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    Abstract
Complex networks of regulatory interactions orchestrate developmental processes in multicellular organisms. Such a complex internal structure intrinsically constrains cellular behavior allowing only a reduced set of attainable and observable cellular states or cell types. Thus, a multicellular system undergoes cell fate decisions in a robust manner in the course of its normal development. The epigenetic landscape (EL) model originally proposed by C.H. Waddington was an early attempt to integrate these processes in a universal conceptual model of development. Since then, a wealth of experimental data has accumulated, the general mechanisms of gene regulation have been uncovered, and the placement of specific molecular components within modular gene regulatory networks (GRN) has become a common practice. This has motivated the development of mathematical and computational models inspired by the EL aiming to integrate molecular data and gain a better understanding of development, and hopefully predict cell differentiation and reprogramming events. Both deterministic and stochastic dynamical models have been used to described cell state transitions. In this review, we describe recent EL models, emphasising that the construction of an explicit landscape from a GRN is not the only way to implement theoretical models consistent with the conceptual basis of the EL. Moreover, models based on the EL have been shown to be useful in the study of morphogenic processes and not just cell differentiation. Here we describe the distinct approaches, comparing their strengths and weaknesses and the kind of biological questions that they have been able to address. We also point to challenges ahead.




  


  
  



  
      
  
  
    Copyright 
The copyright holder for this preprint is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made available under a CC-BY-NC-ND 4.0 International license.


  


  
  



  





  


  
  



  
      
  
  
    View the discussion thread.


  


  
  



  
      
  
  
     Back to top  


  
  



			

		

		
		
			
			  
  
      
  
  
     PreviousNext 
  


  
  



  
      
  
  
    Posted April 14, 2014.  


  
  



  
      
  
  
    
	  
  
		
          
            
  
      
  
  
     Download PDF  


  
  



          

        

        
        
          
            
  
      
  
  
     Email

  
    
  
      
  
  
    
 Thank you for your interest in spreading the word about bioRxiv.
NOTE: Your email address is requested solely to identify you as the sender of this article.




  Your Email *
 



  Your Name *
 



  Send To *
 

Enter multiple addresses on separate lines or separate them with commas.




  You are going to email the following 
 Epigenetic Landscape Models: The Post-Genomic Era



  Message Subject 
 (Your Name) has forwarded a page to you from bioRxiv



  Message Body 
 (Your Name) thought you would like to see this page from the bioRxiv website.



  Your Personal Message 
 








CAPTCHAThis question is for testing whether or not you are a human visitor and to prevent automated spam submissions.










  


  
  



  





  


  
  



  
      
  
  
     Share  


  
  



  
      
  
  
    


		  
		  
  
      
  
  
    

      
      Epigenetic Landscape Models: The Post-Genomic Era
    

  
      J Davila-Velderrain, JC Martinez-Garcia, ER Alvarez-Buylla

  
      bioRxiv 004192; doi: https://doi.org/10.1101/004192 

  
  
  


  


  
  



	  

	
  
  	
  
      
  
  
    
  
    Share This Article:
  
  
    
  
  
    Copy
  


  


  
  



  

	
		  
	    
  
      
  
  
    [image: Reddit logo] [image: Twitter logo] [image: Facebook logo] [image: LinkedIn logo] [image: Mendeley logo]
  


  
  



	  

	


  


  
  



  
      
  
  
     Citation Tools

  
    
  
      
  
  
      
  
      

      
      Epigenetic Landscape Models: The Post-Genomic Era
    

  
      J Davila-Velderrain, JC Martinez-Garcia, ER Alvarez-Buylla

  
      bioRxiv 004192; doi: https://doi.org/10.1101/004192 

  
  
  


  

  
  	      Citation Manager Formats

        
      	BibTeX
	Bookends
	EasyBib
	EndNote (tagged)
	EndNote 8 (xml)
	Medlars
	Mendeley
	Papers
	RefWorks Tagged
	Ref Manager
	RIS
	Zotero

    

  



  


  
  



  





  


  
  



          

        

	
 	
	
	


  


  
  



  
      
  
  
    	Tweet Widget
	Facebook Like
	Google Plus One



  


  
  



  
        Subject Area

    
  
  
    	Systems Biology




  


  
  



  
      
  
  
    


  

  
      
  
  
    
  
      
  
    Subject Areas  




  


  
  



  
      
  
  
    
  
      
  
    All Articles  




  


  
  



  
      
  
  
    	Animal Behavior and Cognition (5179)

	Biochemistry (11649)

	Bioengineering (8683)

	Bioinformatics (29027)

	Biophysics (14867)

	Cancer Biology (12002)

	Cell Biology (17274)

	Clinical Trials (138)

	Developmental Biology (9367)

	Ecology (14089)

	Epidemiology (2067)

	Evolutionary Biology (18208)

	Genetics (12187)

	Genomics (16708)

	Immunology (11796)

	Microbiology (27875)

	Molecular Biology (11486)

	Neuroscience (60509)

	Paleontology (449)

	Pathology (1860)

	Pharmacology and Toxicology (3215)

	Physiology (4917)

	Plant Biology (10342)

	Scientific Communication and Education (1678)

	Synthetic Biology (2869)

	Systems Biology (7318)

	Zoology (1635)


  


  
  

  







  


  
  



			

		

	
	
 	
	
	


    

  


      


  

    
  
  
    
  
      







  