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    Abstract
Genome organization is crucial for efficiently responding to DNA damage and regulating transcription. In this study, we relate the genome organization of Saccharomyces cerevisiae (budding yeast) to its transcription activity by analyzing published circularized chromosome conformation capture (4C) data in conjunction with eight separate datasets describing genome-wide transcription rate or RNA polymerase II (Pol II) occupancy. We find that large chromosome segments are more likely to interact in areas that have high transcription rate or Pol II occupancy. Additionally, we find that groups of genes with similar transcription rates or similar Pol II occupancy are more likely to have higher numbers of chromosomal interactions than groups of random genes. We hypothesize that transcription localization occurs around sets of genes with similar transcription rates, and more often around genes that are highly transcribed, in order to produce more efficient transcription. Our analysis cannot discern whether gene co-localization occurs because of similar transcription rates or whether similar transcription rates are a consequence of co-localization.

Footnotes
	↵† The authors wish it to be known that, in their opinion, the first two authors should be regarded as joint First Authors.
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