.041109756		ztf-12	0.044110823		pgp-3	0.06311546		hmg-1.2	0.039605133
lin-32	0.040450815		egl-27.b	0.036506083		ceh-21	0.035011318		pbrm-1	0.04097482		lsy-27	0.061328765		ceh-32	0.03780297
pgp-3	0.039160077		nfyb-1	0.035965897		sea-1	0.034737024		pgp-3	0.040508326		ceh-32	0.05647472		dpl-1	0.035561826
hmg-11	0.037238512		mir-57	0.035529263		hnd-1	0.033830695		ref-1	0.03983971		end-3	0.055041593		irx-1	0.033947352
his-72	0.036276374		end-3	0.035124525		hsp-3	0.031848356		end-1	0.036438968		F21D5.9	0.052823674		mml-1	0.03166584
ZK185.1	0.03574334		Y106G6H.4	0.033309694		tlp-1	0.030167682		F21D5.9	0.034519166		nhr-57	0.052094046		skr-8	0.030408405
F58D2.1	0.035634708		pes-1	0.03209967		C05D10.1	0.028177671		nhr-79	0.031706125		ges-1	0.05196484		ceh-43	0.02646223
glp-1	0.035042174		C08B11.3	0.02907255		eef-1A.1	0.028104104		ceh-27	0.029319016		tbx-37	0.051419333		isw-1	0.020327738
sdz-28	0.033833046		skr-8	0.028963754		sma-9	0.026638664		K02G10.1	0.027814938		ceh-43	0.051408686		elt-6	0.015482218
tbx-11	0.030711014		elt-7	0.026871173		hmg-1.2	0.026306335		B0310.2	0.02594956		nhr-49	0.05070353		mir-61	0.014169335
B0310.2	0.03012854		ceh-27	0.026838204		elt-7	0.024151506		lin-26	0.023807352		F23F12.9	0.044593956		B0310.2	0.013508496
dve-1	0.026964126		nhr-68	0.026475541		ceh-41	0.015001494		C05D10.1	0.020771623		egl-5	0.038899723		pgp-3	0.0105082095
ceh-26	0.026735887		dve-1	0.026268715		ceh-26	0.013974839		eef-1A.1	0.020221218		skr-8	0.037521586		T22C8.3	0.008894461
sdc-2	0.026210343		moe-3	0.02540402		F16B12.6	0.012118678		R144.3	0.015912566		nhr-68	0.03403408		end-3	0.008343695
hnd-1	0.023357958		F58D2.1	0.023068257		F09G2.9	0.011513974		F28C6.1	0.015260017		moe-3	0.031240761		T23G5.6	0.0075042374
K02G10.1	0.017925516		ztf-12	0.021701347		isw-1	0.011383851		rad-26	0.010349232		C08B11.3	0.027848274		egl-27.b	0.007180878
sea-1	0.016553013		ref-1	0.02154705		egl-27.b	0.01016774		elt-6	0.008058286		lin-26	0.027425244		F09G2.9	0.006859349
mnm-2	0.012266537		C50F7.5	0.020287013		lin-26	0.007759998		ceh-36	0.0074510225		mnm-2	0.026361404		moe-3	0.0062926086
med-2	0.0108476635		C25D7.10	0.012704028		F47H4.1	0.007628591		sdc-2	0.0057716705		dsl-1	0.019788736		sdc-2	0.0049627107
mir-61	0.010310549		elt-6	0.008999391		K02G10.1	0.0068365484		mnm-2	0.005490236		hlh-16	0.019124344		vab-7	0.0027415957
ref-1	0.008234545		nhr-57	0.0073783514		moe-3	0.006264199		lin-1	0.0010016607		hsp-3	0.018199222		end-1	0.0008259817
nfyb-1	0.0033551191		ceh-32	0.0063678366		elt-6	0.004007086		tbx-11	-0.0016551139		R144.3	0.012789213		F28C6.1	0.00042061709
F47H4.1	0.0019226824		ges-1	0.0059081996		mir-61	0.0029509573		mml-1	-0.004563766		med-2	0.0071077244		tbx-11	-0.0011181855
nhr-79	0.0010995995		ceh-43	0.0042153704		dmd-4	0.0018980899		elt-7	-0.005439915		cep-1.b	0.005176797		F16B12.6	-0.0018447548
mir-57	-0.0007972211		F47H4.1	0.0031083773		dsl-1	0.0003716436		tlp-1	-0.0057949987		hmg-1.2	0.0001853733		C25D7.10	-0.0025700994
tbx-38	-0.0009926832		hmg-1.2	0.0024061194		end-3	-0.001864232		Y106G6H.4	-0.007331838		Y106G6H.4	-0.010527496		elt-7	-0.0030780847
lin-26	-0.0011393572		med-2	-0.003625936		ztf-12	-0.0042026946		skr-8	-0.0084478045		mir-61	-0.01202223		med-2	-0.003097339
C25D7.10	-0.0019281044		end-1	-0.003821517		hmg-11	-0.004409676		dpy-31	-0.008646765		ceh-41	-0.015299666		F23F12.9	-0.0033113891
vab-7	-0.0050030462		hsp-3	-0.0058239815		tbx-35	-0.0069859084		med-2	-0.008899631		dpl-1	-0.017107723		sdz-28	-0.004975354
dmd-4	-0.005715234		R144.3	-0.0061118235		C08B11.3	-0.007176349		mir-61	-0.014462116		elt-6	-0.017273517		ZK185.1	-0.0059643923
ges-1	-0.007389003		mir-61	-0.0070182225		mnm-2	-0.008373652		F58D2.1	-0.016449671		pbrm-1	-0.01739542		ges-1	-0.00695974
F21A10.2	-0.0077295136		isw-1	-0.008826804		ceh-43	-0.0086456		sdz-28	-0.017636715		sma-9	-0.017891422		C08B11.3	-0.0071879574
T22C8.3	-0.008635887		B0310.2	-0.009621345		nfyb-1	-0.009394956		nhr-67	-0.018657524		ref-2	-0.018777581		hsp-3	-0.009498147
ceh-27	-0.009268918		pgp-2	-0.010496332		mml-1	-0.009922075		ZK185.1	-0.019062076		T22C8.3	-0.019924624		his-72	-0.010186683
eef-1A.1	-0.016242195		sdc-2	-0.01238859		R144.3	-0.012136121		hmg-1.2	-0.021987619		glp-1	-0.02053267		mir-57	-0.012151129
ceh-21	-0.016376697		sma-9	-0.012746144		nhr-67	-0.015094647		dmd-4	-0.021997325		lin-1	-0.023461219		tps-2	-0.0130472975
F21D5.9	-0.018213648		pbrm-1	-0.017355677		med-2	-0.017387068		hsp-3	-0.023615759		ceh-21	-0.023607709		lsy-27	-0.014684104
nob-1	-0.02139665		dpl-1	-0.017404845		his-72	-0.01950519		ceh-26	-0.023770833		K02G10.1	-0.023975885		ceh-21	-0.01608716
T28H10.3	-0.02725375		mnm-2	-0.022112478		sdz-28	-0.022855936		mir-57	-0.024885058		vab-7	-0.027290897		D1081.8	-0.016213464
nhr-171	-0.027723502		tbx-11	-0.023043245		nhr-68	-0.023293179		pgp-2	-0.025363557		D1081.8	-0.029627353		egl-5	-0.017692257
ceh-41	-0.029387927		eef-1A.1	-0.026540186		ZK185.1	-0.024457991		egl-27.b	-0.025856378		F21A10.2	-0.031501025		F58D2.1	-0.01839775
elt-7	-0.03192107		ZK185.1	-0.026644522		tbx-11	-0.028692054		F09G2.9	-0.027753469		ceh-26	-0.035300203		ref-1	-0.020641947
R144.3	-0.03245139		ceh-41	-0.026761465		elt-1	-0.02904173		nhr-68	-0.028230546		nhr-171	-0.037861288		nhr-57	-0.021031247
F17C11.1	-0.036476247		sdz-28	-0.02715587		glp-1	-0.03005346		his-72	-0.028250955		dmd-4	-0.039120983		ceh-26	-0.021761367
skr-8	-0.03668178		his-72	-0.029958026		skr-8	-0.030864947		mel-28	-0.03464066		hnd-1	-0.040221345		hmg-11	-0.022258215
pbrm-1	-0.036796216		F28C6.1	-0.031701848		hlh-3	-0.0321659		F16B12.6	-0.038478352		eef-1A.1	-0.040602867		C50F7.5	-0.02532962
T23G5.6	-0.039954532		ceh-26	-0.035335355		sdc-2	-0.032318696		hmg-11	-0.03853381		C25D7.10	-0.04274069		dyf-7	-0.026434302
elt-6	-0.040764723		hmg-11	-0.04015865		pgp-2	-0.035839625		pes-1	-0.040332664		T23G5.6	-0.043242145		dpy-31	-0.028010448
hsp-3	-0.041948546		dyf-7	-0.040358365		F28C6.1	-0.036386862		T28H10.3	-0.04050388		sea-1	-0.043464657		glp-1	-0.030445646
C08B11.3	-0.043689482		T23G5.6	-0.040475767		lin-32	-0.037569083		moe-3	-0.04069974		F58D2.1	-0.044247597		pbrm-1	-0.031016653
nhr-69	-0.044005617		sea-1	-0.040797357		ges-1	-0.03861805		egl-5	-0.045773316		rad-26	-0.045117576		dve-1	-0.0348446
dpy-31	-0.04692191		lin-26	-0.04339116		D1081.8	-0.040655654		F17C11.1	-0.046684332		dyf-7	-0.047691632		F21D5.9	-0.035017543
mel-28	-0.049704682		glp-1	-0.043463532		F58D2.1	-0.042941302		C08B11.3	-0.047887463		tbx-38	-0.050938386		nhr-67	-0.035979643
nhr-68	-0.05218395		F23F12.9	-0.044017874		B0310.2	-0.043919045		C50F7.5	-0.050907943		ref-1	-0.051451948		eef-1A.1	-0.045684744
lin-1	-0.052301392		mel-28	-0.04578687		lin-1	-0.046480708		T22C8.3	-0.05403859		mir-57	-0.052599087		ceh-41	-0.0468403
sma-9	-0.05621626		ceh-21	-0.047375657		ref-1	-0.049100976		tbx-9	-0.054072674		cwn-1	-0.05800658		sea-1	-0.047665842
ztf-12	-0.05674839		pgp-3	-0.04922121		tbx-38	-0.050526734		F47H4.1	-0.05910956		ztf-12	-0.059757687		ztf-12	-0.05021452
hmg-1.2	-0.0569699		K02G10.1	-0.049304944		F17C11.1	-0.052985057		elt-1	-0.06274684		hmg-11	-0.06349378		R144.3	-0.05054447
moe-3	-0.06136645		hnd-1	-0.05015049		nhr-69	-0.05411774		ceh-32	-0.06368066		his-72	-0.06518049		ceh-36	-0.050662436
end-3	-0.062348135		nhr-67	-0.053647853		T28H10.3	-0.05643352		C25D7.10	-0.06434042		nhr-79	-0.06589622		hnd-1	-0.052871093
pgp-2	-0.06286586		F17C11.1	-0.054235723		pgp-3	-0.058311958		cep-1.b	-0.065201476		sdz-28	-0.06718113		K02G10.1	-0.05352809
C50F7.5	-0.063303575		nhr-171	-0.05483761		mel-28	-0.058659393		hnd-1	-0.06635566		ZK185.1	-0.06781792		F47H4.1	-0.05484357
tps-2	-0.06504592		dpy-31	-0.056093834		F21D5.9	-0.06315584		sea-1	-0.06735243		sdc-2	-0.0684853		pgp-2	-0.056890607
egl-27.b	-0.07097226		T28H10.3	-0.05929079		tps-2	-0.07016688		isw-1	-0.07002632		tbx-11	-0.06989197		hlh-16	-0.05730377
D1081.8	-0.07414205		vab-7	-0.059703268		dpy-31	-0.07546621		dve-1	-0.07113898		tbx-35	-0.07027871		F21A10.2	-0.058298934
F16B12.6	-0.075910315		B0336.3	-0.06696975		B0336.3	-0.08385125		ges-1	-0.07604465		F47H4.1	-0.07461351		lin-26	-0.060063288
mml-1	-0.07972241		F21A10.2	-0.08033999		ceh-27	-0.086320534		hlh-3	-0.07929188		C50F7.5	-0.074647285		T28H10.3	-0.066682786
end-1	-0.0803143		elt-1	-0.086744465		T22C8.3	-0.08809459		F21A10.2	-0.08722281		B0310.2	-0.08102855		mel-28	-0.07011528
F09G2.9	-0.08492135		tbx-38	-0.09245431		dyf-7	-0.096550524		tbx-35	-0.090056114		tlp-1	-0.08513771		cep-1.b	-0.07133037
tbx-9	-0.0855913		cep-1.b	-0.10614814		tbx-37	-0.12468939		glp-1	-0.09114641		nhr-67	-0.08585943		F17C11.1	-0.074192524
ceh-36	-0.104043685		hlh-16	-0.10793963		dpl-1	-0.12576796		hlh-26	-0.10857337		tbx-9	-0.086847685		sdz-38	-0.080960676
rad-26	-0.10410399		sdz-38	-0.108824		ceh-32	-0.14740899		nhr-49	-0.11375543		C05D10.1	-0.08799033		B0336.3	-0.085929185
nhr-57	-0.10574305		C05D10.1	-0.11778415		pes-1	-0.15504524		dpl-1	-0.1407888		elt-1	-0.08835319		hlh-26	-0.09096822
irx-1	-0.10577379		hlh-26	-0.11872784		hlh-26	-0.16164592		hlh-16	-0.14427589		irx-1	-0.09045461		mnm-2	-0.09340354
dsl-1	-0.12547933		tbx-37	-0.119092934		sdz-38	-0.1720083		F23F12.9	-0.15258472		sdz-38	-0.105108194		dsl-1	-0.12331464
ama-1	-0.14166027		nhr-79	-0.119858354		Y106G6H.4	-0.17758875		ceh-43	-0.17006217		nhr-69	-0.1058326		tlp-1	-0.14280663
nhr-49	-0.15738353		pax-3	-0.15911467		irx-1	-0.19306986		ref-2	-0.17090307		nfyb-1	-0.119552076		hlh-3	-0.15025315
tbx-35	-0.18746641		hlh-3	-0.21533076		cep-1.b	-0.19794443		tbx-37	-0.22543195		F28C6.1	-0.13473572		nhr-171	-0.15432566
egl-5	-0.18753426		lsy-27	-0.22782698		ceh-36	-0.21050738		dsl-1	-0.24692251		pes-1	-0.1466667		nhr-49	-0.15976293
cwn-1	-0.21591274		nob-1	-0.26115793		pax-3	-0.23337263		sdz-38	-0.25920534		hlh-26	-0.15176903		C05D10.1	-0.16417065
ref-2	-0.23692471		tlp-1	-0.29520988		ama-1	-0.2489146		nob-1	-0.5785821		isw-1	-0.17549747		nob-1	-0.48852158



Table S4. (Click to open attachment. May not work in Chrome's embedded PDF viewer – to open this attachment, save this PDF file and open in Acrobat Reader.)


med-2	39.846998526255625
ceh-26	31.58065852230942
sdz-28	17.517459540384802
F28C6.1	16.91298114030738
B0310.2	14.072310093627674
glp-1	13.857061203165653
mir-61	10.880184453315852
ama-1	10.476814140881066
B0336.3	9.635544377327207
mml-1	9.225507205702886
end-3	8.870324751725914
hnd-1	8.774096227515905
hsp-3	8.39178101803383
ztf-12	8.172618800729339
his-72	7.499012605094905
D1081.8	7.422087682722669
ceh-21	7.261327532104783
C05D10.1	7.187715563007147
T23G5.6	5.9304643044501475
F23F12.9	5.761649447247443
sea-1	5.710435480557115
K02G10.1	5.270762020344777
tbx-11	5.249107907307137
nob-1	4.502881170313788
dpy-31	4.344888661130755
F21A10.2	4.273155257784451
nhr-79	3.9738811786359216
lin-1	3.8607291434402455
F21D5.9	3.647995357510941
pes-1	3.5872936328271874
rad-26	3.5845628038709965
tbx-37	3.1143390857924866
nhr-57	3.093746985444532
egl-27.b	2.959203304260882
dyf-7	2.7520582967149543
R144.3	2.7408519883916393
dsl-1	2.730181399204273
sma-9	2.6119724046660986
nhr-68	2.57481730315441
dve-1	2.5470297883401387
C25D7.10	2.5058683833645614
vab-7	2.027793432997362
dmd-4	1.9386126283031444
ref-2	1.8997637273340058
elt-6	1.837876505128631
nhr-49	1.8078990550356644
F47H4.1	1.7549575229392416
nhr-67	1.5868452299877742
isw-1	1.45744895219766
pbrm-1	1.4210012244875239
hmg-11	1.418305001126616
C08B11.3	1.3056908989508742
moe-3	1.2445264415501156
elt-7	1.198836273589029
T28H10.3	1.102847594014728
Y106G6H.4	1.056349540706832
C50F7.5	0.9628459712957259
cwn-1	0.8155270672478218
cep-1.b	0.7994866397181827
lin-26	0.7865271928388406
lin-32	0.7849032791187949
ges-1	0.6432621485573425
pax-3	0.5378424651310746
T22C8.3	0.38836614230241534
nfyb-1	0.3740509523808226
ceh-32	0.23600234134046422
end-1	0.13965219412674607
tbx-9	0.10694667288597283
F09G2.9	0.012810616335401459
ceh-27	-0.1567284211747792
irx-1	-0.1681957663010565
ref-1	-0.18599229531157382
ceh-36	-0.25193693325500705
nhr-69	-0.2521039464988547
nhr-171	-0.5417695857949212
elt-1	-0.6373059544806792
pgp-3	-0.7339123323125893
hlh-26	-0.7515185518978952
pgp-2	-0.8203213930122516
lsy-27	-0.8817227460965509
dpl-1	-0.9417700861976963
mnm-2	-1.0128669315155654
ceh-41	-1.464520666946664
F17C11.1	-2.0570418741945766
hlh-16	-2.1065422275792645
tbx-35	-2.124725553939658
hmg-1.2	-2.1369854211035735
tlp-1	-2.3935888526869884
F58D2.1	-2.4632833913757635
ceh-43	-3.110041197967908
mir-57	-3.212553652915223
F16B12.6	-3.257570012550573
eef-1A.1	-3.4435702031087887
hlh-3	-4.016203345686948
sdc-2	-4.628743916037921
sdz-38	-4.63338166095333
skr-8	-5.438610344160849
tbx-38	-7.998461171742037
tps-2	-8.43809057767091
mel-28	-9.007001726792545
egl-5	-9.81019865837695
ZK185.1	-31.459731005942704
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Cell	b (cell birth time, mins)	PC1 (gene expression for cell projected onto first principal component)	Ax (linear combination of gene expression for cell)	Sulston onset time (mins)	Average offset from cell birth to gene expression (mins)	Average cell TTL (mins)	Cylindrical projection theta	Cylindrical projection y
ABa	48.8	0.0721	45.02		1.6	7.5	0.0451	-0.1817
ABal	57.2	0.0562	76.60		0.5	12.4	0.0531	-0.1778
ABala	70.9	0.0405	72.09		-0.3	15.6	0.0674	0.0322
ABalaa	87.8	-0.0322	80.96		0.6	23.9	0.0892	0.0340
ABalaaa	113.0	-1.2504	113.76	112.5	6.9	29.1	0.7637	0.5145
ABalaaaa	143.4	-3.5582	156.93	147.7	8.3	38.8	1.4513	1.0385
ABalaaaal	183.7	-7.1107	201.02		8.7	44.3	2.4128	1.1115
ABalaaaala	231.2	-7.4396	216.41	226.0	2.2	27.4	2.5723	1.3234
ABalaaaalp	231.2	-7.9320	227.48		1.8	27.6	2.7158	1.1756
ABalaaaar	183.7	-6.8176	198.39	222.0	6.8	45.7	2.3266	1.2800
ABalaaaarl	232.6	-7.5456	221.44		2.4	25.7	2.6140	0.9645
ABalaaaarr	232.6	-6.9829	213.90		2.3	25.6	2.4069	0.6842
ABalaaap	143.4	-2.8051	127.85		7.2	34.4	1.2709	1.0152
ABalaaapa	179.3	-6.4345	182.91		7.8	44.2	2.2096	1.2879
ABalaaapal	226.1	-7.8818	225.49		3.3	32.3	2.7039	1.2586
ABalaaapar	226.1	-8.1934	226.90		3.1	32.6	2.7719	0.8360
ABalaaapp	179.3	-6.8841	202.02		9.2	44.5	2.3346	0.9449
ABalaaappl	226.3	-8.0363	220.40		3.2	32.4	2.7038	0.7377
ABalaaappr	226.3	-7.8410	239.45		3.3	31.9	2.6931	0.6508
ABalaap	113.0	-1.4214	128.86	113.0	6.2	29.5	0.8371	0.5374
ABalaapa	143.8	-3.1257	146.53	162.0	7.5	38.7	1.3542	1.0742
ABalaapaa	183.8	-6.8091	193.20		8.5	47.7	2.3065	0.9286
ABalaapaaa	235.1	-7.3943	235.97	237.0	2.3	23.1	2.5744	1.0324
ABalaapaap	235.1	-7.2156	228.76	242.0	2.7	22.9	2.5505	1.1211
ABalaapap	183.8	-6.9948	186.20	203.0	8.7	46.6	2.3714	0.8833
ABalaapapa	233.8	-7.7675	246.46	253.0	4.6	24.4	2.7200	0.2308
ABalaapapp	233.8	-7.2009	226.85		3.3	24.6	2.5101	0.8376
ABalaapp	143.8	-3.0471	154.43		7.4	34.6	1.3329	0.9776
ABalaappa	179.7	-6.9172	197.95	168.0	9.9	47.9	2.3185	0.3540
ABalaappaa	230.6	-8.3914	247.62	238.5	4.9	27.5	2.8287	-0.4542
ABalaappap	230.6	-7.4942	218.40	264.0	3.2	27.6	2.6004	1.0953
ABalaappp	179.7	-6.2944	180.70		9.8	42.8	2.1446	0.9846
ABalaapppa	225.1	-7.7854	224.98		2.8	33.3	2.6832	1.0478
ABalaapppp	225.1	-7.4460	212.40		3.6	33.5	2.5186	0.4698
ABalap	87.8	0.0405	72.09		0.8	23.7	0.0674	0.0322
ABalapa	112.8	-1.2368	123.52	113.0	5.4	28.0	0.7569	0.4541
ABalapaa	142.1	-3.2641	144.04		7.4	35.9	1.3780	0.8393
ABalapaaa	179.3	-6.8200	182.91	218.0	8.4	48.0	2.2653	0.5591
ABalapaaaa	230.2	-7.9083	222.50	238.0	1.9	28.2	2.6552	0.1434
ABalapaaap	230.2	-7.5205	223.38	294.0	1.1	28.2	2.5344	0.3552
ABalapaap	179.3	-6.6685	193.24		8.8	44.5	2.2381	0.1165
ABalapaapa	226.5	-7.3532	204.81		2.1	31.7	2.4891	0.5331
ABalapaapp	226.5	-7.6930	210.69	232.0	3.3	31.6	2.5810	0.1978
ABalapap	142.1	-2.7336	131.92		5.2	33.4	1.2420	0.4565
ABalapapa	177.0	-6.4940	175.45	178.0	9.0	48.5	2.1784	0.3491
ABalapapaa	228.3	-8.2027	225.45	235.0	4.1	29.7	2.7506	-0.0842
ABalapapap	228.3	-7.4881	216.27	271.0	3.0	29.8	2.5334	0.0527
ABalapapp	177.0	-5.9382	167.89		8.6	42.4	2.0135	0.2928
ABalapappa	221.7	-7.5417	232.02	252.5	3.8	36.4	2.5652	0.2391
ABalapappp	221.7	-7.6356	233.69	265.5	3.5	36.9	2.5858	0.0431
ABalapp	112.8	-1.0118	102.96		5.5	28.4	0.6744	0.4181
ABalappa	142.5	-3.2302	145.94		9.3	38.6	1.3747	0.7737
ABalappaa	182.3	-6.8388	176.82	220.0	8.7	51.9	2.2788	0.1961
ABalappaaa	238.0	-8.2561	245.36		2.1	20.9	2.8166	-0.1696
ABalappaap	238.0	-7.9857	236.75	241.0	1.9	20.9	2.7117	0.0621
ABalappap	182.3	-6.3576	181.42		8.0	43.3	2.1312	0.1438
ABalappapa	228.7	-7.6791	225.14	272.5	2.1	29.8	2.5871	0.1072
ABalappapp	228.7	-7.0305	218.88		2.9	29.9	2.3991	-0.3620
ABalappp	142.5	-2.9202	134.06	143.0	8.0	33.1	1.3019	0.5841
ABalapppa	177.0	-5.8416	179.85		8.5	43.5	1.9942	0.0112
ABalapppaa	222.7	-8.0747	226.96	223.0	4.3	35.5	2.7204	0.1815
ABalapppap	222.7	-7.8266	231.65	264.0	3.3	35.3	2.6661	0.0367
ABalapppp	177.0	-5.9296	163.51		9.3	43.1	1.9953	-0.3217
ABalappppa	222.8	-7.8510	233.95		3.4	35.6	2.6682	-0.1885
ABalappppp	222.8	-7.6641	241.04		4.3	35.9	2.6176	-0.7201
ABalp	70.9	0.0405	72.09		-0.9	15.5	0.0674	0.0322
ABalpa	87.8	0.0405	72.09		0.5	23.2	0.0674	0.0322
ABalpaa	112.3	-1.2041	113.88	108.0	5.7	27.4	0.7327	0.5203
ABalpaaa	141.1	-4.0912	149.50		10.1	38.7	1.5695	1.6721
ABalpaaaa	181.1	-7.0582	193.63	200.0	6.6	47.5	2.4149	1.4859
ABalpaaaaa	231.7	-7.7126	225.68		1.7	26.5	2.6903	1.3702
ABalpaaaap	231.7	-7.4112	211.03	268.0	1.9	26.3	2.5410	1.3151
ABalpaaap	181.1	-6.7858	181.52	177.0	6.6	46.5	2.3375	1.8793
ABalpaaapa	230.9	-7.8113	225.26		1.8	27.3	2.7150	1.6665
ABalpaaapp	230.9	-7.9347	231.07	285.0	3.1	27.0	2.8072	1.7569
ABalpaap	141.1	-2.8788	144.01		6.6	31.9	1.2716	1.2293
ABalpaapa	174.4	-5.9327	178.26		7.1	38.3	2.0443	1.1721
ABalpaapaa	214.0	-8.0307	222.30	263.0	4.0	43.4	2.7412	1.2154
ABalpaapap	214.0	-7.4278	214.45		3.7	40.9	2.5716	1.2794
ABalpaapp	174.4	-6.4699	180.27	185.5	8.6	46.2	2.1942	1.1781
ABalpaappa	222.8	-7.9422	229.49		3.0	35.5	2.7424	1.2748
ABalpaappp	222.8	-7.8160	228.22	281.5	3.4	35.6	2.6947	1.2916
ABalpap	112.3	-1.3083	108.62		5.7	26.7	0.7734	0.5965
ABalpapa	140.2	-3.5742	138.51	156.0	9.0	34.4	1.4510	1.5125
ABalpapaa	176.1	-6.9264	194.61	188.0	7.3	45.7	2.4064	1.8280
ABalpapaaa	224.0	-7.7473	227.24	224.0	3.3	34.2	2.7203	1.5283
ABalpapaap	224.0	-8.0623	217.95		3.0	34.0	2.7232	0.8579
ABalpapap	176.1	-6.6872	176.40	181.0	7.1	44.9	2.2880	1.4511
ABalpapapa	223.0	-7.6902	231.17		2.7	35.3	2.7064	1.8332
ABalpapapp	223.0	-7.9083	221.03		3.7	35.5	2.7631	1.4461
ABalpapp	140.2	-2.8273	141.09	124.0	7.1	31.3	1.2423	1.4163
ABalpappa	172.9	-6.1237	174.35		7.3	40.6	2.1169	1.2177
ABalpappaa	214.9	-8.0400	211.55	386.0	4.4	42.4	2.7727	1.3058
ABalpappap	214.9	-8.0513	230.42		5.0	41.6	2.7780	1.3811
ABalpappp	172.9	-5.3876	146.30	199.0	6.9	39.9	1.8765	1.2728
ABalpapppa	214.2	-7.9340	228.03	261.0	5.0	43.5	2.7472	1.3744
ABalpapppp	214.2	-7.8814	206.71	376.0	4.9	40.9	2.6524	0.8393
ABalpp	87.8	0.0855	61.62		-0.3	23.6	0.0724	0.0213
ABalppa	112.7	-1.4538	111.28		5.3	28.3	0.8389	0.5882
ABalppaa	142.3	-4.2649	152.60	136.5	8.2	40.0	1.6085	1.5123
ABalppaaa	183.8	-7.3977	204.57	190.0	8.2	46.5	2.5049	0.9104
ABalppaaaa	233.8	-8.2952	241.88		3.7	24.5	2.7822	0.1648
ABalppaaap	233.8	-7.7314	229.00		2.5	24.7	2.6904	1.1111
ABalppaap	183.8	-7.1656	194.55		6.3	45.7	2.4203	1.0563
ABalppaapa	232.7	-8.0466	241.35	228.0	2.2	24.8	2.7597	0.5445
ABalppaapp	232.7	-7.7048	214.92		2.7	25.6	2.6472	1.2650
ABalppap	142.3	-3.6010	131.36		8.1	33.6	1.4523	1.3308
ABalppapa	177.3	-6.0753	179.35		6.0	43.0	2.1013	1.6476
ABalppapaa	222.5	-7.7754	221.28		2.8	36.0	2.6796	1.0502
ABalppapap	222.5	-8.0653	220.09		3.2	36.0	2.7570	1.3321
ABalppapp	177.3	-6.3330	168.37		6.2	40.9	2.1454	1.1389
ABalppappa	220.1	-8.0657	229.24	229.0	3.2	38.1	2.7931	1.3210
ABalppappp	220.1	-7.3771	212.81		2.5	38.0	2.5740	1.8198
ABalppp	112.7	-0.9920	94.10	112.0	4.7	26.9	0.6487	0.4215
ABalpppa	140.9	-3.2201	136.58	136.7	9.7	35.1	1.3691	0.9107
ABalpppaa	177.4	-7.0001	186.87	199.0	7.3	47.6	2.3538	1.0305
ABalpppaaa	227.9	-7.7002	208.72	245.0	2.8	30.6	2.6225	0.8573
ABalpppaap	227.9	-7.6809	199.50		2.6	30.8	2.5924	0.7570
ABalpppap	177.4	-6.3140	167.27		6.6	41.8	2.1323	0.7648
ABalpppapa	221.5	-7.7915	204.25	280.0	2.6	37.2	2.6302	1.1003
ABalpppapp	221.5	-7.9102	216.82		3.2	36.9	2.6929	1.2508
ABalpppp	140.9	-3.1350	133.84		8.7	32.0	1.3460	1.1685
ABalppppa	174.3	-6.5075	172.35		7.0	44.3	2.1897	0.7695
ABalppppaa	220.5	-7.8791	216.59	215.0	2.9	37.8	2.6826	1.2139
ABalppppap	220.5	-7.9550	216.20		3.4	37.4	2.6728	0.4900
ABalppppp	174.3	-6.0602	159.17		6.7	38.6	2.0519	0.9974
ABalpppppa	214.5	-8.0533	237.31		4.1	43.1	2.7721	0.6914
ABalpppppp	214.5	-7.4804	212.88		3.8	41.0	2.5673	1.0775
ABar	57.2	0.0562	76.60		0.5	12.6	0.0531	-0.1778
ABara	71.0	0.0405	72.09		-0.6	15.5	0.0674	0.0322
ABaraa	87.8	-0.0527	75.05		0.4	23.2	0.1077	0.0506
ABaraaa	112.3	-1.1271	105.49		6.6	28.2	0.6905	0.5017
ABaraaaa	141.7	-3.2371	130.74		7.5	39.5	1.3649	1.6050
ABaraaaaa	182.5	-6.3332	178.70	167.0	7.2	46.2	2.1685	1.3805
ABaraaaaaa	231.8	-7.3875	218.74		1.7	26.2	2.5785	1.7044
ABaraaaaap	231.8	-7.8542	229.13		3.5	26.2	2.6852	0.7949
ABaraaaap	182.5	-7.4125	195.85		9.5	51.4	2.5391	1.5292
ABaraaaapa	237.5	-7.7625	217.59		2.9	20.8	2.6781	1.4474
ABaraaaapp	237.5	-8.4406	237.66		2.7	20.9	2.8444	0.6517
ABaraaap	141.7	-2.8432	142.68	125.0	6.8	32.6	1.2793	1.1326
ABaraaapa	175.8	-5.2406	172.70		6.0	39.4	1.8751	1.7969
ABaraaapaa	216.9	-7.6524	229.55		4.3	41.0	2.6710	1.2476
ABaraaapap	216.9	-7.3536	218.24		6.4	39.6	2.5731	1.3083
ABaraaapp	175.8	-6.2849	181.26	164.0	7.4	47.2	2.1570	1.3837
ABaraaappa	225.5	-8.0474	229.77		3.9	32.7	2.8100	1.5920
ABaraaappp	225.5	-7.8548	219.33		3.1	33.2	2.7130	1.3070
ABaraap	112.3	-1.2465	112.06		5.8	27.3	0.7328	0.5055
ABaraapa	140.9	-3.1751	144.92	144.0	6.8	34.2	1.3552	1.3041
ABaraapaa	176.5	-6.0360	177.36		6.5	44.4	2.0913	1.7117
ABaraapap	176.5	-6.0402	162.36	192.0	7.8	42.1	2.0696	1.7185
ABaraapapa	220.7	-7.2912	221.68		4.1	36.7	2.5634	1.4331
ABaraapapp	220.7	-8.1836	232.73	230.0	4.8	37.7	2.8091	0.7643
ABaraapp	140.9	-3.2482	142.80	147.0	7.9	32.8	1.3682	1.4272
ABaraappa	175.1	-5.8795	172.58	205.0	8.7	43.9	2.0430	1.7992
ABaraappaa	221.0	-8.1351	217.15	264.0	5.0	37.4	2.7824	1.5651
ABaraappap	221.0	-7.7387	224.98		6.4	36.9	2.7017	1.5309
ABaraappp	175.1	-5.4467	165.43		5.6	42.8	1.9131	1.5396
ABaraapppa	219.9	-7.1280	214.34	210.0	5.0	37.5	2.4708	1.3228
ABaraapppp	219.9	-8.1581	216.73		5.3	38.4	2.7537	0.6220
ABarap	87.8	0.0564	40.51		0.5	23.1	0.0594	0.0283
ABarapa	112.2	-1.1533	109.10		5.4	27.8	0.6855	0.4872
ABarapaa	141.3	-3.2582	141.40	135.0	7.8	34.9	1.3765	1.2465
ABarapaaa	177.7	-6.4825	179.99		7.5	47.5	2.2174	1.4615
ABarapaaaa	228.0	-7.9142	239.42	247.0	3.3	30.2	2.7368	1.2929
ABarapaaap	228.0	-7.8007	214.52		3.1	30.4	2.7014	1.2337
ABarapaap	177.7	-5.8887	169.00	195.0	5.9	41.0	2.0492	1.7426
ABarapaapa	220.7	-7.8785	216.59		4.5	37.3	2.7090	1.4666
ABarapaapp	220.7	-7.4400	216.96		4.3	36.8	2.5756	1.3111
ABarapap	141.3	-3.5152	150.68		7.3	31.8	1.4420	0.8132
ABarapapa	174.6	-6.1170	176.94	194.5	7.3	42.8	2.1137	1.6053
ABarapapaa	219.3	-7.8160	244.26		6.4	38.7	2.7443	1.5155
ABarapapap	219.3	-7.6974	217.23		4.6	38.6	2.6764	1.0978
ABarapapp	174.6	-4.8561	168.17		5.7	39.6	1.7509	1.2530
ABarapappa	215.6	-7.8352	215.40		6.4	41.6	2.6878	1.1928
ABarapappp	215.6	-7.1824	215.96		5.2	39.9	2.4962	0.8966
ABarapp	112.2	-1.3422	122.15		6.6	28.3	0.7682	0.5044
ABarappa	141.8	-3.0739	148.44	133.0	7.7	35.7	1.3321	1.1198
ABarappaa	178.8	-6.7674	188.67		8.8	47.5	2.3280	1.3447
ABarappaaa	229.3	-7.6971	221.76	240.0	4.2	29.4	2.6742	1.6203
ABarappaap	229.3	-7.3770	219.60		3.9	29.5	2.6158	1.3758
ABarappap	178.8	-5.8584	170.31		6.7	44.1	2.0229	1.2397
ABarappapa	225.3	-7.5952	219.71		4.3	33.1	2.6545	1.8378
ABarappapp	225.3	-7.5822	219.72		4.8	33.1	2.6642	1.6863
ABarappp	141.8	-2.7644	152.09	139.0	7.5	33.1	1.2602	0.7294
ABarapppa	176.4	-6.0021	169.66		6.0	44.5	2.0626	1.5664
ABarapppaa	223.2	-7.8755	216.67		4.0	35.2	2.7262	1.6418
ABarapppap	223.2	-7.5362	212.60		3.9	35.0	2.6060	1.4864
ABarapppp	176.4	-5.6770	170.08		6.0	42.2	1.9736	1.3020
ABarappppa	220.6	-7.7336	217.26		5.3	37.6	2.6821	1.6521
ABarappppp	220.6	-7.2967	205.67		4.9	37.5	2.5419	1.6572
ABarp	71.0	0.0405	72.09		-0.6	15.3	0.0674	0.0322
ABarpa	87.7	0.0405	72.09		0.4	24.2	0.0674	0.0322
ABarpaa	113.2	-0.9358	125.54	111.0	4.3	25.7	0.6091	0.3944
ABarpaaa	140.2	-3.9387	150.50	140.0	10.8	41.6	1.5359	0.2363
ABarpaaaa	183.1	-6.6562	184.33		7.7	46.4	2.2009	-0.6300
ABarpaaaaa	233.1	-7.8179	222.71		2.3	25.5	2.6098	-0.7607
ABarpaaaap	233.1	-7.7823	218.08		2.3	25.3	2.5860	-0.7274
ABarpaaap	183.1	-7.2615	191.05		10.3	50.1	2.3760	-0.9511
ABarpaap	140.2	-2.5578	137.49	137.0	6.1	32.9	1.2116	0.7583
ABarpaapa	174.6	-6.4278	179.95		11.4	43.2	2.1369	-1.5846
ABarpaapaa	219.9	-7.7708	229.42	285.5	3.5	38.4	2.5655	-1.4285
ABarpaapap	219.9	-7.7398	222.25		4.1	38.4	2.5427	-1.7719
ABarpaapp	174.6	-6.0297	177.89		11.8	43.0	2.0239	-1.6508
ABarpaappa	219.5	-7.2505	225.52		3.2	38.7	2.4088	-1.7062
ABarpaappp	219.5	-7.3204	228.67	308.0	4.3	38.7	2.4170	-2.0580
ABarpap	113.2	-0.8181	106.19		3.6	26.7	0.5792	0.3817
ABarpapa	141.2	-2.8915	142.43		7.8	34.1	1.2933	0.5388
ABarpapaa	176.7	-5.9793	170.49		8.0	47.1	2.0153	-0.6633
ABarpapap	176.7	-6.1687	172.62		8.7	46.4	2.0698	-0.5021
ABarpapapa	225.9	-7.7051	230.78		2.7	32.7	2.5903	-1.0145
ABarpapapp	225.9	-7.4197	227.41		2.6	32.4	2.4899	-1.1429
ABarpapp	141.2	-2.7319	137.45	145.0	7.8	34.4	1.2584	0.7216
ABarpappa	177.0	-6.6926	183.99	182.0	10.3	51.4	2.2119	-0.9225
ABarpappaa	231.6	-8.1359	245.42		2.0	26.6	2.7259	-1.1043
ABarpappap	231.6	-7.4786	226.97		1.7	26.6	2.5029	-1.2729
ABarpappp	177.0	-5.8420	163.41		8.4	45.4	1.9711	-0.9295
ABarpapppa	225.0	-7.7367	236.89		1.8	33.4	2.6029	-1.2820
ABarpapppp	225.0	-7.5403	226.95		2.9	33.8	2.5565	-0.8409
ABarpp	87.7	0.0127	70.49		0.1	25.2	0.0940	0.0230
ABarppa	114.2	-1.0066	124.40	118.0	5.2	26.5	0.6566	0.3954
ABarppaa	142.0	-3.0306	137.00		8.1	38.5	1.3211	0.4014
ABarppaaa	181.8	-6.8215	188.77		11.0	51.0	2.2349	-1.8502
ABarppaaaa	236.6	-7.7416	232.72		2.9	23.6	2.5943	-1.9017
ABarppaaap	236.6	-7.2433	229.27		2.8	23.4	2.4164	-1.9123
ABarppaap	181.8	-6.2095	175.00		10.4	45.7	2.0783	-1.7338
ABarppaapa	230.8	-7.3614	230.28		3.8	29.1	2.4478	-2.3448
ABarppaapp	230.8	-7.7401	238.27		2.9	29.6	2.5815	-2.1948
ABarppap	142.0	-3.5298	148.09		8.7	39.4	1.4447	0.3016
ABarppapa	182.7	-6.7209	190.13		10.1	50.5	2.2148	-1.7893
ABarppapaa	237.1	-7.3510	201.37		2.7	23.2	2.4991	-1.3386
ABarppapap	237.1	-7.4535	242.11		3.0	23.2	2.5258	-1.6371
ABarppapp	182.7	-6.9526	210.23		11.3	51.4	2.2922	-1.8501
ABarppappa	238.0	-7.2188	234.65		1.9	22.1	2.4027	-1.6746
ABarppappp	238.0	-7.3201	235.92		2.7	22.3	2.4550	-1.6526
ABarppp	114.2	-1.0230	112.22	115.0	5.0	27.0	0.6628	0.3968
ABarpppa	142.5	-3.1859	141.02		7.1	36.4	1.3681	0.5796
ABarpppaa	180.4	-6.7930	180.32	207.0	10.5	49.9	2.2469	-1.1138
ABarpppaaa	233.7	-7.4931	225.39		2.1	26.1	2.5236	-1.1456
ABarpppaap	233.7	-7.4079	221.74		2.9	26.6	2.4808	-1.2730
ABarpppap	180.4	-5.7064	164.30		8.7	45.4	1.9378	-1.3771
ABarpppapa	228.8	-7.4381	235.15		3.3	31.1	2.5380	-1.6534
ABarpppapp	228.8	-7.4704	235.65		2.8	31.1	2.5043	-1.8863
ABarpppp	142.5	-2.9668	132.32		7.5	38.5	1.3079	0.4129
ABarppppa	182.4	-6.8767	206.08		10.1	49.5	2.2998	-1.4215
ABarppppaa	235.5	-7.5631	231.84		1.9	24.5	2.5517	-1.1762
ABarppppap	235.5	-7.4931	243.12	325.0	3.1	25.0	2.5737	-1.3301
ABarppppp	182.4	-7.1200	198.96		10.4	50.2	2.3748	-0.9737
ABarpppppa	236.3	-7.2380	227.01		1.6	24.2	2.4196	-1.5518
ABarpppppp	236.3	-7.4928	232.31	299.0	1.7	24.1	2.5312	-1.4351
ABp	48.7	-0.0309	47.77		1.1	7.6	0.0126	-0.1090
ABpl	57.3	0.1011	66.12		0.4	12.6	0.0581	-0.1888
ABpla	71.2	0.1011	66.12		-1.4	15.1	0.0581	-0.1888
ABplaa	87.6	0.1011	66.12		-0.3	22.7	0.0581	-0.1888
ABplaaa	111.7	-1.0368	102.07		4.7	27.4	0.6545	0.4780
ABplaaaa	140.5	-2.5907	131.78		5.0	34.3	1.2240	0.7993
ABplaaaaa	176.1	-6.5264	178.84		9.8	47.7	2.1873	0.1527
ABplaaaaaa	226.6	-7.7873	214.75		3.6	31.8	2.6391	0.3454
ABplaaaaap	226.6	-7.3829	217.86		3.1	31.8	2.5087	-0.1817
ABplaaaap	176.1	-5.9516	163.00		9.3	46.8	2.0138	0.2672
ABplaaaapa	225.5	-7.5351	203.14		3.2	32.8	2.5496	0.3570
ABplaaaapp	225.5	-7.5922	228.42		4.5	33.2	2.5520	-1.2201
ABplaaap	140.5	-2.6964	131.92		6.7	35.5	1.2476	0.7494
ABplaaapa	177.3	-7.0096	176.76		12.1	50.3	2.3403	-0.3898
ABplaaapaa	230.8	-7.9429	224.14		3.5	27.7	2.6635	-0.6901
ABplaaapap	230.8	-7.3570	209.32		4.0	27.6	2.5173	-0.4555
ABplaaapp	177.3	-5.5198	151.11		9.5	44.3	1.9072	-0.1009
ABplaaappa	224.2	-7.9094	223.29		4.7	34.4	2.6818	-0.5789
ABplaaappp	224.2	-7.9521	225.99		5.8	34.6	2.6708	-0.5279
ABplaap	111.7	-1.3065	107.12		5.6	26.2	0.7811	0.5268
ABplaapa	139.3	-2.8359	136.44		7.0	34.9	1.2905	0.8119
ABplaapaa	175.7	-6.6722	181.90		9.3	46.0	2.2599	0.8485
ABplaapaaa	224.0	-7.6968	216.68		3.7	34.1	2.6259	0.4453
ABplaapaap	224.0	-7.7517	225.93		4.7	33.8	2.6356	0.1768
ABplaapap	175.7	-6.5901	181.10		8.4	45.3	2.2252	0.5935
ABplaapapa	223.4	-7.7506	221.00		3.2	35.0	2.6563	0.5088
ABplaapapp	223.4	-7.6854	222.54		3.5	34.6	2.6162	0.2759
ABplaapp	139.3	-2.4450	131.08		6.7	32.1	1.1943	0.7609
ABplaappa	172.8	-6.9024	185.32		12.1	48.8	2.3295	-0.1132
ABplaappaa	223.9	-7.9926	227.23	378.0	3.7	34.2	2.7146	-0.4257
ABplaappap	223.9	-7.6680	222.14		3.3	34.2	2.6150	-0.0404
ABplaappp	172.8	-6.2448	174.86		10.7	43.4	2.1173	-0.1338
ABplaapppa	218.2	-7.6428	230.02		3.8	40.0	2.6824	-0.4085
ABplaapppp	218.2	-7.4821	224.91	370.0	3.5	40.1	2.5976	-0.5773
ABplap	87.6	0.0284	74.99		-0.2	22.9	0.0795	-0.1870
ABplapa	111.7	-0.8439	116.32		3.9	26.7	0.5492	0.1035
ABplapaa	139.7	-2.9188	142.37	155.0	7.8	36.2	1.2861	0.5926
ABplapaaa	177.4	-6.1664	180.76		9.4	44.9	2.1126	-0.0913
ABplapaaaa	224.8	-7.8362	225.83		3.7	34.8	2.7062	-0.1886
ABplapaaap	224.8	-7.1656	212.98	250.0	2.9	34.8	2.4423	-0.9399
ABplapaap	177.4	-6.2666	178.99		10.5	49.3	2.1354	0.1597
ABplapaapa	229.7	-8.0423	241.02		4.6	30.5	2.7532	-0.2655
ABplapaapp	229.7	-7.7235	229.16		4.1	30.9	2.6428	-0.3256
ABplapap	139.7	-2.3875	140.59		7.1	32.8	1.1532	0.5708
ABplapapa	174.0	-5.7036	176.59		10.5	45.7	1.9637	-0.5648
ABplapapaa	221.9	-7.0970	217.42	365.0	4.6	38.1	2.4648	-0.8155
ABplapapap	221.9	-7.8387	229.78		5.2	38.3	2.6805	-0.7660
ABplapapp	174.0	-5.8264	173.06		10.4	43.1	2.0158	0.2414
ABplapappa	219.0	-7.5467	227.27	372.0	5.0	41.4	2.5848	-0.6011
ABplapappp	219.0	-7.7829	229.53		4.7	40.6	2.6656	-0.5763
ABplapp	111.7	-0.8111	108.10		4.2	27.1	0.5501	0.0550
ABplappa	140.1	-2.9055	143.70		8.4	35.9	1.2967	0.4836
ABplappaa	177.4	-6.7867	196.50		10.0	46.6	2.3106	-0.9095
ABplappaaa	226.7	-7.3297	233.84		3.0	34.1	2.5390	-1.4387
ABplappaap	226.7	-7.3825	224.12		3.2	34.1	2.5251	-1.3856
ABplappap	177.4	-6.6091	187.83		9.6	46.4	2.2501	-1.0364
ABplappapa	226.4	-7.6678	235.17		4.9	34.4	2.6119	-1.3491
ABplappapp	226.4	-7.6396	232.41		4.1	34.4	2.6029	-1.2842
ABplappp	140.1	-3.1652	153.58	158.0	11.2	38.6	1.3449	0.4414
ABplapppa	180.1	-6.8946	192.68		9.8	49.9	2.3918	-0.1887
ABplapppaa	233.2	-7.3974	230.27		2.2	26.7	2.5786	-0.9543
ABplapppap	233.2	-7.4166	217.05		2.6	26.3	2.5227	-0.8355
ABplapppp	180.1	-6.6449	197.41		10.4	49.5	2.3290	-0.0227
ABplappppa	232.9	-7.4539	230.18	275.0	2.9	27.3	2.5531	-0.9211
ABplappppp	232.9	-7.0718	214.73		3.5	27.4	2.4793	-0.9579
ABplp	71.2	0.1011	66.12		-1.4	15.4	0.0581	-0.1888
ABplpa	87.9	0.0090	65.37		0.4	23.4	0.0797	-0.1634
ABplpaa	112.8	-1.1846	103.33	110.0	3.9	27.8	0.7267	0.5091
ABplpaaa	141.9	-3.5358	145.53		8.2	33.8	1.4446	1.1322
ABplpaaaa	177.1	-6.5561	178.76		7.7	42.6	2.2248	1.0784
ABplpaaaaa	221.8	-7.8474	219.52		3.6	36.4	2.7393	1.7965
ABplpaaaap	221.8	-7.9505	217.85		3.4	36.2	2.7506	1.2502
ABplpaaap	177.1	-7.1635	191.54		8.2	44.0	2.4470	1.1789
ABplpaaapa	223.4	-8.0476	224.25		2.7	35.1	2.8120	1.7639
ABplpaaapp	223.4	-7.7825	224.02		3.2	35.2	2.7222	1.4517
ABplpaap	141.9	-3.1351	145.27		7.6	33.1	1.3467	1.1140
ABplpaapa	176.5	-6.9691	187.21		8.6	45.3	2.3728	1.1930
ABplpaapaa	224.4	-7.9131	222.51		2.6	34.0	2.7697	1.4019
ABplpaapap	224.4	-7.9927	226.65		3.4	34.1	2.7551	0.4891
ABplpaapp	176.5	-6.1933	171.97		7.8	42.3	2.1600	1.1938
ABplpaappa	220.8	-7.8791	228.07		3.8	37.4	2.7053	0.4248
ABplpaappp	220.8	-7.7418	226.83		3.4	37.2	2.6816	0.8311
ABplpap	112.8	-0.9786	109.34		3.8	26.9	0.6129	0.4175
ABplpapa	141.0	-3.0075	138.76		8.2	34.2	1.3154	0.9697
ABplpapaa	176.7	-7.0325	188.74		9.5	48.3	2.4302	1.7897
ABplpapaaa	227.6	-7.9577	226.93		2.4	31.0	2.7581	1.3629
ABplpapaap	227.6	-7.4773	215.59		2.4	31.0	2.6283	1.9989
ABplpapap	176.7	-6.5046	176.11	172.0	8.1	45.2	2.2528	1.1228
ABplpapapa	224.2	-7.8469	222.64		2.6	34.1	2.7431	1.3289
ABplpapapp	224.2	-7.8844	231.77		3.0	34.0	2.8176	1.2015
ABplpapp	141.0	-2.8383	145.94		7.2	31.9	1.2730	0.9724
ABplpappa	174.3	-5.7819	174.26		6.9	41.3	2.0018	0.8937
ABplpappaa	217.3	-7.4448	212.78		4.5	39.0	2.6313	1.4318
ABplpappap	217.3	-8.0849	230.72		4.9	40.0	2.7750	-0.1461
ABplpappp	174.3	-6.2360	185.83	180.0	8.9	47.6	2.1767	1.2161
ABplpapppa	224.3	-7.5942	235.96		3.2	34.0	2.7361	0.5962
ABplpapppp	224.3	-7.7003	221.90		2.9	34.3	2.6905	0.4978
ABplpp	87.9	-0.0637	74.24		0.1	24.1	0.1018	-0.1616
ABplppa	113.3	-1.1813	118.79		4.0	29.0	0.7135	0.2857
ABplppaa	143.6	-3.8847	157.41		9.7	38.5	1.5216	0.9251
ABplppaaa	183.5	-6.7778	183.95		7.3	48.6	2.3594	1.3443
ABplppaaaa	235.6	-7.1393	214.22		2.4	23.3	2.5236	1.5027
ABplppaaap	235.6	-8.1102	238.06		2.5	23.0	2.8253	0.4189
ABplppaap	183.5	-6.1892	174.24		6.5	45.9	2.1716	1.1056
ABplppaapa	232.2	-7.4155	226.85	350.0	2.5	26.9	2.7086	0.9684
ABplppaapp	232.2	-7.6249	225.64		2.0	26.8	2.7119	1.1005
ABplppap	143.6	-3.4549	145.03		8.3	35.4	1.4206	1.0116
ABplppapa	180.5	-6.4676	186.93		7.2	44.6	2.2547	0.9033
ABplppapaa	227.9	-7.4337	221.34		2.0	30.8	2.6212	0.7041
ABplppapap	227.9	-7.1813	216.24		1.4	31.1	2.5175	0.7645
ABplppapp	180.5	-6.7039	193.61		9.3	47.6	2.3579	0.8906
ABplppappa	231.2	-7.5056	225.94	257.0	1.7	27.7	2.6735	1.1006
ABplppappp	231.2	-7.2792	222.74	262.0	2.3	27.7	2.6251	0.9228
ABplppp	113.3	-0.9179	103.37	105.0	3.3	27.5	0.5963	0.1965
ABplpppa	142.1	-3.2205	151.09		7.6	34.1	1.3560	0.7125
ABplpppaa	177.7	-6.4076	188.17		7.6	45.3	2.2194	0.9794
ABplpppaaa	225.4	-7.5499	219.65		2.9	33.8	2.6790	1.1439
ABplpppaap	225.4	-7.2843	206.15		2.9	33.6	2.5601	1.0061
ABplpppap	177.7	-6.2390	169.67		7.5	45.7	2.1547	0.8236
ABplpppapa	226.0	-7.0017	215.92		1.8	32.5	2.5095	0.8166
ABplpppapp	226.0	-7.9714	244.95		3.3	32.4	2.8176	0.0959
ABplpppp	142.1	-3.0588	140.96		6.4	33.2	1.3145	0.7385
ABplppppa	176.7	-5.8105	166.86		6.8	42.8	2.0204	0.8822
ABplppppaa	221.3	-7.4304	212.24		2.8	37.5	2.6374	1.2701
ABplppppap	221.3	-6.9230	196.25		2.4	37.2	2.3839	0.5015
ABplppppp	176.7	-6.2430	174.17	185.0	7.1	45.1	2.1574	0.8607
ABplpppppa	224.0	-7.4025	203.79		1.9	35.6	2.5323	0.1529
ABplpppppp	224.0	-7.3034	222.39		2.3	34.9	2.5548	0.1097
ABpr	57.3	0.0562	76.60		0.6	12.5	0.0531	-0.1778
ABpra	71.1	0.0721	45.02		-1.1	15.4	0.0451	-0.1817
ABpraa	87.8	0.0721	45.02		-0.4	22.9	0.0451	-0.1817
ABpraaa	112.1	-1.1432	117.93		4.7	28.4	0.6991	0.1856
ABpraaaa	141.8	-3.4097	144.04		8.7	38.1	1.4164	1.1783
ABpraaaaa	181.2	-7.1009	190.78		8.2	48.3	2.4035	1.0859
ABpraaaaaa	232.8	-7.4152	218.61		3.0	25.8	2.5970	1.0336
ABpraaaaap	232.8	-7.8998	231.53		2.6	25.7	2.7204	0.6348
ABpraaaap	181.2	-6.8374	186.58		6.9	42.4	2.2974	0.9285
ABpraaaapa	226.2	-7.6080	223.68		3.4	32.3	2.6133	0.8447
ABpraaaapp	226.2	-7.5665	218.73		2.7	32.2	2.6032	1.1454
ABpraaap	141.8	-2.6948	138.61		6.7	34.3	1.2517	0.7450
ABpraaapa	177.5	-6.6657	176.58	161.0	8.3	46.6	2.2431	1.0247
ABpraaapaa	226.7	-8.1277	235.31		3.2	31.7	2.7819	0.9113
ABpraaapap	226.7	-7.9164	233.31		3.0	31.5	2.7330	0.7266
ABpraaapp	177.5	-6.1614	174.18		7.7	38.9	2.0951	1.0409
ABpraaappa	218.2	-7.9153	232.13		5.3	39.7	2.7322	0.8796
ABpraaappp	218.2	-7.8692	214.47		5.4	38.4	2.6878	0.9445
ABpraap	112.1	-0.9519	122.07		4.7	26.9	0.6046	0.1497
ABpraapa	140.4	-3.4188	143.53		7.9	36.2	1.4154	0.8826
ABpraapaa	178.0	-6.8485	192.34		8.2	46.0	2.2963	0.2057
ABpraapaaa	226.8	-7.4371	218.15		2.5	31.7	2.5597	0.5160
ABpraapaap	226.8	-7.6816	231.88		4.2	31.6	2.6588	0.8013
ABpraapap	178.0	-6.4975	175.18		8.5	45.1	2.2257	0.3969
ABpraapapa	225.8	-7.9440	218.62		3.5	32.7	2.6944	0.3877
ABpraapapp	225.8	-7.6282	228.74		2.6	32.5	2.6303	0.7082
ABpraapp	140.4	-2.4088	140.23		6.7	33.3	1.1750	0.7322
ABpraappa	175.1	-7.2675	188.90		10.7	50.0	2.4334	-0.0807
ABpraappaa	227.7	-8.0635	232.72		3.2	30.8	2.7429	-0.7258
ABpraappap	227.7	-7.9370	228.85		3.4	30.6	2.7281	0.0491
ABpraappp	175.1	-6.9343	189.41		10.2	44.4	2.3524	-0.1264
ABpraapppa	221.4	-7.8722	239.93		3.9	36.7	2.7766	0.0570
ABpraapppp	221.4	-7.8017	212.40		2.6	36.8	2.6559	0.2092
ABprap	87.8	-0.0359	75.85		0.1	22.8	0.0748	-0.1524
ABprapa	111.9	-1.0555	117.31		4.4	27.2	0.6520	0.1013
ABprapaa	140.4	-3.2007	148.62		8.1	36.7	1.3515	0.6172
ABprapaaa	178.7	-6.6179	190.96		9.9	46.3	2.2698	-0.2532
ABprapaaaa	227.5	-7.7432	242.83		3.9	33.0	2.6127	-1.0325
ABprapaaap	227.5	-7.5027	238.31		3.5	32.6	2.5525	-0.8347
ABprapaap	178.7	-7.3185	201.68		10.4	50.3	2.4637	0.1292
ABprapaapa	232.0	-7.9818	230.69		3.2	28.3	2.7267	0.0719
ABprapaapp	232.0	-7.4173	230.52		4.5	28.6	2.5745	-0.0959
ABprapap	140.4	-2.5138	123.70		5.2	33.1	1.1804	0.7502
ABprapapa	174.9	-6.4495	183.37		10.1	47.1	2.1742	-0.1001
ABprapapaa	224.3	-7.6235	218.31		3.2	35.7	2.5598	-0.6499
ABprapapap	224.3	-7.3927	217.12		4.0	35.7	2.4755	-1.2080
ABprapapp	174.9	-5.8564	182.14		6.9	44.6	2.0152	-0.2207
ABprapappa	221.5	-7.5715	215.58		3.3	38.9	2.5592	-0.4860
ABprapappp	221.5	-7.5605	234.20		4.2	38.4	2.6516	-1.0981
ABprapp	111.9	-0.9377	113.04		4.3	27.7	0.6104	0.1004
ABprappa	140.9	-3.0996	148.25		9.4	37.2	1.3234	0.5136
ABprappaa	179.5	-6.8230	185.91		9.1	47.3	2.2897	-0.6299
ABprappaaa	229.7	-7.5473	244.25		2.8	30.2	2.6325	-1.4155
ABprappaap	229.7	-7.2709	227.07		2.7	30.7	2.5453	-0.9682
ABprappap	179.5	-6.9983	191.47		9.1	47.0	2.3489	-0.5505
ABprappapa	229.3	-7.4860	219.95		3.4	31.0	2.5059	-1.1012
ABprappapp	229.3	-7.5739	220.21		3.5	31.1	2.5652	-1.0752
ABprappp	140.9	-3.2070	128.86		10.6	39.4	1.3636	0.6011
ABprapppa	181.8	-6.6855	192.86		9.1	50.9	2.2847	0.1783
ABprapppaa	235.9	-7.3973	196.72		2.7	24.1	2.6021	-0.6410
ABprapppap	235.9	-6.9524	219.66		2.0	23.7	2.4151	-0.6165
ABprapppp	181.8	-6.7886	191.65	193.0	9.8	50.3	2.3143	-0.2947
ABprappppa	235.5	-7.5423	201.73		3.1	24.9	2.6272	-0.8643
ABprappppp	235.5	-7.3711	199.74		2.6	24.9	2.6020	-0.6175
ABprp	71.1	-0.0007	53.89		-0.5	15.8	0.0663	-0.1800
ABprpa	88.2	-0.0927	53.14		0.8	23.6	0.0886	-0.1546
ABprpaa	113.1	-1.2129	113.12		4.5	28.0	0.7282	0.1849
ABprpaaa	142.4	-3.6120	146.02		8.3	33.8	1.4585	1.1583
ABprpaaaa	177.7	-6.3059	186.04		7.7	42.9	2.1911	1.1613
ABprpaaaaa	222.7	-7.7548	228.31		3.1	35.6	2.7097	1.1585
ABprpaaaap	222.7	-7.7374	228.95		2.9	35.6	2.7393	1.3732
ABprpaaap	177.7	-6.4129	177.94		5.6	43.9	2.2457	0.9979
ABprpaaapa	223.9	-7.5080	237.90		2.8	34.6	2.7097	1.4154
ABprpaaapp	223.9	-7.4648	232.44		2.3	34.3	2.6957	1.5993
ABprpaap	142.4	-2.6377	152.47		7.9	33.1	1.2237	0.4485
ABprpaapa	177.1	-6.9420	192.17		7.9	45.5	2.3534	1.0967
ABprpaapaa	225.0	-7.8743	220.88		2.7	33.2	2.7712	1.5568
ABprpaapap	225.0	-7.3065	233.51		3.6	33.2	2.6220	1.1686
ABprpaapp	177.1	-6.2860	183.87		6.6	43.2	2.1664	1.1920
ABprpaappa	222.3	-7.7813	227.15		3.2	35.9	2.6970	1.4262
ABprpaappp	222.3	-7.3630	216.36		2.1	36.0	2.5981	1.3521
ABprpap	113.1	-0.9640	120.21		3.3	27.2	0.5958	0.1348
ABprpapa	141.7	-3.1714	128.24		7.6	33.8	1.3513	0.9740
ABprpapaa	176.9	-7.2904	190.11	175.0	8.6	47.3	2.4852	1.2060
ABprpapaaa	226.9	-7.9726	222.13		2.5	31.8	2.7670	1.5316
ABprpapaap	226.9	-8.0394	228.25		2.7	31.4	2.7813	1.3064
ABprpapap	176.9	-6.3829	189.06	191.0	7.5	44.9	2.2091	1.0200
ABprpapapa	224.2	-7.6975	215.92		2.6	34.1	2.6738	1.2275
ABprpapapp	224.2	-7.6460	226.44		3.0	34.5	2.7674	1.5627
ABprpapp	141.7	-2.5810	136.46		6.4	32.3	1.2004	0.6944
ABprpappa	175.4	-6.3205	169.72		6.8	43.3	2.1983	1.1938
ABprpappaa	220.8	-7.6356	226.16	265.0	4.7	37.4	2.6585	1.2236
ABprpappap	220.8	-7.8033	244.43		5.2	37.6	2.7784	0.6807
ABprpappp	175.4	-6.0069	168.16	194.0	7.0	44.5	2.0618	0.7877
ABprpapppa	222.0	-7.8823	243.31		4.3	36.5	2.8072	0.8622
ABprpapppp	222.0	-7.5142	230.15		4.4	36.1	2.6204	-0.0700
ABprpp	88.2	-0.1798	93.49		0.9	23.8	0.1345	-0.1343
ABprppa	113.3	-1.2084	121.76		4.8	29.1	0.7408	0.2044
ABprppaa	143.8	-3.9704	143.06		8.4	38.3	1.5403	0.9843
ABprppaaa	183.3	-6.8526	200.22		8.1	49.1	2.3835	1.2579
ABprppaaaa	235.6	-7.3254	238.57		1.3	23.0	2.5842	0.9074
ABprppaaap	235.6	-7.8592	245.38		2.8	22.8	2.8036	0.7379
ABprppaap	183.3	-6.5606	183.71		7.5	45.4	2.3029	1.0317
ABprppaapa	231.6	-7.2539	231.33		1.6	27.5	2.6887	1.1487
ABprppaapp	231.6	-7.2657	226.73		2.2	27.6	2.6732	1.1331
ABprppap	143.8	-3.7604	146.71		8.3	35.4	1.4900	0.7631
ABprppapa	180.5	-6.6327	192.94		5.5	44.9	2.3024	1.2867
ABprppapaa	228.2	-7.2706	226.00		2.9	30.4	2.6384	1.3566
ABprppapap	228.2	-7.4039	232.45		2.0	30.7	2.6827	0.7213
ABprppapp	180.5	-7.1382	186.04		8.4	48.5	2.4358	0.7879
ABprppappa	232.1	-7.1659	226.85		2.0	27.0	2.5834	0.5520
ABprppappp	232.1	-7.8686	231.84		3.0	26.9	2.7281	0.1031
ABprppp	113.3	-1.1140	121.34		4.3	27.7	0.6882	0.1183
ABprpppa	142.4	-3.1019	147.27		7.1	33.9	1.3327	0.8048
ABprpppaa	177.7	-6.9043	192.91		7.3	46.1	2.4025	0.6128
ABprpppaaa	226.4	-7.8256	218.41		3.3	32.3	2.7019	0.2675
ABprpppaap	226.4	-7.4047	217.50		2.5	32.3	2.6502	0.8802
ABprpppap	177.7	-6.9287	193.74		7.1	46.2	2.3705	0.6605
ABprpppapa	226.4	-7.6724	221.58		2.4	32.0	2.7127	0.5632
ABprpppapp	226.4	-7.9300	229.12		2.8	31.7	2.7791	0.0949
ABprpppp	142.4	-2.8210	143.52		6.8	33.2	1.2537	0.4449
ABprppppa	176.9	-6.6881	189.15		7.6	43.3	2.3177	0.9169
ABprppppaa	222.4	-7.7329	229.21		3.6	36.5	2.7589	0.1666
ABprppppap	222.4	-7.7512	226.16		3.4	36.4	2.7045	-0.1621
ABprppppp	176.9	-6.7015	189.73		7.4	45.7	2.3399	0.8500
ABprpppppa	225.0	-7.4613	230.42		2.3	34.4	2.6638	0.0263
ABprpppppp	225.0	-7.3039	216.61		3.1	34.2	2.4833	-0.3876
C	63.6	0.0562	76.60		-1.3	16.6	0.0531	-0.1778
Ca	81.5	0.1011	66.12	75.5	-0.6	22.4	0.0581	-0.1888
Caa	105.3	-0.2579	97.68		2.4	29.8	0.2261	-0.1203
Caaa	136.4	-1.8010	128.52	138.0	6.4	35.4	0.9690	0.1194
Caaaa	173.3	-5.0001	183.27		11.4	47.9	1.7952	-1.9743
Caaaaa	223.2	-6.4299	214.93		4.1	38.9	2.2297	-2.4955
Caaaap	223.2	-6.2461	227.33	330.0	4.9	39.0	2.2111	-2.5082
Caaap	173.3	-5.1888	189.10	159.0	9.5	45.2	1.8718	-1.6976
Caaapa	220.2	-6.6437	215.73		7.0	42.0	2.2938	-2.3035
Caaapp	220.2	-6.0357	216.68		5.8	41.9	2.1481	-2.0332
Caap	136.4	-2.5615	132.81	129.5	9.6	43.1	1.1707	0.0441
Caapa	180.9	-6.6987	201.73	279.0	13.7	75.8	2.3075	-1.8938
Caapp	180.9	-5.5942	193.72		8.5	50.8	1.9966	-1.8304
Caappd	234.1	-5.3979	191.34		3.1	28.2	1.9759	-1.9383
Caappv	234.1	-7.0728	229.02	272.0	3.4	28.2	2.5198	-1.5761
Cap	105.3	-0.5719	108.15	107.0	4.6	35.1	0.3656	-0.0941
Capa	141.7	-3.8003	156.76		11.8	51.3	1.4921	-0.0904
Capaa	194.3	-6.4942	197.04		7.9	50.7	2.2401	-0.7462
Capap	194.3	-6.8617	191.52		9.4	51.5	2.3143	-0.5853
Capp	141.7	-2.8577	164.03	131.0	10.3	43.9	1.2208	-0.0767
Cappa	187.1	-6.7336	201.51		9.9	49.7	2.3021	-0.8513
Cappaa	239.8	-6.9866	226.55		1.4	20.9	2.4384	-0.8461
Cappap	239.8	-6.9526	222.78		2.2	21.5	2.4505	-0.8801
Cappp	187.1	-6.6476	200.08		10.3	52.3	2.2798	-1.0459
Capppa	242.5	-6.8025	230.45		1.7	18.7	2.4809	-0.7709
Capppp	242.5	-7.0443	228.42		1.5	19.3	2.4511	-1.3787
Cp	81.5	0.0562	76.60		-0.8	22.4	0.0531	-0.1778
Cpa	105.4	-0.2915	116.20	99.5	1.9	29.1	0.2350	-0.0872
Cpaa	135.8	-1.7419	128.06	136.0	5.8	33.6	0.9531	0.1774
Cpaaa	170.7	-5.5283	176.24		12.4	50.6	1.9280	-2.1159
Cpaaaa	223.3	-6.9753	214.66	340.0	4.5	38.9	2.3310	-2.4493
Cpaaap	223.3	-7.0278	219.35		3.7	38.8	2.3518	-2.4989
Cpaap	170.7	-5.2456	167.08		10.7	47.2	1.8531	-1.5446
Cpaapa	219.8	-6.8833	224.68	289.0	4.5	42.2	2.3423	-2.3682
Cpaapp	219.8	-6.7288	223.46		6.1	42.2	2.3288	-2.0942
Cpap	135.8	-1.8930	129.73	132.0	6.7	35.3	0.9933	0.1426
Cpapa	172.5	-6.0881	197.74		13.8	54.8	2.1138	-1.8261
Cpapaa	229.7	-6.9813	184.95		3.8	32.7	2.3978	-1.8967
Cpapap	229.7	-6.9997	227.63	284.0	3.1	32.6	2.4283	-1.8753
Cpapp	172.5	-6.1348	194.24		12.1	54.4	2.1406	-1.7487
Cpappd	229.2	-6.6421	209.40		2.6	33.2	2.3269	-1.6959
Cpappv	229.2	-7.0580	195.53		3.2	33.1	2.4787	-1.8937
Cpp	105.4	-0.3773	102.51	109.5	3.8	33.1	0.3208	-0.0570
Cppa	139.8	-4.1544	152.17	160.0	12.9	50.9	1.5861	-0.1439
Cppaa	192.0	-6.9611	208.35		9.0	51.1	2.3787	-1.2331
Cppap	192.0	-7.0598	194.63	221.0	10.8	51.5	2.4004	-1.3206
Cppp	139.8	-2.9713	143.73	134.0	10.5	43.0	1.2764	0.0727
Cpppa	184.3	-6.8419	203.31		10.6	49.9	2.3470	-1.6037
Cpppaa	237.2	-7.1218	235.07		1.6	23.2	2.4395	-1.4057
Cpppap	237.2	-7.3102	195.23		2.1	23.8	2.5308	-1.4453
Cpppp	184.3	-6.7032	202.85		9.9	52.4	2.3111	-1.3516
Cppppa	239.8	-7.0813	195.31		1.8	21.3	2.4594	-1.3759
Cppppp	239.8	-7.0500	226.62		1.3	22.0	2.4139	-1.8076
D	88.1	-0.0322	80.96	87.5	-0.7	32.7	0.0892	0.0340
Da	122.1	-0.5010	129.55	146.0	7.0	43.1	0.3586	0.1682
Daa	166.6	-3.9721	160.53	169.5	10.1	46.6	1.5406	0.6595
Daaa	214.9	-6.5941	209.87	209.0	6.5	42.6	2.3374	-0.1162
Daap	214.9	-6.1320	208.09	212.0	7.1	43.0	2.1689	-0.0230
Dap	166.6	-3.4749	149.79	154.0	8.3	41.8	1.4201	0.4322
Dapa	209.7	-6.5398	203.15	204.0	7.9	45.9	2.2611	-0.7076
Dapp	209.7	-6.3587	196.83		9.2	45.4	2.1541	-1.5032
Dp	122.1	-0.7201	124.65		6.8	43.9	0.4289	0.1719
Dpa	167.4	-3.6122	161.86		8.8	46.5	1.4553	0.0397
Dpp	167.4	-3.8295	172.80	175.3	9.6	41.6	1.5020	-0.0161
E	60.5	0.0562	76.60		-0.3	16.2	0.0531	-0.1778
EMS	49.5	0.0562	76.60		0.6	10.3	0.0531	-0.1778
Ea	78.0	-0.1907	85.42	93.4	1.9	38.6	0.1101	-0.2127
Eal	118.0	-1.5572	121.16	113.5	8.2	42.6	0.8445	-0.3636
Eala	161.9	-5.6292	189.68	225.0	17.2	67.5	2.0209	-2.5720
Ealaa	232.7	-6.7297	214.65		1.8	27.6	2.3038	-2.0363
Ealap	232.7	-6.2519	212.64		2.1	27.6	2.1751	-2.5016
Ealp	161.9	-5.7257	193.86		17.9	69.3	2.0080	-2.4939
Ealpa	234.8	-6.1311	220.28		1.7	25.5	2.1663	-2.2208
Ealpp	234.8	-6.5220	222.32		2.1	25.7	2.2875	-2.4657
Ear	118.0	-1.6376	121.62	126.0	8.4	43.2	0.8859	-0.3464
Eara	162.5	-6.5630	195.42		19.3	70.5	2.2167	-2.1168
Earaa	237.2	-6.7845	214.59		0.6	23.8	2.3165	-1.8762
Earap	237.2	-6.2139	218.93		2.2	23.7	2.2290	-2.5370
Earp	162.5	-5.7165	167.55		18.8	72.2	1.9836	-2.2199
Earpa	238.6	-6.9354	236.14		2.0	22.0	2.4101	-1.9542
Earpp	238.6	-6.0887	219.18		2.3	22.3	2.1681	-2.3944
Ep	78.0	-0.1223	85.61	92.0	2.1	40.3	0.0798	-0.2259
Epl	119.6	-1.8466	124.43	121.0	10.2	45.0	0.9594	-0.9768
Epla	166.0	-5.9675	192.69		20.1	68.7	2.0910	-2.8140
Eplaa	238.6	-6.6081	217.82	379.0	1.7	22.0	2.2850	-2.6056
Eplap	238.6	-6.0285	204.62		1.7	22.0	2.1333	-2.7533
Eplp	166.0	-5.8737	194.02		18.8	75.2	2.0548	-2.9055
Epr	119.6	-1.5189	118.78	127.0	9.5	44.9	0.8131	-0.7771
Epra	165.8	-6.5935	201.17	213.0	18.8	71.3	2.2555	-2.6942
Epraa	241.4	-6.6425	211.07		2.1	19.1	2.3124	-2.6936
Eprap	241.4	-6.3651	206.89		1.7	19.5	2.2245	-2.9560
Eprp	165.8	-6.4824	199.53	216.0	20.7	76.9	2.2345	-2.8749
MS	60.5	0.0562	76.60		-0.1	15.1	0.0531	-0.1778
MSa	77.0	0.0564	40.51		-0.7	19.5	0.0594	0.0283
MSaa	97.8	-0.3610	105.01	103.0	2.3	24.1	0.2182	0.2354
MSaaa	123.2	-1.7435	131.32		5.6	28.5	0.9303	0.5531
MSaaaa	153.1	-3.5241	150.10		5.4	31.4	1.4355	1.2858
MSaaaaa	185.8	-6.8100	197.83		5.8	37.6	2.3491	0.8474
MSaaaaaa	226.2	-8.0408	215.03		1.2	31.9	2.7117	1.1520
MSaaaaap	226.2	-7.8093	222.58	260.0	2.6	31.3	2.6595	0.7776
MSaaaap	185.8	-6.9056	199.83		7.3	41.5	2.3794	0.9852
MSaaaapa	230.5	-7.4380	212.40		0.8	28.2	2.5934	0.9354
MSaaaapp	230.5	-7.5494	227.23		2.7	28.2	2.6556	0.7938
MSaaap	153.1	-3.8821	147.74	163.0	6.6	34.8	1.5189	0.8461
MSaaapa	189.3	-6.5016	188.86		5.3	36.1	2.2585	1.3180
MSaaapaa	228.2	-7.3166	218.87		1.8	30.0	2.5769	1.0481
MSaaapap	228.2	-7.2233	220.40		2.8	30.2	2.5560	1.1683
MSaaapp	189.3	-7.6454	211.24		8.5	61.1	2.6082	0.0470
MSaap	123.2	-1.6320	127.93	114.0	6.9	28.6	0.8709	0.5823
MSaapa	153.1	-3.3201	150.12		6.2	31.5	1.3809	1.1996
MSaapaa	186.0	-6.3453	173.41	201.0	5.3	37.6	2.1699	1.0401
MSaapaaa	226.3	-8.0090	227.25		2.8	32.1	2.7345	0.9482
MSaapaap	226.3	-7.4533	228.35		2.9	31.9	2.5820	0.0786
MSaapap	186.0	-7.5811	198.11	180.0	9.2	45.5	2.5749	0.4750
MSaapapa	235.3	-7.6827	212.89		0.9	23.7	2.6674	0.8244
MSaapapp	235.3	-7.5782	224.55		1.2	23.6	2.6275	-0.0010
MSaapp	153.1	-4.0667	153.46		7.8	40.1	1.5632	1.1482
MSaappa	194.5	-7.6178	209.91	179.0	8.5	60.0	2.5948	0.3022
MSaappp	194.5	-7.4078	196.55	189.0	10.0	58.5	2.5270	0.4939
MSap	97.8	-0.2151	98.26		2.9	26.6	0.2086	0.1106
MSapa	125.7	-1.8484	130.38		6.3	30.2	0.9697	0.6351
MSapaa	157.1	-4.4209	156.84		7.7	36.7	1.6491	1.5358
MSapaaa	195.0	-7.4347	196.08		6.7	43.9	2.4959	0.6414
MSapaap	195.0	-7.7104	209.07		8.0	56.3	2.6137	0.7714
MSapap	157.1	-4.6201	155.62		7.0	37.0	1.6995	1.4417
MSapapa	195.5	-7.2008	190.62		6.9	44.5	2.4508	0.7609
MSapapaa	243.9	-7.7227	236.32		0.6	15.3	2.7090	0.9804
MSapapap	243.9	-7.6211	223.45		1.0	15.6	2.6629	1.4637
MSapapp	195.5	-7.3297	202.96		7.7	51.6	2.5378	0.9453
MSapp	125.7	-2.0460	137.12		5.4	30.7	1.0373	0.6415
MSappa	157.7	-5.0861	159.29	149.0	8.3	42.7	1.8193	0.4129
MSappaa	201.9	-7.3526	203.40		5.8	51.5	2.5654	1.3671
MSappap	201.9	-7.6769	207.92		8.0	52.3	2.5840	0.4565
MSappp	157.7	-5.0425	166.77		9.2	45.4	1.8034	0.8402
MSapppa	204.7	-7.2831	205.95		5.4	47.9	2.5406	1.2822
MSapppp	204.7	-7.6373	215.96		7.4	48.8	2.5963	-0.1607
MSp	77.0	0.0564	40.51		0.5	19.5	0.0594	0.0283
MSpa	97.8	-0.2073	80.18	95.0	1.6	24.3	0.1844	0.0879
MSpaa	123.4	-1.5793	134.61		6.1	29.3	0.8921	0.5229
MSpaaa	154.0	-3.3919	157.29	165.0	6.4	30.9	1.4019	1.1335
MSpaaaa	186.2	-6.9322	198.10		7.2	37.3	2.4016	1.2897
MSpaaaaa	226.2	-8.1052	237.83	328.0	3.0	32.5	2.7347	0.2534
MSpaaaap	226.2	-7.2345	214.12	254.0	2.7	32.1	2.5490	1.2932
MSpaaap	186.2	-6.7795	200.96		8.1	39.7	2.3388	0.9513
MSpaaapa	229.0	-7.9727	220.05	248.0	1.8	29.9	2.6904	0.2125
MSpaaapp	229.0	-7.5810	217.09		2.3	29.4	2.5743	-0.0350
MSpaap	154.0	-4.5179	143.12		8.3	37.6	1.6760	1.4526
MSpaapa	193.0	-6.4907	190.14		7.2	39.2	2.2380	1.0914
MSpaapaa	235.9	-7.6674	233.14		1.9	22.8	2.7226	0.8915
MSpaapap	235.9	-7.2937	223.50		1.8	22.9	2.5207	0.3715
MSpaapp	193.0	-8.4650	221.25		10.1	57.4	2.7725	-0.6545
MSpap	123.4	-1.5634	103.03		6.0	28.7	0.8839	0.5190
MSpapa	153.5	-3.2142	143.66		6.5	31.6	1.3509	0.8313
MSpapaa	186.4	-6.2609	183.38		7.4	37.8	2.1643	0.7475
MSpapaaa	226.9	-7.1975	221.55		1.8	31.7	2.5356	0.8566
MSpapaap	226.9	-7.3145	215.94		3.0	31.6	2.4815	-0.4472
MSpapap	186.4	-6.7190	198.16		9.9	44.5	2.3066	0.1746
MSpapapa	234.5	-7.8201	232.65		2.8	24.4	2.6990	-0.2366
MSpapapp	234.5	-7.1799	211.62	251.0	1.0	24.4	2.4741	0.1641
MSpapp	153.5	-4.9603	161.76		8.9	40.0	1.7981	1.1525
MSpappa	194.8	-7.4884	204.81	246.0	8.1	59.5	2.5609	0.0443
MSpappp	194.8	-7.3166	200.97	231.0	9.2	56.3	2.4695	-0.3627
MSpp	97.8	-0.3587	97.82	81.0	2.6	26.5	0.2780	0.1343
MSppa	125.6	-1.7773	104.48		5.9	30.5	0.9513	0.4852
MSppaa	157.4	-4.7312	164.83		7.5	36.8	1.7283	1.3093
MSppaaa	195.7	-7.0921	204.67	233.0	6.5	42.4	2.4600	0.9137
MSppaaaa	242.2	-7.6768	220.45		0.8	17.2	2.6834	1.4817
MSppaaap	242.2	-7.3911	221.69		0.7	17.2	2.6128	1.3306
MSppaap	195.7	-7.7740	203.04		7.7	56.2	2.6669	1.0951
MSppap	157.4	-4.3492	163.37	166.0	7.9	35.8	1.6329	1.1981
MSppapa	194.6	-6.8740	198.13		6.1	43.7	2.3610	0.3696
MSppapp	194.6	-7.3710	210.14		9.7	51.8	2.5629	0.4157
MSppp	125.6	-1.6875	135.92		6.1	30.7	0.9361	0.5390
MSpppa	157.6	-4.0938	144.58	169.0	7.4	40.6	1.5700	0.7563
MSpppaa	199.6	-7.4845	201.78		8.6	53.1	2.5335	0.5856
MSpppap	199.6	-7.1873	215.69		7.4	54.4	2.5381	0.1948
MSpppp	157.6	-5.1236	156.64	173.0	9.5	44.7	1.8198	0.5855
MSppppa	203.7	-7.5143	207.12		5.2	48.5	2.5406	0.7109
MSppppp	203.7	-7.4200	219.33	231.5	7.1	49.8	2.5413	0.2364
P2	49.3	0.0721	45.02		0.0	13.2	0.0451	-0.1817
P3	63.6	0.0562	76.60		-0.8	23.0	0.0531	-0.1778
P4	88.1	-0.1780	78.22		3.2	63.4	0.1715	0.0866


Table S6. (Click to open attachment. May not work in Chrome's embedded PDF viewer – to open this attachment, save this PDF file and open in Acrobat Reader.)


	transpose-PC1	transpose-PC2	transpose-PC3	transpose-PC4	transpose-PC5	transpose-PC6	transpose-PC7	transpose-PC8	transpose-PC9	transpose-PC10	transpose-PC11	transpose-PC12	transpose-PC13	transpose-PC14	transpose-PC15	transpose-PC16	transpose-PC17	transpose-PC18	transpose-PC19	transpose-PC20	transpose-PC21	transpose-PC22	transpose-PC23	transpose-PC24	transpose-PC25	transpose-PC26	transpose-PC27	transpose-PC28	transpose-PC29	transpose-PC30	transpose-PC31	transpose-PC32
B0310.2	24.809029	1.312796	-1.170420	0.995267	-0.320900	-2.774261	-0.003148	0.685921	1.164052	0.385444	0.390503	-0.108545	0.179818	-0.550665	-0.680041	0.160264	-0.051662	-0.393066	-0.541702	0.663052	-0.094323	0.386147	-0.094269	-0.129391	0.216869	-0.219621	-0.100114	-0.214457	-0.285283	0.058971	0.043156	-0.053288
B0336.3	5.784345	-2.748236	-6.369340	0.013065	2.145346	-4.350292	-1.386659	0.346829	1.506457	-1.678298	-0.135111	-1.191176	1.615659	2.315624	-1.693789	-0.610361	0.102542	0.913797	-0.664090	-1.486337	-0.751863	-0.488459	-1.113546	0.118745	-0.123289	0.419702	-0.214107	-1.046360	1.628854	1.121800	0.333274	0.806271
C05D10.1	6.968674	-5.644099	1.440971	-0.647297	-1.006523	-3.774579	-0.348776	3.247397	-0.230691	-0.343783	0.616551	1.782666	1.343506	2.128778	0.172486	-2.505858	-1.101689	-1.004775	-2.702703	-0.788727	-2.452574	1.563052	0.175139	-3.592819	1.207021	0.441208	1.526131	0.487763	-1.602068	-0.950893	0.169375	0.386355
C08B11.3	23.765667	-1.540021	-1.940236	1.346935	0.013109	-0.056085	-1.761372	0.892744	-0.659994	-0.531070	-0.374337	-0.534723	0.349267	0.044707	0.252696	-1.069001	0.267835	0.579974	0.695977	-0.947835	0.042752	0.005822	0.161959	-0.372564	0.222709	0.384454	0.182177	-0.229535	-0.222353	0.326009	0.178339	-0.456929
C25D7.10	14.586782	-8.496286	-1.523554	-1.998094	-1.224315	-2.302013	0.150570	-0.668062	1.329417	1.756291	0.637152	2.205942	0.850656	-0.421193	0.044587	0.834857	1.204012	0.910612	2.519478	-0.217729	-1.111190	-0.635716	1.255740	0.665610	-0.588354	-0.760343	-3.510025	-0.671694	1.434266	-2.194166	0.264715	-1.048256
C50F7.5	14.565940	-7.963570	-2.900898	0.776752	-2.499151	-3.214929	1.059447	-0.341329	-0.434477	1.301296	2.240782	0.321498	0.752193	1.131397	-0.620886	0.488005	2.159700	1.228991	-0.080110	-0.061872	1.729353	1.140769	1.180055	2.471885	2.351082	-0.396901	3.304747	-0.948509	-0.534337	-0.012129	0.897042	-0.913138
D1081.8	16.962481	-8.618797	-4.088892	1.285826	-1.231422	-2.857821	0.715883	1.410987	1.830256	0.892241	-0.504613	0.269257	0.695761	-0.266678	0.968313	-0.060370	-0.472072	0.301059	0.260789	0.892083	0.789730	0.225538	1.004867	-0.453752	0.179546	0.868271	0.347135	-0.803357	-0.090344	0.808336	0.026342	0.301500
F09G2.9	24.012859	-0.982165	-1.769641	1.393999	-0.007598	-0.485686	-1.676365	1.012945	-0.692795	-0.651113	-0.327773	-0.348540	0.333965	-0.210766	-0.120054	-0.947702	0.367862	0.371104	0.666233	-1.048955	0.098533	0.327031	0.359864	-0.278360	0.215647	0.884435	0.016548	-0.472198	-0.208987	-0.088065	0.350270	-0.551801
F16B12.6	24.119900	-0.616844	-1.755799	1.300842	-0.273942	-0.819573	-1.524762	0.998151	-0.407832	-0.616931	-0.369762	-0.272634	0.369006	-0.454637	-0.223564	-1.033732	0.287663	0.302217	0.381801	-0.840285	0.036098	0.268351	0.153691	-0.211062	0.118895	0.793552	-0.043318	-0.417140	-0.205819	-0.119743	0.277264	-0.829934
F17C11.1	0.600412	0.657199	-1.865541	1.643934	-0.494880	-0.147064	-1.146244	1.093141	1.654552	-0.116442	-1.027393	-0.991184	0.103002	0.914652	-0.320257	0.442228	0.242746	0.237525	-0.110615	-0.261291	-0.409504	0.490815	0.188648	-0.111943	0.292953	-0.028067	-0.209410	-0.074536	0.017371	0.749216	0.290813	0.080414
F21A10.2	23.115095	-2.678183	-2.450434	1.388264	-0.096098	0.315579	-1.036431	1.133074	-0.311305	-0.545662	-0.524397	-0.324702	-0.473518	-0.088664	0.455579	-0.396569	0.483090	0.117779	0.179123	-0.297472	0.072509	0.034042	0.365896	-0.117511	0.851317	0.381366	-0.021810	-0.065565	-0.214686	0.726201	0.631171	-0.178578
F21D5.9	7.939981	-6.418145	2.571023	0.001948	0.343073	-3.772678	-0.046221	2.292600	2.175841	-3.296236	0.500840	1.969518	-0.865813	0.740617	0.864069	0.146654	-2.699203	0.690501	1.039883	-0.095201	2.968501	-0.486977	0.216718	-1.590737	-1.152544	-0.398811	0.156607	0.774738	1.664896	0.444883	1.443877	-0.262433
F23F12.9	16.752489	-8.780044	-1.703848	1.509823	-0.127561	-1.665066	1.263884	-1.016721	1.025836	1.361359	1.045351	0.346945	-0.048266	0.497292	-0.704842	-1.403141	0.396647	0.885783	-0.558931	0.698719	-1.308688	-0.287461	-1.664184	1.001324	0.176950	0.590345	-0.242107	0.214755	0.258365	0.438668	-0.040996	-0.815737
F28C6.1	24.762453	1.114644	-1.127642	0.850710	-0.187604	-2.690444	0.184640	0.608672	1.082540	0.438509	0.404265	-0.350785	0.109699	-0.242197	-0.537244	0.253125	-0.092644	-0.242966	-0.449300	0.597838	-0.041841	0.508256	-0.064478	-0.100543	0.306465	-0.533304	-0.180770	0.003927	-0.251957	0.335816	0.093097	0.403584
F47H4.1	24.112608	-0.292869	-1.681148	1.062694	-0.318356	-1.674970	-0.957352	0.672545	0.212282	-0.132607	-0.117933	-0.380538	0.289832	-0.690513	-0.271282	-0.519580	-0.249879	0.019203	0.065846	0.392823	-0.018744	0.595896	-0.030513	-0.003297	0.245895	-0.281710	-0.161736	0.189297	-0.723490	0.473399	0.560646	-0.340836
F58D2.1	15.117831	-6.971414	5.804293	1.577870	-0.454358	0.936755	-0.014381	0.489498	2.620343	0.265162	1.053977	-0.512253	1.832821	0.431661	0.037610	-1.247129	-0.159588	0.481848	-1.362420	-1.000924	0.308689	0.797348	-0.220942	0.300179	-1.570926	-0.208814	-0.141339	-2.010940	0.724170	-0.342520	1.794928	0.243763
K02G10.1	19.835768	-7.653721	-4.273009	1.641925	-1.018549	0.733213	0.845302	0.465900	1.999172	0.425175	-0.355433	-0.390388	-0.019896	0.442167	-0.208740	-0.204933	-0.032318	-0.237667	-0.601516	0.847612	0.075547	0.054776	0.181937	-0.145819	0.646697	-0.350056	-0.030527	-0.199820	-0.692343	0.551133	0.437514	-0.217167
R144.3	18.725309	-7.656381	-4.893406	1.649266	-0.382815	-0.647054	1.157795	1.002091	1.805342	0.335429	-0.746740	-0.383503	-0.454930	-0.085560	0.180942	-0.560618	-0.499365	-0.558330	-0.190916	1.099214	0.429783	-0.090420	0.120739	-0.736343	-0.039362	0.496502	0.838692	0.405881	-0.488282	1.023494	0.767987	-0.182065
T22C8.3	22.787018	-3.481726	-2.259292	1.443548	-0.081377	0.753301	-1.203091	0.274123	-0.063581	-0.024349	-0.535334	-1.154611	0.659145	1.109921	0.357574	-0.658027	0.032122	0.850070	0.558484	-1.084807	0.049723	-0.222301	-0.583804	-0.630803	-0.056876	-0.343371	0.447571	-0.099674	-0.300310	0.405728	-0.183540	0.075439
T23G5.6	20.106319	-6.925889	-4.278115	2.141786	-1.129529	0.992144	1.078307	0.849040	1.428016	-0.291470	-0.337344	-0.421684	-0.464613	-0.039300	-1.051330	-0.346603	0.432803	-1.068305	-0.792355	0.040508	0.232622	0.446902	0.240373	-0.482430	0.636694	-0.454859	-0.331848	-0.199650	-0.251384	0.132928	0.136690	-0.180851
T28H10.3	0.609550	0.624371	-1.909596	1.628559	-0.319780	-0.196099	-1.327113	1.115203	1.828106	-0.123448	-1.027974	-0.998887	-0.114078	0.814278	-0.316559	0.431650	0.164741	0.178028	-0.013563	-0.239509	-0.514672	0.526027	0.080425	-0.161105	0.283142	-0.030041	-0.191975	0.015404	0.085194	0.638655	0.238050	-0.123136
Y106G6H.4	13.948646	-8.443856	1.411994	0.200264	1.615636	-1.726536	-0.561494	-0.161698	3.404915	2.600345	0.276519	1.266504	-1.534475	-1.760470	-0.038944	-1.642583	-1.024973	0.028902	-0.509418	-1.229630	2.915262	-0.585812	-0.230513	-0.368161	-0.455073	1.035594	0.310874	1.086945	0.033858	1.240840	0.513143	-2.537025
ZK185.1	24.750616	1.124856	-1.227396	1.027418	-0.240631	-2.615842	-0.350151	0.776820	0.909779	0.352210	0.417966	-0.168726	0.189773	-0.628567	-0.589941	0.302166	-0.084160	-0.282598	-0.564088	0.755397	-0.141834	0.415001	-0.157934	-0.063790	0.186528	-0.128012	-0.123851	-0.132514	-0.305564	0.084133	0.156172	-0.161792
ama-1	23.476851	-0.487938	-1.203017	0.591539	-1.980175	-1.857915	3.269465	-0.215676	2.838997	-0.033131	-1.494115	-0.792223	0.330487	2.113569	-1.050280	-1.777716	1.195709	0.291518	0.416698	-2.625208	0.276197	-0.586574	-0.691155	-1.182008	-0.301178	-0.023403	0.590509	-0.736955	0.146324	-0.534589	-2.307323	-0.745211
ceh-21	20.625427	-6.859882	-3.949284	1.869630	-1.204337	1.390719	0.797765	0.845343	1.550301	-0.192032	-0.535602	-0.370798	-0.318295	0.290172	-0.893152	-0.261783	0.328234	-0.747843	-0.782977	0.115667	0.259306	-0.058872	-0.005588	-0.400478	0.254978	-0.305448	-0.151421	-0.128540	-0.334502	0.368745	0.283151	-0.279263
ceh-26	24.910240	2.129524	-1.115631	0.222788	-1.285987	-2.939548	2.510779	0.120043	2.874471	0.551039	-0.295336	-0.119373	-0.373070	0.615030	0.560957	-1.366489	0.534740	0.386870	-0.296125	-0.790920	0.054648	-0.549360	0.259512	-0.580916	0.818760	-0.292528	0.370148	-0.425590	0.216381	0.600565	-0.301759	-0.066716
ceh-27	6.654408	-3.469129	4.132853	4.814354	-1.581443	-0.617576	1.062109	-0.340894	-1.563461	2.332516	0.379569	-2.005106	0.021014	0.523144	-1.242228	-1.661831	-0.830198	0.630148	-3.169426	-1.009768	-0.366849	-0.315341	1.650555	-0.849968	1.313948	-1.142766	-1.543066	-1.397405	0.708329	0.933082	-0.145009	0.296027
ceh-32	8.006162	-3.146198	-0.295964	-0.950046	7.350002	-0.734335	2.524531	1.387119	0.148673	-0.133177	-3.024992	-0.592885	0.919929	-1.766075	-0.340439	-2.117261	0.696292	-2.130337	1.460164	0.753540	-2.033566	-0.292436	0.671111	1.140227	0.481691	-0.573894	0.784320	-1.310442	-0.266446	2.257933	-0.263964	-2.438053
ceh-36	19.013603	-6.109774	-1.469036	1.501063	-2.219767	-0.775108	-1.712680	-1.805245	2.095116	-1.217628	-0.867876	-0.409493	1.543856	1.335163	0.557600	-0.266463	0.811005	0.126120	1.367558	-0.320608	-2.100664	1.749592	-0.421635	-0.603314	0.398546	-1.314980	-0.737367	0.887074	-0.337097	-0.378053	-1.081192	-1.598071
ceh-41	20.045444	-7.490824	-4.037130	1.658629	-1.332818	0.866620	0.992960	0.648505	1.708030	-0.123944	-0.417815	-0.562990	-0.261172	0.565787	-0.588509	-0.128587	0.114575	-0.501753	-0.715229	0.377298	0.055052	0.304428	-0.009279	-0.080809	0.304879	-0.305658	-0.200318	-0.192259	-0.488755	0.677487	0.383764	-0.393245
ceh-43	19.876560	-6.803721	-2.412945	1.136442	-0.319564	0.068526	0.266760	-0.042952	1.286641	0.365747	-0.350237	-0.199842	0.422008	1.528907	0.409707	0.249185	1.149164	1.452134	0.194705	0.525717	-0.309071	0.547199	-0.398354	0.513799	-0.803793	0.577766	0.251402	0.176509	-0.714353	0.236085	-0.327303	-1.200526
cep-1.b	6.364423	-4.607163	2.181543	-2.784712	-1.851626	-0.879118	-1.309160	2.082376	2.336392	-0.110167	2.451314	1.232466	-0.640283	-0.293858	0.139118	0.754194	0.408965	-1.359162	1.014067	-2.930088	0.408298	2.028543	-1.958791	0.051831	0.213308	-0.519216	-0.411751	-2.749759	-3.273800	3.024466	-0.911837	-0.262025
cwn-1	13.749880	-6.155620	-0.628587	1.655181	-3.241969	-0.997905	3.183937	3.423242	-2.357788	-0.959429	1.138368	-0.832347	-4.533823	-2.297319	-1.839371	1.456666	-1.387562	0.661954	1.610007	-1.591068	-3.506032	-1.383100	-1.092961	0.073723	0.566297	-1.133235	1.788828	0.499563	1.032477	0.437335	-0.103908	-0.161146
dmd-4	0.836623	-0.508861	0.474893	1.506259	-0.844016	-0.181928	-0.093591	-0.754742	-0.379364	0.791712	0.204115	0.005174	0.245802	-0.508259	0.268411	-0.251160	0.713911	-0.363917	-0.085865	0.267057	0.069260	-0.528914	-0.348447	0.196164	-0.286537	0.209660	0.199650	0.151530	-0.378918	-0.256270	-0.243290	0.209249
dpl-1	21.070145	-5.498963	-0.855098	1.027854	0.696842	1.056981	-1.387313	-1.073846	1.147866	0.376970	0.174668	-0.793325	-0.036585	1.033275	1.326649	-0.986004	0.242813	1.523104	-0.376318	-0.254673	-0.919547	-0.262327	-0.565613	-0.445915	-0.467269	-0.150505	0.394235	-0.055710	-0.172317	0.352079	-0.349291	-0.085224
dpy-31	1.260298	0.036331	-1.220362	1.509578	-0.565095	-0.334197	-1.140391	1.568853	1.940941	-0.421430	-1.194476	-1.648143	-0.278265	0.786793	-0.269801	0.910181	0.935200	0.227316	0.540254	0.027943	-0.121128	0.519863	-0.001589	0.269846	0.934998	-0.339826	-0.726731	-0.558741	0.157602	0.764109	0.215872	0.006645
dsl-1	15.503059	-8.460543	-1.099612	-0.537888	-1.287318	-2.339688	1.821919	-1.392065	0.048712	-1.368245	-0.337401	0.705494	0.581995	-0.610100	0.826275	-0.142955	0.878841	1.491706	-0.849868	1.060682	-2.185195	0.802869	1.134101	0.290627	-3.752987	1.123038	2.386384	-0.631356	-0.850707	0.274850	0.846544	1.104573
dve-1	3.947818	-0.098458	-3.940010	4.250653	-1.585457	-0.674765	-1.844382	0.576099	2.554390	1.425939	-0.271526	-0.149886	1.249785	-1.753884	0.367954	-1.641152	-0.912675	0.897078	-0.305247	0.297428	-1.309671	-1.890575	-1.122442	-0.498192	1.451640	1.130391	1.477143	-1.696663	-0.197416	-0.166703	1.040549	-2.057401
dyf-7	11.164824	-6.713367	0.413024	-2.518534	-0.164979	-2.533869	-0.485646	0.226057	1.846679	-3.552930	3.170773	-2.365567	-0.856142	-0.414478	-2.516925	-1.191298	3.067737	1.875490	0.097481	2.221102	-0.201951	-4.002611	1.297361	-2.491766	1.049082	1.148578	-1.249304	-0.784702	-2.094507	0.892929	0.162533	-0.158287
eef-1A.1	20.463705	-6.847374	-3.919796	1.916888	-0.973972	0.928866	0.648388	0.434266	1.402157	-0.317399	-0.730403	-0.572140	-0.328277	0.141541	-0.352898	-0.400926	0.005548	-0.266431	-0.429007	0.166671	0.017389	0.223076	0.045534	-0.361064	0.817066	-0.417189	-0.214574	-0.178040	-0.862293	0.674094	0.429523	0.053176
egl-27.b	24.178858	-0.476868	-1.663311	1.395984	-0.070862	-0.899053	-1.433763	0.978485	-0.296207	-0.485619	-0.185399	-0.173791	0.279294	-0.346424	-0.170056	-0.777159	0.377336	0.203564	0.429193	-0.796537	0.024279	0.247608	0.349745	-0.274715	0.255105	0.942383	0.063969	-0.586903	-0.165318	-0.164420	0.330865	-0.624654
egl-5	15.992365	9.615954	0.214054	-0.608711	-1.787587	3.040397	6.984130	-1.211944	1.949088	0.389576	0.503707	0.851382	0.196561	0.946076	1.307261	-2.158585	-0.310201	-0.064261	2.219284	0.157666	-0.402797	-0.458419	1.356480	-0.551616	0.294583	-0.074671	0.199680	-0.680854	-0.649840	0.188111	1.717299	0.861425
elt-1	6.655248	-1.890143	-7.147915	-2.379425	3.590175	-1.042231	1.372110	-2.182155	-1.451059	-0.830789	0.204067	-0.713220	-0.596108	0.149665	-0.050133	-0.991518	-0.468664	-1.529679	-1.676852	-0.422262	1.979586	-1.323817	-1.316637	1.269819	0.194294	-1.020327	0.023802	0.495876	-1.831813	-1.802418	-0.779984	0.257528
elt-6	21.901716	-4.929914	-3.124635	1.787383	-0.589517	1.142863	-0.493421	0.472866	0.751430	-0.650757	-0.530877	-0.414497	-0.297771	0.500146	-0.026235	-0.560236	0.645760	0.244375	-0.036006	-0.714596	-0.042442	0.035610	-0.110718	-0.637214	0.452582	-0.039897	-0.023975	0.001038	-0.739482	-0.042664	0.154440	-0.024193
elt-7	3.191791	0.359651	-4.204876	4.298335	-1.499911	-0.717656	-1.477701	0.907899	2.161916	1.120111	0.071648	0.009737	0.952568	-0.532085	0.381706	-0.840048	-0.143047	0.376632	0.316065	0.483484	-0.593913	-1.470896	-0.686548	-0.276810	0.361447	1.063173	1.922180	-1.145616	-0.166030	-0.242988	0.864721	-0.618261
end-1	16.613897	-3.608274	-2.853198	5.022749	-0.720120	-0.190256	-1.040433	1.032720	2.784948	-3.434663	0.958737	4.762777	-1.077450	-2.049471	2.671563	-2.150819	2.292510	-0.512205	-2.782602	-1.064685	-1.381372	-0.836241	0.503258	2.224243	1.681604	0.458316	-0.916069	0.452626	1.300061	1.145568	-1.388060	1.072416
end-3	23.946089	-0.353732	-1.814967	1.253272	-0.770811	-1.490145	0.507771	0.504682	1.386665	-0.377158	-0.421134	0.306408	-0.154153	-0.251602	0.093794	-1.145041	0.592328	-0.248203	-0.094180	-0.809316	0.057883	0.065483	0.530573	-0.156187	0.843442	0.442693	0.055308	-0.596077	0.118287	0.361333	-0.010986	-0.296890
ges-1	9.963919	-5.204387	-1.360702	4.579810	-0.318708	-2.709767	-0.284146	1.758489	3.457282	-0.481487	2.015003	-5.623990	-1.933708	0.986918	0.919660	-2.677509	-2.311336	-2.243836	1.357920	-0.505450	-0.345985	0.405796	1.980604	2.560016	-0.796203	1.967452	-0.469670	0.590606	-0.776558	-1.079512	-0.972759	0.425001
glp-1	23.036827	-2.974730	-2.152891	1.455188	0.412703	0.675619	-1.728277	0.533717	-0.392065	-0.020985	-0.000280	-0.743360	0.332292	0.754253	1.043195	-0.889413	0.272186	0.881543	0.599056	-0.662871	-0.007983	-0.406239	0.211961	-0.442003	0.641558	-0.004755	0.347858	-0.258022	-0.054407	0.940978	0.185951	0.360292
his-72	24.738583	1.085648	-1.238048	1.038061	-0.223223	-2.580187	-0.420746	0.791049	0.854772	0.339300	0.419728	-0.181210	0.192895	-0.643624	-0.576572	0.330798	-0.085039	-0.260045	-0.562669	0.766809	-0.146549	0.424378	-0.166510	-0.051065	0.184239	-0.098809	-0.127759	-0.108420	-0.306586	0.094476	0.188713	-0.175407
hlh-16	1.617835	-1.301566	0.644737	0.057617	0.496896	-0.915351	0.379241	1.481979	-0.077755	-1.068550	0.172101	0.302937	0.191364	0.936399	0.753232	-0.028246	-0.202022	0.034260	-0.280319	0.001920	0.489629	-0.738339	-1.018645	0.002160	-0.432348	-0.782217	-0.639746	0.571303	-0.431121	-0.246595	-0.299950	-0.360817
hlh-26	22.992420	-1.593868	-1.374766	0.489123	-0.363052	-1.126407	-0.610364	-0.349030	1.967355	1.305891	0.214634	-1.724343	0.654234	0.476467	0.371646	0.077073	-0.946184	0.800472	-0.742888	0.940020	-0.281994	-1.133744	-1.380299	-0.245430	-0.034860	-2.276369	0.721268	1.280651	0.214748	2.043367	-0.536826	0.443484
hlh-3	12.087095	-5.760832	4.756196	-3.130441	-2.238338	2.314790	-1.767906	1.101267	2.981475	2.171947	-0.716210	0.788423	1.161287	-0.367502	-1.577494	0.078228	-0.263294	-0.445860	0.378419	-0.764579	-0.378360	-0.738268	0.352521	0.907596	3.298560	0.277959	0.783430	1.970583	-1.249262	-1.837612	0.652675	0.740611
hmg-1.2	22.945263	-3.183188	-2.428394	1.698711	0.058399	0.848504	-0.975623	1.150377	-0.378825	-0.577535	-0.653018	-0.437098	-0.107705	0.441767	-0.139998	-0.619024	0.730614	0.303626	0.517284	-1.222685	0.247102	0.007448	0.109515	-0.514683	0.111189	0.456008	0.374373	-0.523070	-0.212711	-0.031883	0.072035	-0.255454
hmg-11	24.762083	1.175403	-1.229747	0.998639	-0.279907	-2.649335	-0.315936	0.780114	0.947106	0.330699	0.419134	-0.142845	0.147180	-0.668670	-0.519913	0.313741	-0.053446	-0.267236	-0.646232	0.773270	-0.157912	0.422956	-0.138984	0.002006	0.240191	-0.081867	-0.176706	-0.079591	-0.259627	0.145441	0.268627	-0.128411
hnd-1	24.552181	0.672776	-1.424040	0.940777	-0.439080	-2.077223	-0.372540	0.803358	0.826083	0.121377	0.091613	-0.248876	0.054499	-0.491458	-0.196511	-0.239290	0.045633	-0.049833	-0.600382	0.242175	-0.099970	0.161784	-0.089405	-0.031896	0.258422	-0.072922	-0.159197	-0.137945	-0.077983	0.380915	0.497343	-0.186537
hsp-3	24.474232	0.390264	-1.441403	1.233260	-0.168886	-1.756815	-0.718508	0.916019	0.379427	-0.134021	0.115733	-0.033704	0.110840	-0.443424	-0.316337	-0.247571	0.344938	-0.131572	-0.050100	-0.199841	-0.026047	0.374581	0.363664	-0.171382	0.398503	0.769701	-0.095653	-0.540232	-0.157938	-0.190502	0.539744	-0.327916
irx-1	11.483791	-5.662762	1.220936	-0.079899	-4.414548	-2.783937	-1.404023	-4.631283	-2.026851	-1.168188	-2.384658	-0.586468	-1.784396	0.122215	3.932745	1.755750	-1.247216	-2.215681	0.442085	1.078983	0.792362	-0.483363	0.419080	-1.183759	2.047090	1.160944	0.230795	-2.235439	-0.118045	0.124710	-0.763813	0.128395
isw-1	22.113371	-4.364476	-0.744529	-0.236391	0.746610	0.659382	-0.627413	-0.547136	-1.585334	0.415526	0.704259	0.035112	0.337686	-0.176002	1.569151	-1.482093	-0.537672	1.009411	0.671112	-0.001781	-0.055735	-1.058019	-0.305721	-0.211627	0.565178	-0.149274	0.641389	0.347026	-0.053865	0.470742	-0.505364	0.125471
lin-1	13.871257	-7.197057	-3.486158	1.198169	1.994919	-3.028572	1.347150	2.571438	1.453387	1.986148	-4.911551	1.168453	1.494460	-1.301225	0.472798	-0.123922	-1.270890	1.032667	0.151418	0.552744	-0.973796	-1.056874	-0.014030	-0.813968	0.435026	0.651374	-1.207655	-0.583903	-1.531254	-0.042243	-0.961784	1.989802
lin-26	19.258657	-8.146969	-3.727614	1.418345	-1.397593	0.019621	0.891084	0.609828	2.272244	0.644108	-0.449663	-0.864734	0.360966	0.781745	-0.095867	-0.032583	0.056439	0.079816	-0.380909	0.839289	-0.042553	0.383619	0.019280	0.361281	0.581447	0.209034	-0.428176	-0.342279	-0.325545	0.498939	0.454912	0.088514
lin-32	3.372859	-2.201537	-0.112798	0.036964	2.492898	-1.362037	1.140022	-0.068561	-0.284789	-2.472117	-0.308625	-1.745523	0.540855	0.526289	0.570454	-1.335624	1.637136	-0.405543	-2.369079	1.457794	0.506578	1.295614	-0.162330	0.000424	1.185855	-0.611657	0.625185	-0.359060	0.799969	-0.879010	0.057194	-2.074557
lsy-27	16.347252	-5.308099	1.373312	-3.208461	-1.806385	0.699783	1.732569	5.349515	-2.376762	1.090614	-1.604715	-0.436721	2.060927	0.385973	-1.267807	-0.632189	1.268624	-1.533281	-0.502613	0.624342	2.108138	-0.920386	-0.061747	0.447885	-0.331407	1.888112	0.257941	-0.562273	2.157688	1.065520	-1.429898	0.457729
med-2	24.697485	2.663285	-0.517598	0.302037	-1.523443	-2.943057	3.197332	-0.125386	3.702533	0.402980	-0.420281	-0.196566	-0.358900	0.876448	0.804920	-1.723933	0.813918	0.457350	-0.156625	-1.409893	0.535815	-0.529759	0.671590	-0.635476	1.070777	-0.231341	0.662645	-0.490008	0.087633	0.712227	-0.530569	-0.318283
mel-28	0.547033	0.654927	-1.664649	1.523532	-0.761567	-0.034224	-1.171960	1.135767	1.612559	-0.152605	-1.064834	-0.963068	0.082730	0.786462	-0.276075	0.536873	0.475836	0.210633	-0.040257	-0.030303	-0.430482	0.529061	0.299333	-0.315704	0.201496	-0.033755	-0.253601	-0.104925	-0.025767	0.729734	0.249490	0.090137
mir-57	11.833192	-2.863129	-6.997072	-0.730821	0.821203	3.535712	3.117635	-0.969096	1.035591	-0.837175	4.096661	-0.377207	1.811549	-1.537292	-0.303442	-0.361567	-2.738129	0.774184	0.306138	1.209267	-0.325876	3.070816	-1.871307	-1.591200	1.886764	2.479991	-0.946632	-0.645637	1.478403	0.586268	-0.992036	-0.145215
mir-61	0.269854	-0.167130	-0.188350	-0.051503	0.109094	-0.129416	-0.091306	-0.044641	-0.013482	0.144774	0.067980	0.054901	-0.237633	0.040368	-0.153334	0.171881	-0.083064	0.398059	-0.251830	-0.173415	0.174101	0.067974	0.025287	0.083600	-0.094879	0.088924	-0.015170	0.214057	-0.107867	-0.143304	-0.200729	0.031051
mml-1	24.171238	-0.507885	-1.668030	1.443502	-0.031344	-0.882923	-1.441649	1.017024	-0.353821	-0.486639	-0.154026	-0.153589	0.300820	-0.276698	-0.237922	-0.668535	0.454446	0.166532	0.496740	-0.820938	0.042052	0.257528	0.336163	-0.332059	0.252416	1.035174	0.104230	-0.591972	-0.153753	-0.299983	0.144977	-0.647716
mnm-2	0.792181	-0.491528	-0.236873	-0.599545	0.790133	-0.121893	-0.039545	-0.189690	0.525249	-0.414793	0.460388	0.819041	0.727261	0.790379	-0.740780	0.178560	-0.045231	-0.547385	0.093237	-0.459244	-0.634508	-0.131656	0.261572	0.705857	-0.064197	0.015546	0.157727	0.118496	0.040824	0.337532	0.348661	-0.046591
moe-3	23.592524	-1.791968	-1.791849	1.484690	0.216420	0.070673	-1.699996	1.069789	-0.555406	-0.528932	-0.358460	-0.588023	0.301352	0.110352	-0.144473	-1.025028	0.370546	0.553451	0.712738	-1.168881	-0.016051	0.325077	0.277555	-0.431650	-0.034739	0.425011	0.145215	-0.360348	-0.177268	-0.029376	0.402821	-0.432919
nfyb-1	21.645447	-5.472499	-2.085654	0.791998	-0.396085	1.343505	0.339899	-0.212342	-0.361567	-0.101067	-0.060799	-0.369794	0.140678	0.142831	-0.255709	-0.977808	0.046234	-0.026652	-0.526284	-1.058958	0.305982	-0.669191	-0.637672	-0.956061	-0.459361	-0.610402	0.417418	-0.086160	-0.169141	-0.438490	-0.122837	0.364914
nhr-171	8.254953	-2.380577	-8.901770	-1.346384	3.235685	-2.105444	-0.083248	-1.988054	0.959662	-0.867899	-0.024423	1.372703	0.547187	1.150028	-1.268971	-0.356001	0.315457	-1.646762	0.926592	-1.476626	-0.609281	-0.379815	-0.525379	0.194257	0.836612	-0.291640	0.260012	-0.429081	0.229720	0.319463	2.423202	1.113474
nhr-49	12.182392	-5.722369	-6.816930	3.387005	-1.354893	-4.763046	0.268342	-1.093849	-1.148114	1.425151	0.773405	0.917735	0.397001	2.073437	-0.858992	-0.869850	-1.318902	-0.811534	0.279570	-1.406172	-0.573591	-0.915326	1.337450	-1.231349	1.391540	-0.708866	-0.357478	0.660570	0.756934	1.052214	0.328725	-1.775802
nhr-57	21.732584	-4.955503	-3.321497	2.054388	-1.538068	0.969859	0.115436	0.620166	1.018326	-1.047782	-0.995283	0.081307	-0.535209	-0.435810	-0.644764	-0.464360	0.696838	-0.829285	-0.749130	-0.518877	0.218561	0.108944	-0.261698	-0.355164	0.362949	0.491015	-0.289474	-0.268192	-0.125074	-0.215587	0.793388	-0.603188
nhr-67	2.529042	-1.131125	-0.018687	-0.191252	-3.032610	0.575170	-1.125744	0.699068	0.397091	0.334440	1.006938	-0.313916	0.967363	-1.298919	-0.539117	-1.034821	-0.015136	1.776293	-0.122835	0.630162	0.151122	0.908922	1.974440	0.960676	0.090829	-1.645133	1.171124	-0.712759	0.759464	-0.090564	-1.621626	0.293753
nhr-68	3.959382	0.425098	-6.990229	2.442978	-0.693996	-0.438154	-0.708897	0.318530	0.566643	1.680515	-0.186666	-0.184492	-0.161000	-1.045741	-0.382695	-0.115444	0.470371	1.083281	-0.646632	-1.022218	1.871835	-0.630679	-0.131861	0.479574	-0.383335	0.020882	0.255318	0.368507	-1.106688	0.756241	0.075831	0.682537
nhr-69	7.263710	-1.022326	-8.701962	2.592195	-2.570464	-1.344947	-1.070284	-0.550994	-0.287841	2.343778	1.996409	0.509773	0.736019	-1.272861	-0.893224	-1.478111	0.676237	0.080739	0.558495	-0.577288	1.162315	-1.091712	0.107648	-1.214652	-0.705493	0.244886	-0.141304	-1.366070	-0.352299	0.117875	-1.326416	0.882477
nhr-79	11.920253	-6.207503	-3.523930	3.501956	-2.234519	-3.879519	0.074112	4.088269	1.592250	-0.215946	1.144138	-1.632856	1.651523	-0.543980	2.621936	-2.312962	2.830635	-1.341849	2.696263	1.310108	0.845254	0.346828	-2.960557	-0.928455	1.040992	-1.914825	0.854760	0.140023	0.692010	-0.653384	0.514161	1.202715
nob-1	8.896265	2.087051	-6.068254	-5.622089	-7.229555	-2.010512	1.134026	0.670372	1.510375	-0.721249	-2.573899	-2.104814	-1.095379	-0.282313	1.565173	-0.201764	0.911871	2.654546	-1.617760	-0.788329	0.037644	0.486757	-1.321853	0.358906	0.682259	1.395331	-0.497134	1.249981	0.306528	0.814042	0.692188	-1.257424
pax-3	8.661135	-3.509441	-4.037421	-3.395182	2.665359	-1.198254	-2.711224	-0.971438	2.302932	2.925260	-1.202648	-0.477673	-5.276426	-1.630586	-1.106867	-2.743245	2.154215	0.045867	0.192933	0.355200	-0.253553	3.041451	0.659560	-2.397471	0.014976	-0.391587	0.921040	-0.502649	1.541000	-0.548407	-0.081196	1.082652
pbrm-1	20.281710	-7.213192	-3.862352	2.106002	-1.258452	1.021165	0.949321	0.299595	1.613244	-0.371457	-0.624404	-0.564515	-0.235418	0.102780	-0.777704	-0.023133	0.407949	-0.192218	-0.686396	0.196875	-0.252540	0.217960	-0.019761	-0.238450	0.240236	-0.455141	-0.086146	-0.076660	-0.554316	0.355727	0.462783	0.014832
pes-1	23.502455	-1.600405	-0.446272	0.516910	0.495817	-1.079888	-0.800279	-0.409898	-0.380645	0.605739	0.850214	-0.462501	1.061152	0.197102	0.602751	-0.560896	-0.019326	0.682047	0.437038	0.561696	-0.254647	-0.461341	-0.770292	-0.231901	-0.153832	-0.950004	0.399301	0.336864	-0.032118	0.655528	-1.381107	-0.240464
pgp-2	1.348634	0.558606	-2.434258	2.667036	-1.222168	-0.496272	-1.410484	1.133612	1.824907	0.346779	-1.116589	-0.634899	0.425635	0.410709	-0.001101	0.322841	-0.180053	0.594121	-0.309389	0.020994	-0.659872	-0.444693	-0.077624	-0.375542	-0.059894	0.563763	0.215810	-0.422967	0.391652	0.293505	0.496102	-0.185089
pgp-3	12.870855	-5.722522	-4.218132	-0.027697	1.930300	-0.966058	1.700917	0.317026	2.522566	-0.854368	0.657759	-3.531751	3.523540	-4.912030	1.988337	2.542377	0.920324	-0.402392	-1.100339	-3.556545	0.083478	-0.092925	2.321107	-2.293682	0.219764	-1.016623	0.741727	0.661025	0.144159	-0.268340	0.078786	-0.426127
rad-26	4.794089	-2.998642	-0.940355	2.200160	-1.195008	-2.293786	1.872941	0.617115	-2.786977	3.717637	1.506054	-0.863469	0.207800	0.017357	2.111761	-1.018717	2.959319	-1.034711	-0.325187	-0.891099	-1.162287	0.945209	-0.379746	-0.843364	-0.966874	1.784742	-1.671119	2.303293	-0.983973	1.559400	1.351108	-0.569315
ref-1	24.374607	0.468787	-1.446518	0.828198	-1.154260	-2.337628	0.267440	0.310604	1.401976	0.095433	-0.143292	-0.365747	0.395827	-0.536057	-0.876668	-0.555100	-0.160094	-0.504782	-0.829548	0.262363	-0.004990	0.049179	-0.748275	-0.097905	-0.186878	-0.628168	-0.229950	0.164341	0.044913	0.343616	-0.060169	-0.086542
ref-2	9.341502	-4.850276	5.054651	6.081792	0.411138	-0.813535	2.202111	-0.434851	-0.362869	0.057735	-1.299237	-1.130695	-0.769765	-1.676326	-0.003671	-1.195782	1.140432	1.341313	0.092693	-0.088170	1.178215	0.310643	-2.259933	-0.822235	1.370142	-1.010092	-1.427321	-1.245149	-0.289076	-0.485240	1.828592	0.080225
sdc-2	24.760254	1.171448	-1.214017	1.011886	-0.309851	-2.641437	-0.167653	0.716950	1.024276	0.319094	0.342787	-0.147336	0.190112	-0.566679	-0.642598	0.128845	-0.038578	-0.315120	-0.516191	0.593943	-0.093840	0.386967	-0.111441	-0.116370	0.195240	-0.134659	-0.109929	-0.188192	-0.271268	0.064421	0.104730	-0.115737
sdz-28	24.725290	1.054077	-1.239827	1.057667	-0.207139	-2.539018	-0.392245	0.784211	0.866026	0.334813	0.418494	-0.160785	0.184096	-0.603946	-0.567608	0.298126	-0.061979	-0.277459	-0.523940	0.717187	-0.137894	0.405587	-0.120050	-0.078107	0.201840	-0.089810	-0.105417	-0.155819	-0.299359	0.080856	0.177902	-0.137117
sdz-38	21.417154	-3.301519	1.145414	-0.037157	2.526403	-0.086204	-2.589823	-1.775980	1.391534	0.772116	0.183403	-1.045857	-0.071966	-0.455963	1.711355	-1.536999	-0.806102	1.253249	-0.486711	0.018888	-0.509500	-0.365656	-0.107475	0.206857	-0.077578	-1.200848	0.224481	-0.325302	-0.214873	1.621274	0.457910	0.247185
sea-1	24.639534	0.869069	-1.336370	0.997192	-0.345905	-2.313099	-0.489350	0.804929	0.727024	0.120944	0.230739	-0.157670	0.144971	-0.697939	-0.382266	-0.046851	-0.013459	-0.125695	-0.490789	0.476259	-0.126355	0.439784	-0.008427	0.027036	0.257820	0.104448	-0.237596	-0.151210	-0.290959	0.154921	0.548556	-0.252188
skr-8	24.437134	0.229545	-1.476083	1.264236	-0.133372	-1.673286	-0.962494	0.940781	0.202009	-0.120895	0.061914	-0.195305	0.261504	-0.375607	-0.462650	-0.182710	0.266708	-0.003760	0.024619	-0.212127	-0.024629	0.307697	0.021680	-0.261964	0.179171	0.611694	0.033350	-0.372336	-0.177773	-0.236684	-0.016369	-0.533510
sma-9	21.938169	-4.875946	-2.964663	2.198958	-0.565886	1.252677	-0.055180	0.778466	0.655588	-0.490504	-0.450186	-0.288499	-0.429857	0.522093	-0.901213	-0.264125	0.802257	-0.142695	-0.523664	-0.992911	0.324041	-0.001946	-0.392181	-0.645375	-0.419952	0.096323	0.253947	-0.654441	0.048063	-0.242137	0.224674	0.360107
tbx-11	24.777449	1.205034	-1.206871	1.018672	-0.261222	-2.663259	-0.212864	0.750694	1.009130	0.369840	0.422989	-0.143780	0.161990	-0.568406	-0.590433	0.277957	-0.033779	-0.347334	-0.562053	0.696361	-0.124248	0.383967	-0.089475	-0.095682	0.223858	-0.127957	-0.108581	-0.189540	-0.263276	0.086947	0.172859	-0.104065
tbx-35	9.668218	-4.136270	2.927332	5.856807	-0.312591	-3.303036	0.919876	-3.557168	0.185234	-2.466138	-2.170326	0.043990	1.823806	-1.586277	-3.228146	-1.518192	0.419734	1.567022	2.064469	-0.584378	1.334340	2.043210	0.100849	-0.065207	1.345109	1.399537	0.649940	2.331864	-0.542141	1.621877	-0.537870	1.214100
tbx-37	15.731199	-2.838114	1.581498	4.614492	6.942088	-1.244965	1.689813	0.997565	2.607672	1.972614	0.833107	0.304094	-1.415786	2.088077	0.756601	3.368074	1.642011	1.547878	-0.113313	-0.153337	-0.114867	-0.229755	-0.960594	-1.138229	1.202406	2.003823	1.068798	-0.136985	0.090425	-0.848952	-1.833209	-0.347690
tbx-38	22.000469	-0.073753	-1.042441	2.730711	2.610702	0.294377	0.239937	0.244610	0.534661	0.659517	1.416232	-0.718168	-0.569209	1.798612	0.988885	2.036989	1.713532	-0.730095	-0.039597	-0.289665	0.119670	-0.305798	1.338836	-0.375882	1.118389	0.518782	0.455660	0.287432	0.890772	1.495720	1.310549	1.452612
tbx-9	7.796055	-0.362807	-7.154994	3.454049	2.412073	-1.076441	2.207843	4.461596	-1.022736	-0.973963	-0.159003	1.215311	-1.337889	0.494481	1.363046	-0.799561	-0.746671	3.735117	-0.032356	0.092630	1.131182	1.710627	1.595642	0.021930	0.520416	-1.366760	-0.727804	-0.465082	-2.070583	-0.473060	-0.086018	-0.781475
tlp-1	19.728043	-4.255401	-2.728117	-3.524089	1.783072	0.386398	-2.013741	2.727962	0.443598	0.843568	0.701648	-0.772294	0.709329	0.889657	1.285428	-2.021041	-0.216695	1.440515	0.776000	0.537231	0.036134	-0.067152	1.449942	-0.407566	2.542804	-0.114558	-0.373394	0.896615	0.089420	1.191119	0.328982	0.167206
tps-2	4.727355	1.569087	-2.421074	4.470128	-2.885136	2.850505	-1.047244	0.361517	1.624519	-0.481059	0.043141	1.937524	0.122272	0.513171	-0.753372	0.037761	1.186979	-1.936423	0.645647	2.075440	0.614817	-0.151920	1.577100	-2.474251	-1.249406	-1.038435	0.658026	1.121320	-0.231532	0.850294	-1.028371	-1.593974
vab-7	21.686932	-4.632500	-3.087902	1.231722	-0.253068	0.989595	-0.218232	1.075416	-0.011727	0.035997	-0.528691	-0.491106	-0.457142	0.363318	0.113541	-0.443850	-0.122051	0.041350	-0.308937	-0.505348	0.567564	-0.312106	-0.212058	-0.533313	0.240629	-0.008432	0.404737	-0.289779	0.743706	0.228096	0.816895	-0.449848
ztf-12	16.531544	-8.382729	-4.097715	1.640574	-1.902417	-3.451348	0.510738	0.606612	0.608549	1.051068	-0.674493	-0.739005	0.567992	0.709965	-0.272295	0.003813	0.224724	0.478216	0.342289	0.096377	0.096854	1.235215	1.449450	-0.054116	1.012868	-0.921698	-0.196063	-1.422692	0.183487	1.308580	-0.246817	-0.016221
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Supplementary Figures

Scree plot (gene expression eigenvalues, sorted)

Figure S1: The scree plot from Principal Components Analysis of gene expression (i.e. the eigenvalues of gene
expression space, sorted in decreasing order of magnitude). Note the vertical log scale. This plot shows that a
significant amount of variance in gene expression across cells is captured by the first 10 components of the PCA.
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Figure S2: The cylindrical projection of the gene expression manifold seen in Figure 1 onto a flat 2D surface.The
horizontal axis is θ, the angle of rotation about the cylindrical axis, and the vertical axis, y, represents the distance
of the cell along the cylindrical axis. The cell identities are labeled for illustration purposes (though are not intended
to be highly legible, due to label overlap).

Figure S3: The cylindrical projection (as in Figure S2) of the gene expression manifold for each of the 102 genes,
with red and green indicating that the gene was not expressed or expressed in a given cell respectively.
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PC1 PC2 PC3

Figure S4: Bar chart of eigenvector components for PC1-PC3, with the components sorted vertically in order of
magnitude (positive to the right of the midline, negative to the left), showing the relative magnitude of contribution
of each gene to the position of cells in each of the three PC axes. Multiplying these weights by the square root of
the corresponding eigenvalue gives the principle component loadings. Larger positive or negative weights indicate
more relative contribution of the gene to the position of a cell in the corresponding PC axis. For PC2, only a
minority of genes have large negative or positive weight, indicating this subset of genes is involved in differentiation.
For PC1, the comparative lack of low-weighted genes indicates that the strong correlation between PC1 and the
developmental age of the organism is not a simple relationship governed by a small subset of genes, but that most
of the genes are involved in this correlation.

21

.CC-BY-NC 4.0 International licensea
certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made available under 

The copyright holder for this preprint (which was notthis version posted March 5, 2017. ; https://doi.org/10.1101/114074doi: bioRxiv preprint 

https://doi.org/10.1101/114074
http://creativecommons.org/licenses/by-nc/4.0/

